Supplementary 2: Comparing tumor features with normal features
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Figure 1. Comparing tumor features with normal features. a) Venn diagram of top 40
tumor features and top 40 normal features derived from CAE; b) t-SNE plot of tumor
samples using tumor features; c) t-SNE plot of normal samples using normal features;
d) t-SNE plot of tumor samples using normal features; e) t-SNE plot of normal samples
using tumor features.
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Figure 2. Comparing tumor features with normal features. a) Venn diagram of top 60
tumor features and top 60 normal features derived from CAE; b) t-SNE plot of tumor
samples using tumor features; c) t-SNE plot of normal samples using normal features;
d) t-SNE plot of tumor samples using normal features; e) t-SNE plot of normal samples
using tumor features.
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Figure 3. Comparing tumor features with normal features. a) Venn diagram of top 80
tumor features and top 80 normal features derived from CAE; b) t-SNE plot of tumor
samples using tumor features; c) t-SNE plot of normal samples using normal features;
d) t-SNE plot of tumor samples using normal features; e) t-SNE plot of normal samples
using tumor features.



