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Supplementary Figure S1. Western blotting analysis of AXIN1 and AXIN2.

A, Western blot analysis of AXIN1 in the NC, sh-AXIN1 and OE-AXIN1groups; B Western
blot analysis of AXIN2 in the NC, sh-AXIN2, and OE-AXIN2 groups; *** represent P < 0.0001.
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Supplementary Figure S2. CTNNBI1 regulated the proliferation of piPSCs. A, A
schematic illustration of the experiment; B, qPCR analysis of the expression levels of CTNNBI
and APC in the control (NC), knockdown AXIN2(sh-AXIN2) and knockdown AXIN2
with  XAV939 (sh-AXIN2 XAV939) groups; C, qPCR analysis of the expression levels of
TCF3, TCF5 in NC, sh-AXIN2 and sh-AXIN2 XAV939 groups; D, qPCR analysis of the
expression levels of CCNDI, CCND2 in NC, sh-AXIN2 and sh-AXIN2 XAV939 groups; E,
gPCR analysis of the expression levels of CASPASE3, CASPASE9 and BAX in NC, sh-AXIN2
and sh-AXIN2 XAV939groups; * represent P < 0.05; ** represent P < 0.01; *** represent P <
0.0001.



