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-GT---T--GAGTGCTGACAGAAGAGAGTGAGCACACATAGCAGGAGCTCATGAGACTATGAG-TTCAGCCATGCGTGCTCAC-GTCTCTTTCTGTCAGCGGCTCA-~
-GT---A--AGGTGCTGACAGAAGAGAGTGGGCACACATAGCCCCTAGCATTT--CTTGTGTG-GGGGGCGCTGCGTGCCCAT-ATCTCTTTCTGTCAGCTCTCAA-

-TCG-GGA-GCG--ATCT-C-AG-GCT-THA-GGTC--CCTT-CCC-=~C
CGG-AAGGACG--GTCT---TC-AGT-A-C-GGTG--ATTG-TAAC--T

69-GT-TTGAGTCT-GT---GGAGGCCGC-GCCT-CGATCT -~
80-T-AGTTTCGTG-GA---AGAAGGAAG-GGCT-TGTTGG-~

78-A-CTCCTCGTG-GA---AGAAGCAAG-GGTT-TGTTGG-~ GT---A--AGGTCCTGACAGAAGAGAGTGGGCACACATAGGTTCTAGCATTT--CCTGTGTG-TGGATCGCTGCGTGCCCAT-ATCTCTTTCTGTCAGCTCTAAA- CAG-ACGGACG--GGCC---TC-AGT-A-C-GGTG--ATTG-TAAC--C
74-GGCTTTTGGTT-GT-~--ATT- TT-TGTTCATCAA-G- AA---AGGAGGATCTGACAGAAGAGAGTGGGCACAGATAGCCC-TAACATTG--CTTGTGTG-TGGAGCGATGCGTGCCCACCATCTCTTTCAGTCAGCTCTCAARC--ACGG-ACGGACG--GGCA-~-~--C-GGG-A-C-GAAC--CCCA-TC--~--A
80-G-TTAATCATG-GA---AGAAGAAAG-GCCT-AGTTGG-~ -AT---A--AGGTGCTGACAGAAGAGAGTGGGCACACATAACCCCTAGCATTG-~-TTTATGTG-TGGAGCGATGCGTGCCCACCGTCTCTTGCTGTCAGCTCTCAA- ~CGG-ACAGACG--GGCGBA-CGETCGHC-A-AT----ACGG-TC-~---G
79-G-CTCTTCGTG-GA---AGAAGCAAG-GGTT-TGTTGG- GT---A--AGGTGCTGACAGAAGAGAGTGGGCACACATAGGTCCTAGCATTT--CCTGTGTG-TGGATCGCTGCGTGCCCAT-ATCTCTTACTGTCAGCTCTAAA- CAG-ACGGACG--GGCC---TC-AGT-A-C-GGTG--ATTG-TAAC--C

-GA---AGAA- CT-TGTTGG- GT---A--AGGTGCTGACAGAAGAGAGTGGGCACACATAGCTCCTAGCATTT--CCTGTGTG-GGGGGCGCTGCGTGCCCAT-AGCTCTTTCTGTCAGCTCTCAA- CGG-ACGGACG--GACC---TC-AGT-A-C-GGTG--ATTG-T- -
81-N-NNNNNNNNN-NN---NNNAGGAAG-ACCT-TGTTGG-~ -~AT---A--AGGTGCTGACAGAAGAGAGTGGGCACACATAACTCCTAACATTG--TTTGTGTG-TGGAGAGATGCGTGCCTACCGTCTCTTTCTGTCAGCTCTCAA-~---CGG-AGGCACT--ATC--C-TC-ACT-A-C-GTTC--ATTG-TAAC-~T

ATC--C-TC-GCT-A-G-GTTC--ATTG-TAAC--T
TTC- -C-T-T-TTT-G-CTTT-TCGGEGT
TTTT----C-CTT-T-T-TGTGE-CTTG-ATG---C
TTCA-TATC-TAA-A-T-TGTT--ATTT-TCA---C

A--AGGTGCTGACAGAAGAGAGTGAGCACACATAGCCCCTAGCATTG-~-TTTGTGTG-TGGAGAGATGCGTGCCCACCGTCTCTTTCTGTCAGCTCTCAA- -CGG-AGGCACT-
C--CG-TGCTGACAGAAGAGAGTGGGCACACATATCCCCTAGCATAG--TTTATGTG-TGAGGCGATGTGTGCCCACCGGCTCATTCTGTCTGCATGATT -CECAAAC-TT-CTTT-
C--TG-TGCTGACAGAAGAGAGTGGGCACACATATCCCCTAGCATGG-~-CTTATGTG-TGAGGCGATGCGTGCCCACCGGCTCATTCTGTCTGCATGAAT-C--CCTT-TT-TTCT~
A--TGTTGTTGACAGAAGATAGAGGGCACATGCGCTTACTTTCAGAG-~-AATCTGCAATTGGGGGACATGTGCCTTCTAT-TCT-TCTGCCAGCCCATCA- CGG-TT-CACC-
78-T-CTCCTAATG-G---TGGAAAGCAG-AAGA-AGGTGA- TT---A--TGTTGTTGACAGAAGATAGAGGGCACATGCGCTTACTTTCAGAG--AATCTGCAATTGAGGGACATGTGCCTTCTAT-TCT-TCTGCCAGCCCATCC— CGC-TT-CACC--TTCA-CATC-TAA-A-T-TGTT--ATTT-TTA
78---TTCTTAGGC-TAATT---AACTAG-CCGGTATGTGA- TT---A--TGTTGTTGACAGAAGATAGAGGGCACATGCGCTTACTTTCAGAG--AATCTGCAATTGAGGGACATGTGCTTTCTAT-TCT-TCTGCCAGCCCATCA- CGC-TT-CACC--TTCA-CATC-TAA-A-T-TGTT--ATTT-TCA
77---TTCTTAGGC-TAATT---AACTAG-CCGGTATGTGA- - -TT---A--TGTTGTTGACAGAAGATAGAGGGCACATGCGCTTACTTTCAGAG--AATCTACAATTGAGGGACATGTGCTTTCTAT-TCT-TCTGCCAGCCCATCA-----CGC-TT-CACC--TTCA-CATC-TAA-A-T-TGTT--ATTT-TCA---C
77----TCTTAGGC-TAATT---AACTAG-CCGGTATGTGA- A--TGTTGTTGACAGAAGATAGAGGGCACATGCGCTTACTTTCAGAG--AATCTGCAATTGAGTGACATGTGCTTTCTAT-TCT-TCTGCTAGCCCATCA- CAC-TT-CACC--TTCA-CATC-TAA-A-T-TGTT--ATTT-TCA
78-G-GTGATTATGGTGGA -AAGTAG-AAAA-AGGTGA- A--TGTTGTTGACAGAAGATAGAGGGCACATGCGCTTACTTTAAGAG--AATATGCAATTGAGGGACATGTGCTTTCTAT-TCT-TCTGCCAGCCCATCA- CGC-TT-CACG--TTCA-CATC-TAA-A-T-TGTT--ATTT-TCA
70BA-AGGTGAAGACTGCA----ACGCCANAA----TA-GA-- -AGEHET--TGGTG-TGACAGGAGATAGAGAGCACATACGTTCACATGCAGAG--AGTCTGCTTTTGAGATGTATGTGCTCTCTAT-GCT-TCTGTCGTCACATTA-~~~~CACCTT-CAG-- -CTTC-GTA-A-T-TATTEGGATATETGAA--T
74-A-AGGCGAACGGTGGA -~CAGCAG-AAGA-GGGCGT- C--TGTTGCTGACAGGAGATAGAGAGCACATGCGCTCACATGCAGAG--GCTCTGCGTTTGAGGTGCATGTGCTCTCTAT-GCT-TCTGTCGTCATATTA AGCCTT-CGCTAT--TT-GACC-TGC-T-TETGTG--AGT-~-~
75-A-ACGGTAAGGGTGGA -~CAACAG-AAGA-GGGTGT- A--TGTTGCTGACAGGAGATAGAGAGCACATGCGCTCACATGCAGAG--GGTCTGCGTTTGAGGTGTATGTGCTCTCTAT-TCT-CCTGTCGTCATATTA- CGCCTT-CGCTATTTCG-CCTG-GCC-T-T-AGTG--AGT--~
76

80---CTCATCGTG-GA---AGAAGGAAG-TCCT-TGTTGG- AT-
76-A---- -~CAAAARAAAT-GTTT-TGATGTE GEcTHETC-
73-C-CTTTTACA -ATGTTTA ATGATTCAAGGATGTC-

78-G-ACAATCATC-TGATTTGTGT---G-AAGA-AGGTGA- TT-
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TGGAAGAGTAGGA--GGAGGAGA----ACCTGC--AC--TATATGACAGAAGAGAGAGAGCA ARA--GG- --CcF TATA---CAA-TAT
~GTGATGACAGA A -A ATCTATCTGTCATTGCCGTCCATCTCG-CCAC

~AA--ATGTTGACAGAAGAAAGAGAGCACAACCTGGGATTAGCAAAAAGATA- -CTGCCACCAT---CAT-TG--CGCAT
TGGA-GAGCG-GT--TGAGTGGACC-TCTGGAG--TG-AGTGATGACAGAAGAGAGAGAGCA A -AGAA ACTGTCATCGC---CGA-CAGG-CCAC
GAA-TGGAC-TGTGATGAGTGA---TGTGAGATATCTCATGTTGACAGA ATGGCTARAG--GA A--GT -CTGTCATCAT---CA--CATT-C-AC

-GCGATGACAGAAGAGAGAGAGCACA AGCA ~RAAA ACTGTCATCGC---CCA-CAGG-CCAC
T--ATGTTGACAGAAGAGAGGGAGCACAACCCAGCATCAGCTAAAG-AC-— A--GT -CTGTCATCAT---CA--CACT-CCAC
-CTGTCACCAA---CC--A-

G-G-GGGCCCGGGCAGG---GATG-
--C-AT--GCAGCAACAT-GACTG-
G-C-TT--GAATGAGAG-~-
TGGCAT--TGAGGGTGGATGGATG- - TGAAT-G-TGAAT-

AGA--GAGCG-GT--CGAGTGGACC-TCGGGA-
GTGAA-T-GAT-TG-GTTGGAGGA---TGAGAAA
-GGA-GAGAA-GAAGAGAAGAGG---TGTGAGGTTATGCATGCTGACAGAAGAGAGGGAGCACA ATAGCTAAAG-AGA -A-
TGAGAGA--TC--ATGTTGACAGAAGAAAGAGAGCACAACCCGCCATTGGCCARAG-AGA- Al A-

TGG-AT-ACATGCTGAT--TG---ACTGATCTA-TGGAT-G-- TGAGGAA--TT--ATGTTGACAGAAGAGAGTGAGCACAACCCCGCATTGATGAAAG-AGA-GCTTTGTCATTITTGGGA-~GTGTGCTCACTCTICTT-CTGTCAGCAT -~ ~CAT-CAACAACAC
A GCAA--GGTGAT--TGATG-- -AGAGAGG--TT--ATGTTGACAGAAGAGAGTGAGCA A AG-AGA- Al - -CTGTCAGCAA---CAT-CATCAACAC
-TGAGGAA--TT--ATGTTGACAGAAGAGAGTGAGCACAACCCCTCATTGGCGAAAG-AGA~ ACTGTTGGGA- TGCTCA! -CTGTCAGCAT---CGC-TA--AACAG



