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Supplementary Figure S1. Real-time PCR analysis of ECs isolated from lungs (A) or bone marrow (B). Relative mRNA
expression was measured for CD31. Young male control (vehicle treated) expression was set to 1.0 and expression in all
other samples are shown relative to the young male control. Data are expressed as the mean + SD. An unpaired Student’s t-
test was used to identify statistically significant differences. ns = not significant, *p < 0.05, **p < 0.01, ***p < 0.001, and
***%p < 0.0001.
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Supplementary Figure S2. Proliferation of bone marrow ECs isolated from both male (A) and female (B) treated with
multiple concentrations of SRT1720 (0, 0.1, 0.3, and 0.9 u M). Data are expressed as the mean + SD. Young male and
female controls (vehicle treated) parameters were set to 100.0 and parameters in all other samples are shown relative to
the young male controls. An unpaired Student’s t-test was used to identify statistically significant differences. ns = not
significant, *p < 0.05, **p < 0.01, ***p < 0.001, and ****p < 0.0001.



