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Abstract: Attribution of specific roles to the two ubiquitously expressed PI 3-kinase (PI3K) isoforms
p110α and p110β in biological functions they have been implicated, such as in insulin signalling,
has been challenging. While p110α has been demonstrated to be the principal isoform activated
downstream of the insulin receptor, several studies have provided evidence for a role of p110β.
Here we have used isoform-selective inhibitors to estimate the relative contribution of each of these
isoforms in insulin signalling in adipocytes, which are a cell type with essential roles in regulation
of metabolism at the systemic level. Consistent with previous genetic and pharmacological studies,
we found that p110α is the principal isoform activated downstream of the insulin receptor under
physiological conditions. p110α interaction with Ras enhanced the strength of p110α activation
by insulin. However, this interaction did not account for the selectivity for p110α over p110β in
insulin signalling. We also demonstrate that p110α is the principal isoform activated downstream
of the β-adrenergic receptor (β-AR), another important signalling pathway in metabolic regulation,
through a mechanism involving activation of the cAMP effector molecule EPAC1. This study offers
further insights in the role of PI3K isoforms in the regulation of energy metabolism with implications
for the therapeutic application of selective inhibitors of these isoforms.

Keywords: phosphoinositide 3-kinase; insulin receptor; insulin signalling; β-adrenergic receptor;
adrenergic signalling; insulin resistance; obesity; type 2 diabetes

1. Introduction

Class I PI3Ks is a family of enzymes involved in transmission of signals from diverse
cell surface receptors [1]. Class I PI3K consists of four catalytic isoforms: p110α, p110β,
p110γ and p110δ. Of these isoforms, p110α and p110β are ubiquitously expressed. So far,
attribution of specific functions to each of p110α and p110β has been challenging and occa-
sionally controversial. Genetic and pharmacological studies have demonstrated that p110α
is the principal isoform activated downstream of the insulin receptor [2,3]. The prominent
role of p110α in insulin signalling has been shown to correlate with selective recruitment
of p110α in insulin receptor substrate-1 (IRS-1) complexes [2]. However, other studies
have reported metabolic phenotypes occurring from targeting the gene encoding p110β in
mice. Mice globally targeted at the gene encoding p110β displayed growth retardation and
developed mild insulin resistance with age [4]. Moreover, mice with liver-specific deletion
of p110β showed impaired insulin sensitivity and glucose tolerance [5]. More recently,
another study demonstrated that p110β can substitute for p110α in insulin-stimulated
Akt phosphorylation in hepatocytes from liver-specific p110α-deleted mice [6]. On this
basis, the study concluded that p110α and p110β are redundant in insulin signalling
in hepatocytes.

In addition to the prominent and well-established role of PI3Ks in insulin signalling,
PI3Ks have also been implicated in adrenergic signalling. It has been shown that β3-AR
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agonists can stimulate Akt activation in a wortmannin-sensitive manner in adipocytes [7].
More recently, p110α has been implicated in Akt stimulation downstream of the β-AR [8].
However, the mechanism of activation of p110α by β-AR remains unknown. Furthermore,
whether p110β also transmits signals downstream of the β-AR has not been addressed.

PI3Ks p110α and p110β have been pursued as therapeutic targets mainly in on-
cology [9]. However, inhibition of p110α has recently been shown to increase energy
expenditure through potentiation of β-AR signalling and enhancement of mitochondrial
activity in adipocytes [8,10]. The potentiating effect of p110α inhibition in β-AR signalling
has also been shown in human adipose tissue [11]. Furthermore, p110α inhibition has been
shown to reduce adiposity and metabolic syndrome in mice and rhesus monkeys [12,13].
These findings open the possibility of targeting these isoforms in obesity and associated
diseases in the future. Knowledge of the precise contribution of each of these isoforms in
metabolic pathways is therefore very important for assessment of on-target and off-target
effects of these isoforms’ inhibition.

In the present study, we have revisited the question of the relative contribution
of each of the p110α and p110β isoforms to insulin receptor signalling. We have also
sought to dissect the molecular mechanism of PI3K activation by β-AR. For this purpose,
we have used murine brown adipocytes from wild-type or adipose tissue-specific p110α
deleted mice as well as 3T3-L1 adipocytes in conjunction with treatment with p110α- and
p110β-selective inhibitors. Our data support the previously demonstrated dominance of
p110α over p110β in insulin receptor signalling. Consistent with a previous study which
demonstrated that functional Ras is required for maximal p110α activation by insulin [6],
we show that embryonic fibroblasts from mice with p110α-Ras binding domain (RBD)
mutations that impair the interaction of p110α with Ras, have reduced insulin-stimulated
Akt phosphorylation. However, Ras binding does not account for the selectivity for
p110α over p110β in insulin signalling. Finally, we show that p110β has no substantial
contribution to β-AR stimulation of Akt and that the cAMP-activated guanine nucleotide
exchange factor (GEF) EPAC1 is a key mediator in the mechanism of p110α activation by
β-AR. These studies further clarify the roles of the ubiquitously expressed PI3K isoforms
in key metabolic pathways and add important information in light of the ongoing efforts
for therapeutic application of PI3K isoform-selective inhibitors.

2. Results
2.1. p110α Is Preferentially Engaged over p110β in Insulin Signalling

In order to examine the relative contribution of each of the p110α and p110β iso-
forms in signalling downstream of the insulin and β-adrenergic receptors, we chose to use
adipocytes as both of these pathways are critical in the biology of this cell type. We used
immortalised adipocytes treated with the p110α- and p110β-selective inhibitors A66 and
TGX221, respectively, and stimulated with insulin. The A66 and TGX221 inhibitors have
extensively been characterised before and shown to be largely specific up to the concen-
tration of 10 µM [14]. We have chosen doses within a range shown before to be effective
in inhibiting insulin signalling while maintaining isoform selectivity [14,15]. We per-
formed treatments in both pre-adipocytes (fibroblasts) and differentiated adipocytes to test
whether the differentiation state affects response to inhibitors. We measured Akt phospho-
rylation and ribosomal protein S6 (rpS6) phosphorylation (a readout of S6-kinase (S6K)
activation) to assess proximal and distal signalling pathway activation downstream of the
insulin receptor. Consistent with a prominent role of p110α in insulin receptor signalling,
treatment with A66 inhibited insulin-stimulated Akt phosphorylation by approximately
75% in pre-adipocytes and 53% in differentiated adipocytes, respectively (Figure 1A).
TGX221 showed a tendency for an inhibitory effect that did not reach statistical signif-
icance, although concomitant treatment with TGX221 increased the inhibitory effect of
A66. Similar to Akt, phosphorylation of rpS6 was consistently reduced only in A66-treated
brown pre-adipocytes (Figure 1B). Interestingly, although insulin-stimulated rpS6 phos-
phorylation was higher in differentiated adipocytes compared to pre-adipocytes, it was
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insensitive to either inhibitor. Although the tested phosphorylation site (S240/244) is
thought to be specific for S6K [16], it is possible that other insulin-stimulated kinases
might phosphorylate this site in a PI3K-independent manner in this cell type under our
experimental conditions. Consistent with this possibility, rapamycin-insensitive phospho-
rylation of rpS6 in S4240/244 has been reported before in IMR-90 human fibroblasts [17].
Another interesting observation was that ex vivo differentiation of brown pre-adipocytes
to mature adipocytes reduced protein expression levels of both p110α and p110β to a great
extent (Figure 1C). We also performed the same experiment in brown adipocytes isolated
from mice with adipose tissue-specific p110α deletion. We found that insulin-stimulated
Akt phosphorylation in adipocytes with p110α deletion was insensitive to A66 and was
instead sensitive to TGX221 (Figure 1D). Combined treatment with A66 and TGX221 had a
stronger inhibitory effect than either single treatment likely due to a residual p110α activity
from incomplete gene deletion in some of the cells of the brown adipocyte pools. Our find-
ings in adipocytes with p110α deletion are consistent with the recently reported role for
p110β in insulin signalling in hepatocytes lacking p110α [6] and demonstrate that p110β
has the ability to substitute for p110α in mediating insulin-stimulated Akt phosphorylation
in the absence of the p110α protein.

In order to complement our pharmacological experiments, we also used MEFs with a
p110β kinase-dead (D931A) mutation. As shown in Figure S1, lack of catalytically active
p110β did not impair insulin-stimulated Akt phosphorylation. On the contrary, p110βD931A

MEFs displayed higher insulin-stimulated Akt phosphorylation compared to control MEFs.
These data are consistent with p110α being the principal insulin activated PI3K isoform
in this cell type as well and genetically corroborate the results obtained with use of the
isoform-selective inhibitors.

We also performed similar experiments in murine 3T3-L1 adipocytes. In line with
our findings in brown adipocytes, insulin-stimulated Akt was consistently inhibited by
A66 in both 3T3-L1 fibroblasts and differentiated adipocytes (Figure 2A). TGX221 inhibited
Akt phosphorylation by 24%, compared to 69% by A66, only in differentiated 3T3-L1
adipocytes. Moreover, rpS6 (S240/244) phosphorylation was sensitive to A66 only in
3T3-L1 pre-adipocytes, but insensitive to both A66 and TGX221 in ex vivo differentiated
adipocytes (Figure 2B). Similar to brown adipocytes, both p110α and p110β protein ex-
pression was reduced in differentiated 3T3-L1 adipocytes compared to pre-adipocytes
(Figure 2C). This finding was in contrast to the previously reported upregulation of p110β
upon 3T3-L1 differentiation, which had been proposed as an indication of a key role of
p110β in insulin signalling [18]. As it has been claimed that p110α and p110β have redun-
dant roles in insulin signalling in hepatocytes [6], we also tried the same experiment using
the Hepa 1-6 murine hepatoma cell line. We found that A66 inhibited Akt phosphorylation
by 50%, whereas combined treatment with A66 and TGX221 only marginally reduced
phosphorylation below that from A66 (Figure 2D). This might be explained by possible
engagement of the p110δ isoform in insulin signalling in hepatoma cells, as an earlier study
had demonstrated that inhibition of the p110δ isoform in addition to p110α was required
for substantial inhibition of insulin-stimulated Akt phosphorylation in HepG2 hepatoma
cells [19]. Similar to brown and 3T3-L1 differentiated adipocytes, rpS6 (S240/244) phospho-
rylation was insensitive to p110α and p110β inhibition in Hepa 1-6 cells. Finally, in order
to further ascertain the prominence of p110α in insulin receptor signalling, we tested
the effect of the inhibitors on glucose uptake, a functional output of insulin action in
3T3-L1 adipocytes. We found that only A66 inhibited insulin-stimulated glucose uptake
(Figure 2E). These findings are consistent with previous data showing that only p110α
inhibition diminished glucose uptake in 3T3-L1 adipocytes [3], although the inhibitors
used in that study were somewhat less specific and potent than those used in the present
study. Taken together, these data support our and others’ previous findings that in non-
transformed cells and in a physiological context (i.e., in the presence of p110α protein),
p110α is the principal PI3K isoform activated downstream of the insulin receptor [2,3].
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Figure 1. p110α is the principal PI3K isoform engaged in insulin signalling in brown adipocytes. Brown pre-adipocytes
or differentiated adipocytes were treated with A66 (1 µM, blue graph bars) or TGX221 (0.5 µM, red graph bars) or
a combination of both inhibitors (purple graph bars) followed by stimulation with 100 nM of insulin for 15 min at
37 ◦C. (A) Levels of Akt (T308) phosphorylation were determined by immunoblot analysis. Phosphorylation levels were
normalised to total Akt levels detected in a second blot performed in parallel using the same lysates. (B) Ribosomal protein
S6 (rpS6) (S240/244) phosphorylation was also detected on the same immunoblots. (C) The levels of expression of p110α
and p110β in pre-adipocytes and differentiated adipocytes used in the signalling experiments were also determined by
immunoblot analysis. p110α and p110β signal intensities were normalised to vinculin (used as a loading control). (D) Akt
(T308) phosphorylation in p110α-deficient (p110αDEL) brown adipocytes treated and stimulated as above. Representative
immunoblots and bar graphs with data from three or four (n = 3–4) independent experiments are shown. Data are presented
as mean ± SEM. Statistical analysis was performed by one-way ANOVA with Dunnett’s multiple comparisons test between
insulin-stimulated vehicle-treated and insulin-stimulated inhibitor-treated samples (A,B,D) or by unpaired two-tailed
t-test (C). Comparisons between pre-adipocytes and differentiated adipocytes in (B) were performed by two-way ANOVA
with Sidak’s multiple comparisons test. * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.
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Figure 2. p110α is the principal PI3K isoform engaged in insulin signalling in 3T3-L1 adipocytes and Hepa 1.6 cells. 3T3-L1
pre-adipocytes or differentiated adipocytes or murine Hepa 1.6 hepatocytes were treated with A66 (1 µM, blue graph bars)
or TGX221 (0.5 µM, red graph bars) or a combination of both inhibitors (purple graph bars) followed by stimulation with
100 nM of insulin for 15 min at 37 ◦C. (A) Levels of Akt (T308) phosphorylation in 3T3-L1 pre-adipocytes and adipocytes
were determined by immunoblot analysis. Phosphorylation levels were normalised to total Akt levels detected in a second
blot performed in parallel using the same lysates. (B) Ribosomal protein S6 (rpS6) phosphorylation (S240/244) was also
detected in the same immunoblots. (C) The levels of expression of p110α and p110β in pre-adipocytes and differentiated
3T3-L1 adipocytes used for the signalling experiments were also determined by immunoblot analysis. (D) Akt (T308) and
rpS6 (S240/244) phosphorylation in Hepa 1-6 murine hepatoma cells treated and stimulated as above. Representative
immunoblots and bar graphs with pooled data from three or four (n = 3–4) independent experiments are shown. Data are
presented as mean ± SEM. (E) Insulin-stimulated glucose uptake in 3T3-L1 adipocytes treated with inhibitors as above.
Data from three (n = 3) independent experiments are shown. Statistical analysis was performed by one-way ANOVA with
Dunnett’s multiple comparisons test between insulin-stimulated vehicle-treated and insulin-stimulated inhibitor-treated
samples (A,B,D,E) or by unpaired two-tailed t-test (C). * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.

2.2. Differential Interaction with Ras Does Not Confer PI3K Isoform Selectivity in
Insulin Signalling

We next sought to examine whether interaction with Ras might account for PI3K
isoform selectivity in insulin signalling. It has been shown before that the Ras-binding
domain of p110β, unlike that of p110α, does not interact with Ras [20]. This offers a
potential mechanism for the selectivity for p110α assuming that additional interaction
of p110α with Ras might underlie the selective recruitment of p110α in IRS-1 complexes
reported before [2]. In order to test this hypothesis, we used mouse embryonic fibrob-
lasts (MEFs) isolated from mice with RBD mutations which abrogate binding of p110α
to Ras [21]. We stimulated wild-type and mutant p110α-RBD MEFs with insulin and
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measured phosphorylation of Akt. As shown in Figure 3A, mutant p110α-RBD MEFs
had a 50% decreased insulin-stimulated Akt phosphorylation compared to the wild-type,
suggesting that a large part of insulin-stimulated activation of p110α occurs through inter-
action with Ras. However, the sensitivities of mutant p110α-RBD MEFs to inhibition of
Akt phosphorylation by A66 and TGX221 were the same with those of wild-type MEFs.
This suggests that interaction with Ras does not confer selectivity for p110α over p110β
in recruitment to insulin receptor signalling complexes, otherwise impaired interaction
of p110α with Ras would increase the contribution of p110β to insulin-stimulated Akt
phosphorylation. Interestingly, unlike Akt phosphorylation, insulin-stimulated rpS6 phos-
phorylation tended to be higher in mutant p110α-RBD MEFs (Figure 3B). The same was
the case between EGF-stimulated Akt and rpS6 phosphorylation. While EGF-stimulated
Akt phosphorylation tended to be impaired in mutant p110α-RBD MEFs in line with a
previous report [21], rpS6 phosphorylation was significantly higher. Notably, although in-
sulin did not substantially stimulate ERK1/2 phosphorylation in these MEFs at the tested
time point, EGF-stimulated ERK1/2 phosphorylation was significantly increased in mu-
tant p110α-RBD MEFs (Figure 3C). This observation might be explained by PI3K p110α
competition for Ras binding with other molecules (e.g., Raf) coupling Ras to MAP-kinase
pathway activation.

Figure 3. p110α maximal activation by insulin requires interaction with Ras. Wild-type (non-striped graph bars) and mutant
(striped graph bars) p110α-RBD MEFs were treated with A66 (1 µM, blue graph bars) or TGX221 (0.5 µM, red graph bars) or
a combination of both inhibitors (purple graph bars) followed by stimulation with 100 nM of insulin or with 15.6 nM of EGF
(green graph bars) for 15 min at 37 ◦C. (A) Levels of Akt (T308) phosphorylation were determined by immunoblot analysis.
Phosphorylation levels were normalised to vinculin used as a loading control. rpS6 (S240/244) phosphorylation (B) and
ERK1/2 (T202/Y204) phosphorylation (C) were also detected in the same immunoblots. Representative immunoblots and
corresponding bar graphs with pooled data from five (n = 5) independent experiments are shown. Data are presented as
mean ± SEM. Statistical analysis was performed by two-way ANOVA with Dunnett’s multiple comparisons test between
insulin-stimulated vehicle-treated and insulin-stimulated inhibitor-treated samples of the same genotype or Sidak’s multiple
comparisons test between samples of different genotypes. * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.

2.3. p110α Is Preferentially Activated over p110β by β-AR in Adipocytes

We then sought to study the relative contributions of each of p110α and p110β to
the adrenergic signalling pathway. We have reported before that the β-AR activates Akt
through p110α [8]. However, we have not investigated the potential contribution of p110β
to adrenergically stimulated Akt phosphorylation comparatively to p110α. We therefore
used murine brown adipocytes and 3T3-L1 adipocytes and tested the effect of p110α- and
p110β-selective inhibitors on Akt phosphorylation upon stimulation with the natural β2-
AR agonist norepinephrine (NE). As shown in Figure 4, similar to insulin, NE-stimulated
Akt phosphorylation was consistently sensitive only to A66, thus demonstrating that p110α
is the principal PI3K isoform activated by β-AR in adipocytes.
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Figure 4. p110α is the principal PI3K isoform engaged in β-adrenergic signalling in adipocytes. Brown pre-adipocytes (A)
or differentiated adipocytes (B) or differentiated 3T3-L1 adipocytes (C) were treated with A66 (1 µM, blue graph bars) or
TGX221 (0.5 µM, red graph bars) or a combination of both inhibitors (purple graph bars) followed by stimulation with 1
µM of norepinephrine (NE, striped graph bars) for 15 min at 37 ◦C. Levels of Akt T308 phosphorylation were determined
by immunoblot analysis. Phosphorylation levels were normalised to total Akt levels detected in a second blot performed
in parallel using the same lysates. Representative immunoblots and corresponding bar graphs with pooled data from
three or four (n = 3–4) independent experiments are shown. Data are presented as mean ± SEM. Statistical analysis was
performed by one-way ANOVA with Dunnett’s multiple comparisons test between vehicle-treated NE-stimulated and all
other samples. * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.

2.4. Activation of PI3K Downstream of the β-AR Is Mainly Mediated by EPAC1

Unlike the well-studied mechanism of PI3K activation downstream of the insulin
receptor, the pathway through which β-AR stimulates PI3K activity is unknown. β-AR
stimulates adenylyl cyclase which results in elevation of cellular cAMP levels. We therefore
surmised that one or both of the main cAMP effector molecules, protein kinase A (PKA) and
guanine nucleotide exchange factor EPAC1 might mediate activation of PI3K downstream
of the β-AR. We tested the effect of PKA and EPAC1 inhibitors, PKI-(6-22)-amide and CE3F4,
respectively, on NE-stimulated Akt phosphorylation. As shown in Figure 5A,B, treatment
of brown pre-adipocytes with the EPAC1 inhibitor CE3F4 reduced the NE-stimulated Akt
phosphorylation in a dose-dependent manner indicating that PI3K activation downstream
of the β-AR is mediated to a large extent by EPAC1. In contrast to EPAC1, inhibition of PKA
increased the levels of NE-stimulated Akt activity, indicating that PKA might actually be
supressing PI3K activation downstream of the β-AR (Figure 5A). EPAC1 is a GEF for Rap1,
a member of the Ras family of small GTPases [22,23]. This provides a plausible mechanism
of p110α activation through EPAC1, as Rap1 has been shown before to activate p110α [24].
We also tested the effect of siRNA-mediated EPAC1 knock-down on NE-stimulated Akt
phosphorylation in brown pre-adipocytes. Treatment with siRNA reduced EPAC1 mRNA
expression to 13% of the control levels (Figure S2). However, this treatment resulted to high
basal levels of Akt phosphorylation causing a lower fold induction of Akt phosphorylation
upon stimulation with NE (Figure S3). These data suggest that in the absence of the EPAC1
molecule, as opposed to inhibition of its enzymatic activity, and/or under prolonged
downregulation of the EPAC1 molecule, other pathways might be able to compensate for
its loss of function to some extent.
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Figure 5. Activation of Akt downstream of β-AR is mediated by EPAC1. (A) Brown pre-adipocytes were treated with the
EPAC1 inhibitor CE3F4 (20 µM, dark green graph bars) or the PKA inhibitor fragment (6-22) amide (PKI, 5 µM, yellow graph
bars) or a combination of both inhibitors (bright green graph bar) followed by stimulation with 1 µM of norepinephrine
(NE, striped graph bars) for 15 min at 37 ◦C. Levels of Akt T308 phosphorylation were determined by immunoblot analysis.
Phosphorylation levels were normalised to total Akt levels detected in a second blot performed in parallel using the same
lysates. A representative immunoblot and a bar graph with data from four (n = 4) independent experiments are shown.
(B) Dose response of NE-stimulated Akt phosphorylation to CE3F4. Data are presented as mean ± SEM. Statistical analysis
was performed by one-way ANOVA with Sidak’s multiple comparisons test between pre-determined pairs of treatments (A)
or by repeated measures one-way ANOVA with Dunnett’s multiple comparisons test (B). * p < 0.05; ** p < 0.01; *** p < 0.001.
(C) Schematic representation of p110α-dependent and Akt-mediated activation of PDE upon β-AR stimulation. According
to the model, PI3K p110α and Akt are activated in the β-AR/cAMP pathway through EPAC1 and its target Rap1, as part of
a feedback loop that downregulates cAMP levels through Akt-mediated PDE activation.

3. Discussion

In the present study we have revisited the question of the relative contribution of each
of the ubiquitously expressed PI3K isoforms, p110α and p110β, in the insulin signalling
pathway and we have also assessed the potential involvement of p110β in the β-AR
signalling pathway. We have mainly used adipocytes in our experiments, as the adipose
tissue is a key metabolic organ that regulates systemic insulin sensitivity and glucose
homeostasis and adipocytes express high levels of both insulin receptors and β-ARs.

With regards to the relative contribution of each of the two isoforms to insulin receptor
signalling, our experiments with the use of isoform-selective p110α and p110β inhibitors
presented here are consistent with the previous reports that p110α is the principal isoform
activated downstream of the insulin receptor [2,3]. Although other genetic studies have
demonstrated involvement of p110β in insulin receptor signalling, this was either weak [4]
or not dependent on its catalytic activity [5] or it was exerted in the absence of p110α in
hepatocytes of mice with p110α gene deletion [6]. In fact, an earlier pharmacological study
had already demonstrated that in addition to p110α, p110β and p110δ could be activated
by insulin stimulation [19]. However, in non-transformed cells, such as 3T3-L1 fibroblasts
and adipocytes, only p110α inhibition reduced insulin signalling, while a dependency to
p110δ or p110β was only observed in hepatoma or in leukaemia cells.

As shown here, in brown adipocytes isolated from adipose tissue-specific p110α
deleted mice, p110β can substitute for p110α in insulin-stimulated Akt phosphorylation
in line with what was reported in hepatocytes lacking p110α [6]. An important point
to note is that these data merely show that p110β can substitute for p110α in insulin-
stimulated Akt phosphorylation. However, several reports have demonstrated that levels
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of Akt phosphorylation do not always correlate with Akt enzymatic activity [25,26] or with
insulin sensitivity [27,28]. Therefore, unaffected insulin-stimulated Akt phosphorylation
in p110α deficient cells, as a result of compensation by p110β, would not necessarily
translate to normal insulin sensitivity. In this regard, we have recently reported that mice
lacking p110α specifically in the adipose tissue, from which we have derived the brown
adipocytes used in the present study, are severely insulin resistant despite the presence
of p110β in adipocytes [8]. Furthermore, pharmacological studies of p110β-selective
inhibitor administration in rodents do not support a physiological role of p110β in insulin
signalling, as no effects on insulin sensitivity or glucose tolerance were seen at doses
considered p110β-selective [29,30]. Collectively, these data support the notion that under
physiological conditions, p110α is the principal PI3K isoform activated downstream of the
insulin receptor.

Another outstanding issue that we have attempted to address with this study is the
molecular mechanism of the selectivity for p110α in insulin signalling. We hypothesised
that specific interaction with Ras might underlie the selective recruitment of p110α to
IRS-1 complexes we have described before [2]. In this regard, Molinaro et al. have recently
shown that virally mediated overexpression of dominant-negative Ras diminishes the
level of p110α activation by insulin in hepatocytes [6]. Here, we have used embryonic
fibroblasts from mice with mutated p110α-RBD and we have obtained similar results
in that absolute levels of insulin-stimulated Akt phosphorylation were lower in mutant
p110α-RBD MEFs. This finding was also consistent with earlier studies demonstrating
that Ras is required for maximal activation of Drosophila PI3K [31]. However, our data
do not support the hypothesis that p110α interaction with Ras underlies the selective
recruitment of p110α in IRS-1 complexes, as the sensitivity of insulin-stimulated Akt
phosphorylation to p110α or p110β inhibition in mutant p110α-RBD MEFs is similar to that
in wild-type MEFs. This means that impaired interaction of p110α with Ras does not allow
for compensation by p110β. This is, to some extent, similar to what has been reported for
the selective recruitment of p110α over p110β in PDGF receptor signalling complexes [32].
Although a functional RBD was required for activation of p110β, but not of p110α, by PDGF,
the RBD was not important for recruitment of either p110α or p110β to the PDGF-Receptor.
Whether the observed difference in the level of insulin-stimulated Akt phosphorylation
between wild-type and mutant p110α-RBD MEFs would translate to differences in insulin
sensitivity and glucose tolerance would require metabolic phenotyping of mice with
mutated p110α-RBD, which has not been reported so far.

In addition to the insulin pathway, we have also further dissected the molecular mech-
anism of PI3K activation downstream of the β-AR. In this regard, we have shown before
that p110α is activated downstream of the β-AR [8]. In the present study we tested whether
p110β contributes to Akt activation downstream of the β-AR. Similar to insulin stimulation,
inhibition of p110α, but not of p110β, consistently reduced adrenergically stimulated Akt
phosphorylation in both brown and white (3T3-L1) adipocytes. This demonstrates that
p110α is the principal PI3K isoform activated downstream of the β-AR. By using an EPAC1
inhibitor, we found that this cAMP effector was required for stimulation of Akt phosphory-
lation by norepinephrine. These findings, together with our previously reported work [8],
delineate a plausible mechanism (Figure 5C) for the activation of p110α downstream of the
β-AR, as EPAC1 is a GEF for the Ras family member GTPase Rap1, which has previously
been shown to stimulate the activity of p110α [24].

Overall, our data add further clarity in the roles of the two widely expressed PI3K
isoforms p110α and p110β in insulin and adrenergic signalling pathways. This fundamen-
tal knowledge has important implications for therapeutic targeting of these isoforms in
diseases, where effects on energy regulating pathways might affect the efficacy and safety
of their inhibitors.
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4. Materials and Methods
4.1. Reagents

PI3K p110α-selective inhibitor A66 (cat. no. 5595) was from Tocris/Bio-Techne
(Minneapolis, MN, USA), PI3K p110β-selective inhibitor TGX221 (item no. 10007349),
EPAC1 inhibitor CE3F4 (item no. 17767), and PKA inhibitor (PKI) fragment (2-22)-amide
(item no. 17486) were from Cayman Chemical (Ann Arbor, MI, USA). All other reagents
were purchased from Sigma-Aldrich (St. Louis, MO, USA) unless otherwise stated.

4.2. Cells, Culture and Differentiation

Isolation and immortalisation of wild-type and p110αDEL brown pre-adipocytes has
been described before [8]. Brown adipocyte differentiation was induced by treating conflu-
ent cell monolayers with 1 µg ml−1 insulin, 1 µM dexamethasone, 0.5 mM isobutylmethyx-
anthine (IBMX), 1 µM rosiglitazone (Cayman Chemical) and 1 nM 3,3′,5-Triiodo-l-thyronine
(T3). After 48 h, the medium was replaced with fresh DMEM (Gibco, Thermo Fisher
Scientific, Waltham, MA, USA) supplemented with 10% foetal bovine serum (Gibco, Ther-
moFisher Scientific). Cell monolayers were used in experiments upon completion of
differentiation, typically 1 week after induction.

3T3-L1 mouse fibroblasts were obtained from ATCC and maintained in DMEM with
4.5 g/L glucose supplemented with 10% newborn calf serum (Gibco, ThermoFisher Scien-
tific) at 37 ◦C in a humidified incubator with 5% CO2. For 3T3-L1 adipocyte differentiation,
cells were allowed to reach confluence. 48 h post-confluence, cell culture medium was re-
placed with differentiation induction medium consisting of DMEM supplemented with 10%
foetal bovine serum, 0.5 mM isobutylmethylxanthine, 1µM dexamethasone, 1µM rosiglita-
zone and 1µg/mL bovine insulin. 48 h after induction of differentiation, the medium was
replaced with DMEM supplemented with 10% FBS and 1µg/mL insulin. After a further
48 h, the medium was replaced with DMEM supplemented with 10% FBS. Complete differ-
entiation was typically reached by day 8.

Hepa 1-6 murine hepatoma cells were obtained from ATCC. Mouse embryonic fibrob-
last (MEFs) from mice with mutated p110α-RBD (T208D and K227A) [21] and wild-type
counterparts were provided by Prof. Julian Downward (The Crick Institute, London, UK).
MEFs derived from mice with a p110β kinase-dead (D931A) mutation [33] were provided
by Prof. Bart Vanhaesebroeck (UCL Cancer Institute, London, UK).

4.3. Inhibitor Treatments, Cell Stimulation, Lysis and Immunoblot Analysis

Cells were serum deprived in DMEM supplemented with 0.2% fatty acid-free bovine
serum albumin for 3 h prior to cell stimulation. Inhibitors or vehicle (DMSO) were added at
the concentrations indicated in the respective figure legends for the last 30 min of the serum
deprivation period. At the end of the serum deprivation period, cells were stimulated at
the doses and for the times indicated at 37 ◦C followed by shifting on ice, aspiration of
media and rinsing with ice-cold phosphate buffered saline. Cell monolayers were then
homogenised in a lysis buffer containing 50 mM Tris-HCl pH 7.4, 100 mM NaCl, 50 mM NaF,
5 mM EDTA, 2 mM EGTA, 40 mM beta-glycerophosphate, 10 mM sodium pyrophosphate,
1% Triton X-100 and protease inhibitors. Proteins were separated by SDS-PAGE and then
transferred to PVDF membrane (Immobilon-FL, Millipore, Burlington, MA, United States).
5% non-fat milk was used to saturate the membrane prior to incubation with primary
antibodies (all diluted at 1:1000). p110α (cat. no. 4249), p110β (cat. no. 3011), pT308 Akt
(cat. no. 2965), total Akt (cat. no. 9272), pS240/244 rpS6 (cat. no. 5364), total rpS6 (cat.
no. 2317), pT202/Y204 ERK1/2 (cat. no. 4370), total ERK1/2 (cat. no. 4696) antibodies
were from Cell Signaling Technology (CST, Danvers, MA, USA). Vinculin antibody (cat.
no. V9264, diluted 1:10,000) was from Sigma. Detection was performed with fluorescently
labelled secondary antibodies (anti-mouse DyLight 800-conjugated, Rockland, Limerick,
PA, USA; cat. no. 610-145-002, diluted 1:5000 and anti-rabbit Alexa-Fluor 680-conjugated,
Invitrogen/Thermo Fisher Scientific, cat. no. A21076, diluted 1:5000), using an Odyssey
CLx infrared scanner (LI-COR Biosciences, Lincoln, NE, USA). Detection of PI3K p110α
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and p110β was performed with HRP-conjugated, goat anti-Rabbit IgG (cat. no. P0448,
DAKO-Agilent, Santa Clara, CA, USA) diluted 1:2000 and radiographic film detection
using ECL reagent (GE Healthcare, Buckinghamshire, UK). Quantification was performed
using Image Studio Lite Ver 5.2 (LI-COR Biosciences). Original, uncropped images of the
blots are shown in Supporting Information.

4.4. siRNA-Mediated EPAC1 Knockdown

EPAC1 knockdown in brown pre-adipocytes was performed by reverse transfection
with EPAC1 siRNA (sense: 5′-CCACAGAGCAUGUGCACAA(TT)-3′ and antisense: 5′-
UUGUGCACAUGCUCUGUGG(TG)-3′, purchased from Eurofins) using Lipofectamine
RNAiMax (Invitrogen/Thermo Fisher Scientific). Briefly, 3 µL of Lipofectamine RNAiMax
were mixed with siRNA (10 nM final concentration) in 0.5 mL OPTI-MEM (Gibco/Thermo
Fisher Scientific) and added in 6-well dishes. After 20 min, 36,000 cells, suspended in cell
culture medium free of antibiotics, were added to each well and the dishes were placed in
the cell culture incubator. Cells were used in experiments 72 h after siRNA transfection.

The efficiency of EPAC1 knockdown was determined by measuring EPAC1 mRNA
levels by RT-PCR. Briefly, total RNA was extracted from pre-adipocytes using TRI reagent
(Sigma) 72 h after siRNA transfection. RNA was reversed transcribed to cDNA using Om-
niscript RT kit (Qiagen, Hilden, Germany) and an oligo-dT primer according to the manu-
facturer’s instructions. cDNA was used as a template for PCR for EPAC1 (using primers 5′-
TCTTACCAGCTAGTGTTCGAGC-3′ and 5′-AATGCCGATATAGTCGCAGATG-3′). Actin-α1
was also amplified as a loading control (using primers 5′-GGTGTCATGGTAGGTATGGGT-3′

and 5′-CGCACAATCTCACGTTCAG-3′). PCR products were resolved on an 1.8% agarose
gel containing ethidium bromide. Signal intensity of the amplicons was quantified in digital
images of the gels using Image Studio Lite Ver 5.2 (LI-COR Biosciences). Signal intensity of
the EPAC1 amplicon was normalised to the intensity of the corresponding actin amplicon.

4.5. Glucose Uptake Assay

3T3-L1 adipocytes grown and differentiated in 6-well plates as described above were
cultured in serum-free DMEM supplemented with 0.2% bovine serum albumin for 3 h fol-
lowed by incubation in glucose-free Krebs Ringer Bicarbonate Buffer (30 mM Hepes-NaOH
pH 7.4, 10 mM NaHCO3, 120 mM NaCl, 4 mM KH2PO4, 1 mM MgSO4, 0.75 mM CaCl2) in
the presence or absence of PI3K inhibitors for 30 min. Cells were stimulated with 100 nM
insulin for 20 min followed by addition of 10 mM ‘cold’ 2-deoxy-D-glucose and 5 µCi of
[3H]-2-deoxy-D-glucose (Perkin Elmer, Waltham, MA, USA). After 10 min, plates were
shifted on ice and rinsed three times with ice-cold phosphate buffered saline. Cells were
lysed in 0.5 mL 0.5 N NaOH/0.1% SDS for 30min at 37 ◦C followed by neutralisation
with 0.5 mL 0.5 N HCl. Radioactive incorporation was then measured by scintillation
counting. Non-specific radioactive incorporation was measured in the presence of 20 µM
cytochalasin-B and subtracted from the test samples’ radioactivity counts.

4.6. Statistical Analysis

Data are presented as mean ± standard error of the mean (SEM). Statistical analyses
were performed with Prism 8 (GraphPad, San Diego, CA, USA). Number of biological
repeats and specific statistical tests for each experiment are detailed in the respective
figure legends. Statistical significance is indicated with asterisks: * p < 0.05; ** p < 0.01;
*** p < 0.001; **** p < 0.0001.

Supplementary Materials: The following are available online at https://www.mdpi.com/article/
10.3390/ijms222312813/s1.

Author Contributions: L.C.F. conceived the study, designed research, analysed data and wrote the
manuscript; B.Z., C.L., J.V. and C.A. designed research, acquired and analysed data. All authors have
read and agreed to the published version of the manuscript.

https://www.mdpi.com/article/10.3390/ijms222312813/s1
https://www.mdpi.com/article/10.3390/ijms222312813/s1


Int. J. Mol. Sci. 2021, 22, 12813 12 of 13

Funding: This study was funded by a Wellcome Trust University Award (093115/Z/10/Z) awarded
to LF.

Data Availability Statement: The data that support the findings of this study are included in this
published article and its Supplementary Materials files. All other relevant data are available on
request from the corresponding author.

Acknowledgments: The authors would like to thank Julian Downward (The Crick Institute, London,
UK) for kindly providing mutant p110α-RBD MEFs and Bart Vanhaesebroeck (UCL Cancer Institute,
London, UK) for kindly providing p110βD931A MEFs.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Bilanges, B.; Posor, Y.; Vanhaesebroeck, B. PI3K isoforms in cell signalling and vesicle trafficking. Nat. Rev. Mol. Cell Biol. 2019, 20,

515–534. [CrossRef] [PubMed]
2. Foukas, L.C.; Claret, M.; Pearce, W.; Okkenhaug, K.; Meek, S.; Peskett, E.; Sancho, S.; Smith, A.J.; Withers, D.J.; Vanhaesebroeck, B.

Critical role for the p110alpha phosphoinositide-3-OH kinase in growth and metabolic regulation. Nature 2006, 441, 366–370.
[CrossRef] [PubMed]

3. Knight, Z.A.; Gonzalez, B.; Feldman, M.E.; Zunder, E.R.; Goldenberg, D.D.; Williams, O.; Loewith, R.; Stokoe, D.; Balla, A.;
Toth, B.; et al. A pharmacological map of the PI3-K family defines a role for p110alpha in insulin signaling. Cell 2006, 125,
733–747. [CrossRef]

4. Ciraolo, E.; Iezzi, M.; Marone, R.; Marengo, S.; Curcio, C.; Costa, C.; Azzolino, O.; Gonella, C.; Rubinetto, C.; Wu, H.; et al.
Phosphoinositide 3-kinase p110beta activity: Key role in metabolism and mammary gland cancer but not development. Sci.
Signal 2008, 1, ra3. [CrossRef]

5. Jia, S.; Liu, Z.; Zhang, S.; Liu, P.; Zhang, L.; Lee, S.H.; Zhang, J.; Signoretti, S.; Loda, M.; Roberts, T.M.; et al. Essential roles of
PI(3)K-p110beta in cell growth, metabolism and tumorigenesis. Nature 2008, 454, 776–779. [CrossRef]

6. Molinaro, A.; Becattini, B.; Mazzoli, A.; Bleve, A.; Radici, L.; Maxvall, I.; Sopasakis, V.R.; Molinaro, A.; Backhed, F.; Solinas, G.
Insulin-Driven PI3K-AKT Signaling in the Hepatocyte Is Mediated by Redundant PI3Kalpha and PI3Kbeta Activities and Is
Promoted by RAS. Cell Metab. 2019, 29, 1400–1409. [CrossRef] [PubMed]

7. Zmuda-Trzebiatowska, E.; Manganiello, V.; Degerman, E. Novel mechanisms of the regulation of protein kinase B in adipocytes;
implications for protein kinase A, Epac, phosphodiesterases 3 and 4. Cell Signal 2007, 19, 81–86. [CrossRef]

8. Araiz, C.; Yan, A.; Bettedi, L.; Samuelson, I.; Virtue, S.; McGavigan, A.K.; Dani, C.; Vidal-Puig, A.; Foukas, L.C. Enhanced beta-
adrenergic signalling underlies an age-dependent beneficial metabolic effect of PI3K p110alpha inactivation in adipose tissue.
Nat. Commun. 2019, 10, 1546. [CrossRef]

9. Buchanan, C.M.; Lee, K.L.; Shepherd, P.R. For Better or Worse: The Potential for Dose Limiting the On-Target Toxicity of PI
3-Kinase Inhibitors. Biomolecules 2019, 9, 402. [CrossRef]

10. Bettedi, L.; Yan, A.; Schuster, E.; Alic, N.; Foukas, L.C. Increased mitochondrial and lipid metabolism is a conserved effect of
Insulin/PI3K pathway downregulation in adipose tissue. Sci. Rep. 2020, 10, 3418. [CrossRef] [PubMed]

11. Jonsson, C.; Castor Batista, A.P.; Kjolhede, P.; Stralfors, P. Insulin and beta-adrenergic receptors mediate lipolytic and anti-lipolytic
signalling that is not altered by type 2 diabetes in human adipocytes. Biochem. J. 2019, 476, 2883–2908. [CrossRef] [PubMed]

12. Ortega-Molina, A.; Lopez-Guadamillas, E.; Mattison, J.A.; Mitchell, S.J.; Munoz-Martin, M.; Iglesias, G.; Gutierrez, V.M.;
Vaughan, K.L.; Szarowicz, M.D.; Gonzalez-Garcia, I.; et al. Pharmacological inhibition of PI3K reduces adiposity and metabolic
syndrome in obese mice and rhesus monkeys. Cell Metab. 2015, 21, 558–570. [CrossRef]

13. Lopez-Guadamillas, E.; Munoz-Martin, M.; Martinez, S.; Pastor, J.; Fernandez-Marcos, P.J.; Serrano, M. PI3Kalpha inhibition
reduces obesity in mice. Aging 2016, 8, 2747–2753. [CrossRef]

14. Jamieson, S.; Flanagan, J.U.; Kolekar, S.; Buchanan, C.; Kendall, J.D.; Lee, W.J.; Rewcastle, G.W.; Denny, W.A.; Singh, R.;
Dickson, J.; et al. A drug targeting only p110alpha can block phosphoinositide 3-kinase signalling and tumour growth in certain
cell types. Biochem. J. 2011, 438, 53–62. [CrossRef]

15. Foukas, L.C.; Bilanges, B.; Bettedi, L.; Pearce, W.; Ali, K.; Sancho, S.; Withers, D.J.; Vanhaesebroeck, B. Long-term p110alpha PI3K
inactivation exerts a beneficial effect on metabolism. EMBO Mol. Med. 2013, 5, 563–571. [CrossRef] [PubMed]

16. Meyuhas, O. Ribosomal Protein S6 Phosphorylation: Four Decades of Research. Int. Rev. Cell Mol. Biol. 2015, 320, 41–73.
[CrossRef] [PubMed]

17. Rosner, M.; Hengstschlager, M. Evidence for cell cycle-dependent, rapamycin-resistant phosphorylation of ribosomal protein S6
at S240/244. Amino Acids 2010, 39, 1487–1492. [CrossRef]

18. Asano, T.; Kanda, A.; Katagiri, H.; Nawano, M.; Ogihara, T.; Inukai, K.; Anai, M.; Fukushima, Y.; Yazaki, Y.; Kikuchi, M.; et al.
p110beta is up-regulated during differentiation of 3T3-L1 cells and contributes to the highly insulin-responsive glucose transport
activity. J. Biol. Chem. 2000, 275, 17671–17676. [CrossRef]

http://doi.org/10.1038/s41580-019-0129-z
http://www.ncbi.nlm.nih.gov/pubmed/31110302
http://doi.org/10.1038/nature04694
http://www.ncbi.nlm.nih.gov/pubmed/16625210
http://doi.org/10.1016/j.cell.2006.03.035
http://doi.org/10.1126/scisignal.1161577
http://doi.org/10.1038/nature07091
http://doi.org/10.1016/j.cmet.2019.03.010
http://www.ncbi.nlm.nih.gov/pubmed/30982732
http://doi.org/10.1016/j.cellsig.2006.05.024
http://doi.org/10.1038/s41467-019-09514-1
http://doi.org/10.3390/biom9090402
http://doi.org/10.1038/s41598-020-60210-3
http://www.ncbi.nlm.nih.gov/pubmed/32099025
http://doi.org/10.1042/BCJ20190594
http://www.ncbi.nlm.nih.gov/pubmed/31519735
http://doi.org/10.1016/j.cmet.2015.02.017
http://doi.org/10.18632/aging.101075
http://doi.org/10.1042/BJ20110502
http://doi.org/10.1002/emmm.201201953
http://www.ncbi.nlm.nih.gov/pubmed/23483710
http://doi.org/10.1016/bs.ircmb.2015.07.006
http://www.ncbi.nlm.nih.gov/pubmed/26614871
http://doi.org/10.1007/s00726-010-0615-2
http://doi.org/10.1074/jbc.M910391199


Int. J. Mol. Sci. 2021, 22, 12813 13 of 13

19. Chaussade, C.; Rewcastle, G.W.; Kendall, J.D.; Denny, W.A.; Cho, K.; Gronning, L.M.; Chong, M.L.; Anagnostou, S.H.; Jackson, S.P.;
Daniele, N.; et al. Evidence for functional redundancy of class IA PI3K isoforms in insulin signalling. Biochem. J. 2007, 404,
449–458. [CrossRef]

20. Fritsch, R.; de Krijger, I.; Fritsch, K.; George, R.; Reason, B.; Kumar, M.S.; Diefenbacher, M.; Stamp, G.; Downward, J. RAS and RHO
families of GTPases directly regulate distinct phosphoinositide 3-kinase isoforms. Cell 2013, 153, 1050–1063. [CrossRef] [PubMed]

21. Gupta, S.; Ramjaun, A.R.; Haiko, P.; Wang, Y.; Warne, P.H.; Nicke, B.; Nye, E.; Stamp, G.; Alitalo, K.; Downward, J. Binding of ras
to phosphoinositide 3-kinase p110alpha is required for ras-driven tumorigenesis in mice. Cell 2007, 129, 957–968. [CrossRef]

22. de Rooij, J.; Zwartkruis, F.J.; Verheijen, M.H.; Cool, R.H.; Nijman, S.M.; Wittinghofer, A.; Bos, J.L. Epac is a Rap1 guanine-
nucleotide-exchange factor directly activated by cyclic AMP. Nature 1998, 396, 474–477. [CrossRef]

23. Kawasaki, H.; Springett, G.M.; Mochizuki, N.; Toki, S.; Nakaya, M.; Matsuda, M.; Housman, D.E.; Graybiel, A.M. A family of
cAMP-binding proteins that directly activate Rap1. Science 1998, 282, 2275–2279. [CrossRef]

24. Rodriguez-Viciana, P.; Sabatier, C.; McCormick, F. Signaling specificity by Ras family GTPases is determined by the full spectrum
of effectors they regulate. Mol. Cell Biol. 2004, 24, 4943–4954. [CrossRef]

25. Tremblay, F.; Lavigne, C.; Jacques, H.; Marette, A. Defective insulin-induced GLUT4 translocation in skeletal muscle of high
fat-fed rats is associated with alterations in both Akt/protein kinase B and atypical protein kinase C (zeta/lambda) activities.
Diabetes 2001, 50, 1901–1910. [CrossRef]

26. Krisan, A.D.; Collins, D.E.; Crain, A.M.; Kwong, C.C.; Singh, M.K.; Bernard, J.R.; Yaspelkis, B.B., 3rd. Resistance training
enhances components of the insulin signaling cascade in normal and high-fat-fed rodent skeletal muscle. J. Appl. Physiol. 2004, 96,
1691–1700. [CrossRef]

27. Kim, Y.B.; Nikoulina, S.E.; Ciaraldi, T.P.; Henry, R.R.; Kahn, B.B. Normal insulin-dependent activation of Akt/protein ki-
nase B, with diminished activation of phosphoinositide 3-kinase, in muscle in type 2 diabetes. J. Clin. Investig. 1999, 104,
733–741. [CrossRef]

28. Kruszynska, Y.T.; Worrall, D.S.; Ofrecio, J.; Frias, J.P.; Macaraeg, G.; Olefsky, J.M. Fatty acid-induced insulin resistance: De-
creased muscle PI3K activation but unchanged Akt phosphorylation. J. Clin. Endocrinol. Metab. 2002, 87, 226–234. [CrossRef]

29. Nylander, S.; Kull, B.; Bjorkman, J.A.; Ulvinge, J.C.; Oakes, N.; Emanuelsson, B.M.; Andersson, M.; Skarby, T.; Inghardt, T.;
Fjellstrom, O.; et al. Human target validation of phosphoinositide 3-kinase (PI3K)beta: Effects on platelets and insulin sensitivity,
using AZD6482 a novel PI3Kbeta inhibitor. J. Thromb. Haemost. 2012, 10, 2127–2136. [CrossRef]

30. Mateo, J.; Ganji, G.; Lemech, C.; Burris, H.A.; Han, S.W.; Swales, K.; Decordova, S.; DeYoung, M.P.; Smith, D.A.;
Kalyana-Sundaram, S.; et al. A First-Time-in-Human Study of GSK2636771, a Phosphoinositide 3 Kinase Beta-Selective
Inhibitor, in Patients with Advanced Solid Tumors. Clin. Cancer Res. 2017, 23, 5981–5992. [CrossRef]

31. Orme, M.H.; Alrubaie, S.; Bradley, G.L.; Walker, C.D.; Leevers, S.J. Input from Ras is required for maximal PI(3)K signalling in
Drosophila. Nat. Cell Biol. 2006, 8, 1298–1302. [CrossRef]

32. Tsolakos, N.; Durrant, T.N.; Chessa, T.; Suire, S.M.; Oxley, D.; Kulkarni, S.; Downward, J.; Perisic, O.; Williams, R.L.;
Stephens, L.; et al. Quantitation of class IA PI3Ks in mice reveals p110-free-p85s and isoform-selective subunit associations
and recruitment to receptors. Proc. Natl. Acad. Sci. USA 2018, 115, 12176–12181. [CrossRef] [PubMed]

33. Guillermet-Guibert, J.; Smith, L.B.; Halet, G.; Whitehead, M.A.; Pearce, W.; Rebourcet, D.; Leon, K.; Crepieux, P.; Nock, G.;
Stromstedt, M.; et al. Novel Role for p110beta PI 3-Kinase in Male Fertility through Regulation of Androgen Receptor Activity in
Sertoli Cells. PLoS Genet 2015, 11, e1005304. [CrossRef] [PubMed]

http://doi.org/10.1042/BJ20070003
http://doi.org/10.1016/j.cell.2013.04.031
http://www.ncbi.nlm.nih.gov/pubmed/23706742
http://doi.org/10.1016/j.cell.2007.03.051
http://doi.org/10.1038/24884
http://doi.org/10.1126/science.282.5397.2275
http://doi.org/10.1128/MCB.24.11.4943-4954.2004
http://doi.org/10.2337/diabetes.50.8.1901
http://doi.org/10.1152/japplphysiol.01054.2003
http://doi.org/10.1172/JCI6928
http://doi.org/10.1210/jcem.87.1.8187
http://doi.org/10.1111/j.1538-7836.2012.04898.x
http://doi.org/10.1158/1078-0432.CCR-17-0725
http://doi.org/10.1038/ncb1493
http://doi.org/10.1073/pnas.1803446115
http://www.ncbi.nlm.nih.gov/pubmed/30442661
http://doi.org/10.1371/journal.pgen.1005304
http://www.ncbi.nlm.nih.gov/pubmed/26132308

	Introduction 
	Results 
	p110 Is Preferentially Engaged over p110 in Insulin Signalling 
	Differential Interaction with Ras Does Not Confer PI3K Isoform Selectivity in Insulin Signalling 
	p110 Is Preferentially Activated over p110 by -AR in Adipocytes 
	Activation of PI3K Downstream of the -AR Is Mainly Mediated by EPAC1 

	Discussion 
	Materials and Methods 
	Reagents 
	Cells, Culture and Differentiation 
	Inhibitor Treatments, Cell Stimulation, Lysis and Immunoblot Analysis 
	siRNA-Mediated EPAC1 Knockdown 
	Glucose Uptake Assay 
	Statistical Analysis 

	References

