a 4x104 — Caffeoyl Shikimate
4
3x10 — Caffeic acid
2%104
1%x104—
o T T T T 1
20 25 30 35 40 45
b Retention Time (min)
4
1.5x10 — Caffeoyl Shikimate
1x104 — Caffeic acid
5x10%—
o T Ll T T 1
c 20 25 30 35 40 45
Retention Time (min)
1%10%4 — Caffeoyl Shikimate
8x103—
—— Caffeic acid
6x103
4%103—
2x%10*
0

25 30 35 40 45
Retention Time (min)

6000
5000
4000
3000
2000
1000

0

Intensity

6000
> 5000
4000
3000
2000
1000

Intensit

ol— 1+ I
110 120 130 140 150 160 170 180 190

d 135 Caffeic acid
119 180
I ||
100 150 200 250 300
e 135 Caffeoyl-Shikimate

119

]

161
179

|

m/z

Fig. S1 The decrease of caffeoyl shikimate and the increase of caffeic acid along with

the reaction process catalyzed by PoptoCSE12 with different reaction time 0 min (a),
30 min(b) and 60 min (c); HPLC of the caffeic acid (d) and caffeoyl shikimate (e).
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Fig. S2 The phylogenetic analysis of PoptrCSE and PoptrCSE-like proteins with
AtMAGLs. Clusters are corresponding with groups in Fig. 4.



