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RP-HPLC and ESI-MS Profiles of (Glyco)peptides
HPLC conditions:

Analytical reverse-phase HPLC was performed on a Waters Alliance® 2695 HPLC system
equipped with a dual absorbance 2489 UV/Vis detector. Separations were performed using a C18
column (YMC-Triart C18, 4.6 x 250 mm, 5 um) at a flow rate of 1 mL/min using a linear gradient
of 5-40% MeCN containing 0.1% FA over 30 min. ESI-MS spectra were obtained using a Waters

SQ Detector 2 single quadrupole mass spectrometer.
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Figure S1. HPLC profile of cyclic GIcNAc-peptide 4
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Figure S2. ESI-MS profile of cyclic GIcNAc-peptide 4
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Figure S3. HPLC profile of cyclic GIcNAc-peptide 5
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Figure S4. ESI-MS profile of cyclic GIcNAc-peptide 5
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Figure S5. HPLC profile of cyclic GIcNAc-peptide 8
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Figure S6. ESI-MS profile of cyclic glycopeptide 8
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Figure S7. HPLC profile of cyclic glycopeptide 10
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Figure S8. ESI-MS profile of cyclic glycopeptide 10
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Figure S9. HPLC profile of cyclic glycopeptide 11
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Figure S10. ESI-MS profile of cyclic glycopeptide 11
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