Supplementary 4: Survival Analysis (Forest Plots)

Cohort: TCGA-COAD Hazard Ratio 95% Cl
DGCRY * —— 0.659 (0.458, 0.95)
HIF1A-AS2 * > 0.688 (0.478, 0.991)
RP11-11BK6.3 * — 0.624 (0.433, 0.899)
0.0 1 3

Figure 1: Forest plot of survival analysis with significant IncRNAs on TCGA-COAD cohort. The asterisks represent
the Log-rank P-values: (* - P < 0.05)

Cohort: TCGA-KICH Hazard Ratio 95% Cl
RP11-389022.1 ** 4— 0.085 (0.027, 0.263)
DGCRY =+ 4p—— 0.097 (0.031, 0.302)
RP11-91183 * —@p—— 0.248 (0.08, 0.771)
0.0 1 3

Figure 2: Forest plot of survival analysis with significant IncRNAs on TCGA-KICH cohort. The asterisks represent the
Log-rank P-values: (* - P <0.05, ** - P <0.01)

Cohort: TCGA-LIHC Hazard Ratio 95% CI

LINCODET1 * — 1379 {(1.015, 1.872)

0a 1 3

Figure 3: Forest plot of survival analysis with significant IncRNAs on TCGA-LIHC cohort. The asterisks represent the
Log-rank P-values: (* - P < 0.05)

Cohort: TCGA-PRAD Hazard Ratio 95% Cl
RP5-887A10.1 * —— 5128 (4.058, 6.198)
ADORAZA-ASL * 4p—— 0.216 (0.062, 0.746)
RP11-216L13.19 * 40— 0.126 (0.036, 0.435)
RP1-278022.1 * —— 4248 (3.178, 5.318)
0.0 1 7

Figure 4: Forest plot of survival analysis with significant IncRNAs on TCGA-PRAD cohort. The asterisks represent
the Log-rank P-values: (* - P <0.05)



Cohort: TCGA-READ Hazard Ratio 95% ClI

RP11-543D5.1 * & 2.105 (1.004, 4.415)

RP11-597D13.9 * 44— 0.377 (0.182, 0.782)

RP11-1020411.1 ** L 2 2777 (1.302, 5.919)

RP1-278022.1 * » 2.341 (1.132, 4.841)
0.0 1 7

Figure 5: Forest plot of survival analysis with significant IncRNAs on TCGA-READ cohort. The asterisks represent
the Log-rank P-values: (* - P <0.05, ** - P<0.01)

Cohort: TCGA-KIRC

Hazard Ratio 95% CI
RP11-54305.1 == —— 1.584 (1.201, 2.089)
APOO0438.2 * —— 138 (1.046, 1.82)
GATAB-AS] === —— 0.564 (0.428, 0.745)
RP11-19D2.1 *= —— 1.698 (1.287, 2.24)
ACIATESL5 #* —— 1503 (1.14, 1.982)
CTC-360G5.9 * —— 1.361 (1.032, 1.794)
ADORAZA-AS] *+ —— 1.628 (1.234, 2.148)
RP11-119D9.1 =*=x 2 2.103 {1.594, 2.775)
APDDO439.3 e —— 1.764 (1.337, 2.328)
LINCODGTL *s++ — 197 (1.493, 2.6)
LALGC-329F2.1 * —— 1391 {1.055, 1.834)
RP11-1020A11.1 *** —— 0.619 (0.468, 0.817)
RP11-1094H24 4 ** —— 0.657 (0.498, 0.868)
LINCOOS04 *++++ —— 1.769 (1.341, 2.334)
RMST ** —— 1511 (1.146, 1.992)
RP11-28313.4 * —— 1.409 {1.069, 1.858)
RP5-1184F4 5 *= —— 0.676 (0.511, 0.895)
LINCO1510 = — 1.712 (1.297, 2.26)
RP11-337MN6.1 * —— 0.732 (0.555, 0.965)
AFOG4A58.10 +* —— 1.503 (1.14, 1.982)
RP13-870H17.3 =** —— 0.663 (0.502, 0.875)
RP4-555020.2 === —— 0.599 (0.454, 0.792)
RP11-167N4.2 * —— 0.757 (0.574, 0.999)
RP11-216L13.19 + —— 0.606 (0.459, 0.8)
ACOT9630.2 * —— 139 (1.054, 1.833)
RP11-389022.1 ** R 0.641 (0.486, 0.846)
RP11-400M3.1 * - » 0.701 (0.531, 0.925)
ADAMTSI-AS] ** —— 1556 (1.18, 2.053)
RP5-98107.2 ** > 0.665 (0.504, 0.878)
AF131217.1 * > 0.745 (0.564, 0.983)
RP3-35505.4 =+ —— 0.573 (0.433, 0.758)
0o 1 3

Figure 6: Forest plot of survival analysis with significant IncRNAs on TCGA-KIRC cohort. The asterisks represent the
Log-rank P-values: (* - P <0.05, ** - P <0.01, *** - P <0.001, **** - P < 0.0001)



Cohort: TCGA-KIRP

Hazard Ratio 95% ClI

RP11-1CB.7 ** + 2202 (1.271, 3.818)
RP11-406H21.2 == * 2112 (1.221, 3.654)
RP11-149123.3 ** + 2.145 (1.238, 3.716)
RP11-429/17.8 * & 1.847 (1.068, 3.194)
RP5-887A10.1 * L 2.035 (1.174, 3.528)
RP4-541C22.5 = & 1924 (1.109, 3.339)
ADORAZA-AS] * 2 177 (1.023, 3.061)
LAlGC-320F2.1 = » 1894 (1.095, 3.275)
RP11-23P13.6 ** » 2.277 (1.316, 3.938)
RP11-337NG.1 * - 0.527 (0.304, 0.912)
ACOT79630.2 * + 1942 (1.123, 3.359)
ADAMTSO-AS] ##* * 2.844 (1.644, 4.92)
RP5-98107.2 * * 1838 (1.063, 2.178)
ACI03563.8 *++ & 2.795 (1.616, 4.834)
AF131217.1 #+  —fp— 0.245 (0.198, 0.603)

0.0 1 &

Figure 7: Forest plot of survival analysis with significant IncRNAs on TCGA-KIRP cohort. The asterisks represent the
Log-rank P-values: (* - P <0.05, ** - P <0.01, *** - P <0.001)

Cohort: TCGA-THCA Hazard Ratio  95% C|

KB-208E9.1 * *» 3316 (1.377,7.983)
APODI1E.4 * 40— 0.254 (0,106, 0.61)
LINCO1510 * & 3.218 (1.341, 7.721)
ACOT79630.4 * L 2 3.378 (1.404, 8.1286)
HIF1A-A52 + 44— 0.265 (0.11, 0.635)
CTB-113P19.4 * L 2.666 (1.11, 6.402)
RP11-1036E20.9 * » 2.988 (1.246, 7.165)
ACO08063.2 * —>— 7.474 (5.904, 9.044)
ACO79630.2 * » 3.262 (1.354, 7.86)
ST3GAL5-A51 ** L 2 3.893 (1.623, 9.337)
00 1 10

Figure 8: Forest plot of survival analysis with significant IncRNAs on TCGA-THCA cohort. The asterisks represent
the Log-rank P-values: (* - P<0.05, ** - P<0.01)



Cohort: TCGA-LUAD
Hazard Ratio 95% ClI

RP11-23N2.4 #* . 1432 (1.094, 1.873)
KCP * —— 0.712 (0.544, 0.933)
CTD-3032H12.1 *** —— 1635 (1.249, 2.14)
RP11-93K22.6 * —— 1334 (1.02, 1.745)
LINCODIB2 ** —— 1473 (1.126, 1.927)
RP11-120J1.1 == S 1.565 {1.195, 2.05)
SOX2-0T == . S 1483 (1.133, 1.942)
PARTL * —— 1316 (1.006, 1.723)
CTD-2626G11.2 ** ——— 1552 (1.185, 2.033)
RP11-23P13.6 * —— 1342 (1.025, 1.756)
ACOT9630.4 * —— 1328 (1.015, 1.738)
RP11-167MN42 * . S 1.39 (1.062, 1.819)
Clorf132 == —— 1517 (1.16, 1.985)
RP11-118K6.3 * —— 0.749 (0.571, 0.982)
CTD-2245E15.3 #+ —— 1476 (1.128, 1.931)
STIGALS-ASL *+* —— 1.697 (1.297, 2.221)
ADAMTSE-AS] * —— 1319 (1.008, 1.725)
RP11-815/21.4 ** . S 145 (1.108, 1.897)
RP5-98107.2 * —— 1.397 (1.068, 1.827)
RP11-408019.5 ** I S 1508 (1.152, 1.973)
AC103563.8 * —— 1322 (1.01, 1.729)
AF131217.1 * —— 1396 (1.067, 1.826)

00 1 3

Figure 9: Forest plot of survival analysis with significant IncRNAs on TCGA-LUAD cohort. The asterisks represent
the Log-rank P-values: (* - P <0.05, ** - P <0.01, *** - P < 0.001)



GATAB-AS1 ==
LINCOD519 *
NEX2-1-A51 *==
LINCO0982 *
RP5-BE1L225 **
50%2-0T ==
RP11-1094H24 .4 *
ACODE268.1 **
PARTL *
CTD-2626G11.2 *+*
RP5-1184F4.5 **=*
ACOT9630.4 **
RP11-159F24.6 *
Clorfl32 *
CTB-113P19.4 *+
SLCO4AL-ASL *+*
ACOT9630.2 =
FEZF1-AS1 **
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Figure 10: Forest plot of survival analysis with significant IncRNAs on TCGA-LUSC cohort. The asterisks represent
the Log-rank P-values: (* - P <0.05, ** - P <0.01, *** - P <0.001)
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