PVKW010023310.1 1293~
PVKW010008284.1 55693
PVKW010002708.1 47966
PVKW010037800.1_1027- :
PVKW010008959.1 54713 : CATACACATACAACATTAAAAAAAMAAACAGCACTAGEelc/euielerNerNe Ne[elUlvNEC — —[E[eHMpvA—— —

PVKW010063615.1 2321- : AACAGTTTGGTTGAGACATACT"‘GAATGAAGGGAGGGECTGGAGAGATGGCTTAGC——‘GTTA‘———

PVKW010012833.1 24156 : CCCTGTTCCAGGGGACAGCACTCARAAGCTAACCCC GGGCTGGAGAGATGGCTTEGC——GGTTA‘———AC

PVKWOlOO73214.l:3916— : TCAGTTTTTTACATGACAGTTTTTRAAAACTTTTCC GGGCTGGAGAGATGGCTTAGT——GETTA‘———AC
PVKW010009295.1 9881- : CTTGTACCCGTGGCCAGGAAGT"A‘GAGAGGAAGAGGGCCTGGAGAGATGGGTTGGC——GGTTA‘———GC
PVKW010048402.1 11816 : TAGTAAGAACCTGCCTCAAAAAAARNAAAAGGAGCCAT(E[EC/CUNElErNErNE UREEGUNVNE T - — ACUMPAGACATG

PVKW010000318.1 42511 : AGAATTTGATAGTTGTTTGATAAATAAAACTACGACAEEEshielerNel\n Nlelelouni-\eC - -[Eleuni:v- -[ec
PVKW010010716.1 38950 : ATTGTCTTGGTCTGTTTTCGAT ‘GAATAAAAGTTGGGGCTGGAGA;ATGGCTTAGT——

PVKW010020618.1 31532 : CTGCAAGAAAGATTATGCATAATT

PVKW010043299.1 9047~ : AAAATAAAATATTTTTCTTAACAG

PVKW010038770.1 14716 : CCACCCTTTAAGGAGACAATAGAAGTTGTGTGTGGAGEeeshlelereT(er\Cle- —iliTET -~

PVKW010037008.1 3845~ : ATCGGGTGTTTAGTTCCAGCAACARGAATTTATCTGTEeCoplelerNen - MlelEehiNe

PVKWO10056162.1 5360~ : ACAGCTATGGAGAGATGGGAGCAAMAAGGAGCATTTT(eEeCAECARANIEeshlNec- -

PVKW010084033.1 3312- : AAATAAATAGAAAAGAAAAAAAAAMGAATTGGGAAAAEEeNECE e tielelonicClen - —(eleihl:v— - AeCABTHA - - - - TRRIGEAAA e
PVKW010029088.1 1447- : ATCAATTGGAAACATTGGAGTTAAMAGGATAACCAGTEeEeA T e e UlelelulTNeC - - AUV - - €CAT TiE - - - -[SeuGG ALY Eee
PVKW010022691.1 32407 : CAGGAAGAAAGAATACTACGCACAMAAGCCAAGAAGAEeeeilelerNef\a NielelshiiNeC - - AChl:v - -[EecGTTine -
PVKW010007034.1 12006 : GGTTCACAAAATCTTATCAATCAAMAAATTAGCAATGEeeoulelerNerN&n elelehirNeca ClEfehiv - - AleccEema -
PVKW010037817.1 14576 : AGGGAAAGGAAATGTGTCATCAAAMAGGGATATACGTelelelontelererNerNiT elehi-NeT - -

PVKW010007622.1 53680 :

PVKW010009699.1 36657
PVKW010029164.1 13407

PVKW010093769.1 2826- : TGCCTCGACTGTGTGTGAACGAC"TGACTCTCTCTTGGGETGGAEAGATGGCTTAGC—— T

PVKW010058626.1 8874- : AAATAAATAAAAATATTTTTT“‘A"CATCATCGGCGGGCTGGAGAGATGGETTAGT—— TGGTTCC-AATCTCCAGA! GTTCCARTCTC
PVKW010038810.1 14115 : CGGTTCC-AATCTCCAGCEERLeCiAe e
PVKW010001600.1 11740 : TGGTTCC—AATCTCCAGC‘GTTCCAHTCTC
PVKW010071617.1 2076- : TGGTTCC-AAGCTCCAGC GTTCCAHTCTC
PVKW010005913.1 19939 : TGGTTCC-AATCTCCAGC. GTTCCARTCTC
PVKW010021498.1_15139 : TTCTGGTCAGTTCAAATCATTTT‘A"CTTAAAAATTGGGCTGEAGAGATGGCTEEGC—— TGGTTCC—AATCTCCAGCCGTTCCARTCTC
PVKW010021740.1 21275 : GGGCTGGAGAGATEGCTTAGC—— TGGTTCC-AATCTCCAGC GTTCCARTCTC
PVKW010060547.1 8275- : GGECTGGAGAGATGGCTTAGC—— CAGTGGTTCC-AATCTCCAGC GTTCCAHTCTC
PVKW010005965.1 34278 : ATTAGCTCAGAAAGCTTTGG“"‘TATACCTTCCTGGGGCTGGAGAGAEEECTTAGC——‘GTTA‘——‘GC TGGTTCC-AGTCTCCAGC GTTCCAHTCTC
PVKW010021433.1_26562 : TGGTTCC-CATCTCCAGC GTTCCARTCTC
PVKW010018455.1 14117 : TGGTTCC-AATCTCCAGC GTTCCARTCTC
PVKW010027487.1 15863 : ATCTC
PVKW010014973.1 10597 : NcrrclalTerd
PVKW010001443.1 36920 : CAAAGCCAGGGGAAAAGACTGTGTA"‘GAAGGGCGGGGGCTGGAGAGATGECTTAGC—— T GTTCCARTCTC
PVKW010002988.1 23682 : GTCTTTGTTGAAGAGGTGATATT"GAATGAGATCTTGGGCTGGAGAGATGGEETAGC——‘GTTA‘——GGC TGGTTCC-AATATCCAGT GTTCCARTCTC
PVKW010001440.1 80823 : TGGTTCC—AATCTCCAGC"TTCCARTCTC
PVKW010002157.1 47489 : TGGTTCC-AATATCCAGC GETCCAHTCTC
PVKW010020676.1 22144 : CCTCCTAAECC TGGTTCC-AATCTCCAGAGEINKSCIAAINGHLE
PVKW010022582.1 28012 : GTATTATTAGATGTTTGTTATT"A"“‘““TG"GGCTGGAGAGATGGCTTEGC——‘GTTA‘——GGCTCCTG————CCTCCTAAGCC IVAEIVACAGTGGTTCCTAAGGTTCAGT GERMKECIAAIKGUNE)
PVKW010023134.1 13078 : crTTclEATCTd
PVKW010003325.1 68925 : srTTclAlTCTg
PVKW010011606.1 31074 : srrclalTeTd
PVKW010000576.1 12211 : GGTTE

PVKW010008987.1 58106 : (efeliCEYA - - elelc:

PVKW010011377.1 47950
PVKW010018780.1 26-72 :

PVKW010024086.1 7120- : AACAGTTTGATGCTCATATACAAARNGAATGAGGTTCAEElElohieler e/ e uREElouiNeC — —E[EUMmVA - —(€[eC
PVKW010026760.1 19168 : CCAAGCCCTGAAACTTACTTTTAARNAGACTTATGTAT(E[ElC/CUNe(erNerNe/UHE[ElCUNV-NE T — —Elehp-vA— —(€[eC
PVKW010039861.1 8284- : TAGCATTGTTTGGCCAAACTTGTTRAAACTGTAATGT[EEE/CUNElerNerNe UREEleht:NeC - — Eleimiv-vA—— AEC
PVKW010015303.1 22501 : GCTGTAAAGACAAATGAAATTTAARAAGCATGCAAGA[EcccuielerNerNe UielclehtivNeC - - [E[epRi:v— —(€[eC




PVKW010003511
PVKW010020066
PVKW010003818
PVKW010000020
PVKW010009680
PVKW010004907
PVKW010000122
PVKW010023178
PVKW010011546
PVKW010011545
PVKW010005341
PVKW010003492
PVKW010043804
PVKW010032239
PVKW010053339
PVKW010022876
PVKW010013669
PVKW010021200
PVKW010033717
PVKW010072702
PVKW010035888
PVKW010000339
PVKW010001061
PVKW010002728
PVKW010083863
PVKW010002214
PVKW010041582
PVKW010008993
PVKW010015692
PVKW010000763
PVKW010003844
PVKW010017839
PVKW010008100
PVKW010000959
PVKW010017384
PVKW010000072
PVKW010009950
PVKW010021276
PVKW010016288
PVKW010020594
PVKW010005809
PVKW010012181
PVKW010055361
PVKW010012381
PVKW010020114
PVKW010039100
PVKW010016678
PVKW010074169
PVKW010007510
PVKW010004064
PVKW010050067
PVKW010015517
PVKW010006524
PVKW010012167
PVKW010062332
PVKW010016493
PVKW010023067

.1 48444
115981
.1.10792
.1 31758
.1 37424
.1 72306
179232
17320~
.1 32916
.1 49799
.1 66668
.1 33515
.1_16010
.1 6177-
.1 11250
.1 14867
.1 21934
.1 8934-
.1 18451
.1_6047-
.1 16699
.1 12536
.1 46164
.1.90880
.1 2646~
.1_60035
.1 1353-
.1 54935
.1 32576
.1_11056
.1_69255
.1.25636
17254~
159475
.1 32386
.1_70081
.1_49916
.1 31331
.1 24488
.1 30665
144239
122832
.1 8127~
.1.29173
.1_32730
.1 3904-
.1.27329
.1 745-1
.1 48572
.1_53170
.1 10032
127485
.1 33283
.1.18932
.1 3675-
.1 41272
.1_11395

ATCCTTCTGCCTTTACCATCAAAGRTCCAACCACAGAE[E[E[GUNEErNEINETMNE[E[CURVNE G — — [E[EHRV VA — —(€[€ T GO[OUNE — — — - S[GUIC(® TV E[el®

TTCACTGGTTAGTCATTTCAAARTIATCAAAAACCCC T(elelelohielerNeNerNilelelouiCl\elC - - (eleumi-v\ - - elelc
AAATAAATAATAAAATATTTTTTANAAAAGAAAAAAAeclouelerNSINeNelelouilii T A C - —[elepll:VA - - eec
TGCATTGGACTTCTAATACTCAAGHATAGAGGTAT T TlelelelouielerNer:Ne CurelelohibivNeC - -

ATAAAAGGAAAAATGAAAGTAGAAMGTTTTCGATTCAEelelouielerNer\TrnelclshinNeC - —(clehlm.vA - —eec
CACAGTAAAGATGGTAAACATTAAMAAATCTAATGAATEASIA SN GNlelclouni\eC - - eleuni:-v- - eeic
GGCATTGGCACAAATGTAAGTTAAMAGATGAGGAAGAEEE oA NN NilelelehlilNeC - - ElehuvV - -eleT
TGAACAAAAAAGAGTCAAAAGTAAMAAGAGGGCTGGGEeeoee NN NilelclehlilNeC - - clehuy:Vy - -eleT
AAAACAGCAATAATATAAGTCAAANAGCACAAACGGTAeloiAErNerNerNelelohmlNeC - —(elehmlv - - elelc
GGGCTTATGGATGAGTCATCTTCGAARACACACAGTClEeleehielerNelNerNin cloumi-\e T - -

CCCCAAAGGTTTATGGGAGTCARANCCTACAACTCTGElelsuelerNelNerNifelelehtiv:NeC - - elehtiv:V - —(elec
TCTTTTGAATGCATTTATTTATATAAGAATT TTTTGCelelelohielerNerNerNieleloumiNe T - — e Tami-v- - TCC
GAGTTCTAGCTCCAGCACCCACATMAAAAGCAGGAT TielelelonielerNer:NehNie Clohlin-XelC - - [efculn:¥A - -[Fec
ATTAAGCTGTTTCATAGTAGTTCANGAAATAACTTTCAEelouiaehNeNehbnelclehinNec - - AchiCryA - -dec
CCATGGTACATGAGAACCTGTCTCHAAAACCAACAAL ClelelouielerNelNerNielelehtivNe n — - [Eehliv:v - —(elec
GAGTAAGACCCTACCTCAGAAAACHAAAAARAARACAEeelehielecANerleleloumlNelC - - enimi-v- - Alec
TTTAAGTCCCCAAACAAAACAAACHAAGCTTCATGCTielelclshnelNer\erNilelclehulNeC - - clchuyv - -[Elec
GGATATATCTCCACCAGAGACTCANAAGGCACCGATGEEleloulelerNerNehNielelehiidNe T -

ACTAAGCAAGCACTTTTTTGTACTTAAAGAATTAATT/CelcloileleINeINeINnelclouhvNe/C - —cleuhiy:V— —(ele T
AAAAGGCCCAGGCCTCCATGAGATMAAACTGACTTCAlelcloielerNeTNerNeleloihivNe C - —[elelid:V - - A[eC
AAGACAATGAAGCTTTGACTTTAAMATGCTTAAACTAEelelouieler\n/NehNnelelshilinNec - - Alhlmv - —Eec

ARVVYNNehlelelele GGG T GIAGAGATGGCTTAGIREES
GGGCTRGANAGATGGCTTAGRE

CTGGGGACTAACCACAGGGGT
TGAAATTTGACTTGTAGCTGTT GGAAAGCTTGGGEGCTGGAGAGATGGCTTAGT——
AGAATGAGCCCAGGTGCCAACAAAGAGCTTCATCTAC GGCTGGAGAGATGGCTTGGC——

CAGGACTGTACTAATTATCTGATT,
GATAACCAGTTGCCTTAAGAT

GTTATTCCTGEGCTGGAGAGATGGCTTAGC——

CTTTCAATATTTTGCTAATGATAG
AAATTTAAACCACATTCAACATTTHRAGAGCTAGACC
CAAATCTAACATTATTTTGTTATGCTTTAAAAATCC

TTCCTCCCAGTCTCTGATCTT.
TGTACAAAGCAAACATCAGT

TAAGA‘CTETGGTTCC—AATCTCCAGC‘GTTCCG‘TCTC

BGRAC

CA[gC AGTTCEARTCTC]
TGGTTCC—AATCTCCAGCTGTTCCAHTCTC
GTTCCARTCTC

GTTCCAHTCTC

TGGTTCC-AATCTCCAGC GTTCQFTCTC
TGGTTCT-AATCTCCAGC GTTCCARTCTC
GTTCTAHTCTC

TGGTTCC-AATCTCCAGC GTTCCQETCTC
TGGTTCC-AATCTCTAGC GTTCCARTCTC




PVKW010055985.1 3626-
PVKW010064994.1 4711~
PVKW010057200.1 2732-
PVKW010003456.1 60260
PVKW010018189.1 15531
PVKW010056884.1 507-1
PVKW010008223.1 61938
PVKW010010252.1 52163
PVKW010012863.1 11795
PVKW010009466.1 61896
PVKW010022074.1 8511-
PVKW010047508.1 11272
PVKW010003663.1 4321-
PVKW010015580.1 24314
PVKW010000402.1 17966
PVKW010006337.1 68742

PVKW010023310.1 1293-
PVKW010008284.1 55693
PVKW010002708.1 47966
PVKW010037800.1 1027-
PVKW010008959.1 54713
PVKW010063615.1 2321-
PVKW010012833.1 24156
PVKW010073214.1 3916-
PVKW010009295.1 9881-
PVKW010048402.1 11816
PVKW010000318.1 42511
PVKW010010716.1 38950
PVKW010020618.1_ 31532
PVKW010043299.1_9047-
PVKW010038770.1 14716
PVKW010037008.1 3845-
PVKW010056162.1 5360-
PVKW010084033.1_3312-
PVKW010029088.1 1447-
PVKW010022691.1 32407
PVKW010007034.1 12006
PVKW010037817.1_14576
PVKW010007622.1 53680
PVKW010009699.1 36657
PVKW010029164.1 13407
PVKW010093769.1 2826-
PVKW010058626.1 8874-
PVKW010038810.1 14115
PVKW010001600.1 11740
PVKW010071617.1 2076-
PVKW010005913.1 19939
PVKW010021498.1 15139
PVKW010021740.1 21275
PVKW010060547.1 8275-
PVKW010005965.1 34278
PVKW010021433.1 26562
PVKW010018455.1 14117
PVKW010027487.1 15863

TTGAAGCTGTTATTGGTATGAAGAAGCAAGACCT CAT[HElOIEe e C N e iiIAAC - —EEmiV - - FECCEEle - -
CCGCCTGGAATGCTGGCTTTGGAT GCTGGCCAT{elelelonele)Nel-Nel:\elelolih-YelC — — . elih-V\- —ele'C T/elolie
TCCACTGGCTCATATCTCCCATTG lelellielololile cGGCTGGAGAGATGGCTEAGEREIGGT TAARRIGG®ECC TG ool
GAATAACACAGATTTTTTTGTGCTTAAAAGAACTAT T(elele TilelerNel\erNielele GIACC - -
ATCTAAGTAGGTTTTCCTTTTTAARAACTGCTGATATeleouielerNerNeNielelell-NEC - - (elelChy - -eeT
AAATATTAGCACATCAAATATCATTAAAAGCAATGTCAEeshielerNerNe - —elelo/Civ:Ne T - - (el T)
TTATTTTCTATCTACAGTTGTATAES?ACATAGCATC GGCTERGAGAGAT

GGAAGGGAAACATTTGGGCAAACT
TTCTGCTTGGTAGTCAACACAAAACATCTGGCTCTATEAElohneler e \ehNieleohiui\eT - -
GCAGAACTTGTCAACAGTTTATAANAGTGCAACTGC GgGCTGEAGAGATGGCTTAGT——‘GTGA‘——GGC

CCAACCATTTCTTTTTCTTCC AARCC]
TAATTATTTCATGATCTTCTGATT, CCTG————CCTGEGAAGCC
TTACTTGTGGCTTTGTTTATAAT \C
AGTTTGATTCAGTCCAATATAAAG H CCTG————CCTCETAAGTC
CTCTTTCACAAGTAAGTAAAT CCT Gltelta CCTECIEAAGCC]

eleclleccoc
lofe/C A\ AlelelcloNC A8 T Gelelelo A CIN T GEYSCACAARIGGGGGEECA

CAGGTCCCACETTETAGCCAGAT GCigld™

€COAAGCCRTRAGA

TAARARE

T
C
T
T
T
T
T
T
T
T
T
T
T
T
T
T



PVKW010014973
PVKW010001443
PVKW010002988
PVKW010001440
PVKW010002157
PVKW010020676
PVKW010022582
PVKW010023134
PVKW010003325
PVKW010011606
PVKW010000576
PVKW010008987
PVKW010011377
PVKW010018780
PVKW010024086
PVKW010026760
PVKW010039861
PVKW010015303
PVKW010003511
PVKW010020066
PVKW010003818
PVKW010000020
PVKW010009680
PVKW010004907
PVKW010000122
PVKW010023178
PVKW010011546
PVKW010011545
PVKW010005341
PVKW010003492
PVKW010043804
PVKW010032239
PVKW010053339
PVKW010022876
PVKW010013669
PVKW010021200
PVKW010033717
PVKW010072702
PVKW010035888
PVKW010000339
PVKW010001061
PVKW010002728
PVKW010083863
PVKW010002214
PVKW010041582
PVKW010008993
PVKW010015692
PVKW010000763
PVKW010003844
PVKW010017839
PVKW010008100
PVKW010000959
PVKW010017384
PVKW010000072
PVKW010009950
PVKW010021276
PVKW010016288

.1 10597
136920
.1 23682
.1.80823
.147489
.1 22144
128012
.1.13078
.1_68925
.1 31074
.1 12211
.1 58106
.1_47950
.1 26-72
.1_7120-
.1.19168
.1 8284-
.1 22501
.1 48444
.1 15981
.1.10792
.1 31758
.1 37424
.1 72306
179232
.1_7320-
.1 32916
.1_49799
.1 66668
.1 33515
.1_16010
.1.6177-
.1_11250
.1 14867
.1 21934
.1 8934-
118451
.16047-
.1 16699
.1 12536
.1 46164
.1.90880
.1 2646~
.1_60035
.1 _1353-
.1 54935
.1.32576
.1.11056
.1_69255
.1 25636
.1 7254~
.1_59475
.1 32386
.1.70081
.1 49916
.1 31331
.1_24488

T T

T

TT
CAGGTCCCACETT
CAGGTHNERACETT
TT

TT

TT
CAGGTCCCAC[ETT

CAGGTCCCACHTT|
CAGGTCCHRMeTT
CAGGTCCCACETT|
CAGGTCCCACHTT|
CAGGTCCCACETT|
CAGGTCCCACHMTT|
CAGGTCCCACETT|
CAGGTCCCACETT|
CAGGTCCCACETT|

CAGGTCCCACETT
CAGGTCCCAC[ETT

CAEGchi%TT

CAGGTCCCACRTT
————TCCCACRTT
caEGTCcCCACETT
cAGE¥ccCACETT|

TAGCCAGRTGCEEE
TAGCCARATGCEES

TAGCHAGATGCEEE
CARGTCCCACETRRTAGICAGATGC

TAGCCAGARGCEES
TAGCCAGAEGC———

TAGCCAGATGC s

CCACA‘—GEGGGC‘C‘C‘CATCTGG‘TTTCA
GGGGGIAECARY CATCTEG‘TTTC




PVKW010020594.
PVKW010005809.
PVKW010012181.
PVKW010055361.
PVKW010012381.
PVKW010020114.
PVKW010039100.
PVKW010016678.
PVKW010074169.
PVKW010007510.
PVKW010004064.
PVKW010050067.
PVKW010015517.
PVKW010006524.
PVKW010012167.
PVKW010062332.
PVKW010016493.
PVKW010023067.
PVKW010055985.
PVKW010064994.
PVKW010057200.
PVKW010003456.
PVKW010018189.
PVKW010056884.
PVKW010008223.
PVKW010010252.
PVKW010012863.
PVKW010009466.
PVKW010022074.
PVKW010047508.
PVKW010003663.
PVKW010015580.
PVKW010000402.
PVKW010006337.

PVKW010023310.
PVKW010008284.
PVKW010002708.
PVKW010037800.
PVKW010008959.
.1_2321-
PVKW010012833.
PVKW010073214.
PVKW010009295.
PVKW010048402.1_
.1_42511
PVKW010010716.
PVKW010020618.
PVKW010043299.
PVKW010038770.

PVKW010063615

PVKW010000318

PVKW010037008

1 30665
1 44239
1 22832
1 8127~
129173
1 32730
1 3904-
127329
1 745-1
1 48572
1 53170
110032
127485
1 33283
1 18932
1 3675-
1 41272
111395
1 3626-
1 4711~
12732~
160260
1 15531
1.507-1
1 61938
1 52163
111795
1 61896
1 8511~
111272
1 4321-
1 24314
117966
168742

11293
1 55693
1 47966
11027~
154713

1 24156
1 3916-
1 9881-
111816

1 38950
1 31532
19047~
1 14716

.1_3845-
PVKW010056162.
PVKW010084033.
PVKW010029088.
PVKW010022691.

1 5360-
1 3312-
1 1447~
1 32407

CAGGTCCC
CAGGTCCC
CAGGTCCCACETT]
CAGGTCCCACETT
CAGGTCCCACITT
CAGGTCCCAC

CGALVAGGGT CAATGCTGCACTTG‘CCACA‘—GGEGGC
AVNEUNEVAT GOVAGGG T CAETGCTGCACTTGCCCICA‘—

CECHTE R VAGTGAseCAA HelcleeCAATGHoAACIHTGEYSCACAAS
CAAEllel#eCAATGOMESACINTGOeCACAANGGHGE

360 *

380 *
VYNV - V¥ - - AAAA-AAAAA-ACA-———
————— AAAAAAAAAAAAAASRAAASES VY-V E5.V:0:V.V.C-V.V.CEe
A - ——[NNNVNNVNN VNNV -[NNN - - AAAG-AATAA-TTA-—--
G| AAAAAAAAAAAAAARAAASES:VY.- Nl V-You i B ol )-SEE
C———— ARV SATT T TIVAVAG - A TG - - TGTG-AGCTA-TCA--—-

CTETE@INeCCTGCCTATTTCTGABCTCTCTCTCTC
CTCTCT‘CCTGCCTGTTTCTGTHTCTCTCTCTCTC

—————— TGTTTCTGEARCTCGCTCTCTC
——TGCCTATTTCTGTRTCTCTCTCTCTC

TAATA-AARY
GAAAG-

CAAAAAL

EVNNNNVN VN - AAAA-AAAAA-AAR-——-
————— VNNV VNNV - [NV - - AGAG-AGAGG-AAG-——-

————— MGGGRGCCGGCA-TGG--AGGC-ATACA-TTT----



PVKW010007034.1 12006
PVKW010037817.1 14576
PVKW010007622.1 53680
PVKW010009699.1 36657
PVKW010029164.1 13407
PVKW010093769.1 2826-
PVKW010058626.1 8874-
PVKW010038810.1 14115
PVKW010001600.1 11740
PVKW010071617.1 2076-
PVKW010005913.1 19939
PVKW010021498.1 15139
PVKW010021740.1 21275
PVKW010060547.1 8275-
PVKW010005965.1 34278
PVKW010021433.1 26562
PVKW010018455.1 14117
PVKW010027487.1 15863
PVKW010014973.1 10597
PVKW010001443.1 36920
PVKW010002988.1 23682
PVKW010001440.1 80823
PVKW010002157.1 47489
PVKW010020676.1 22144
PVKW010022582.1 28012
PVKW010023134.1 13078
PVKW010003325.1 68925
PVKW010011606.1 31074
PVKW010000576.1 12211
PVKW010008987.1 58106
PVKW010011377.1 47950
PVKW010018780.1 26-72
PVKW010024086.1_ 7120-
PVKW010026760.1 19168
PVKW010039861.1 8284-
PVKW010015303.1 22501
PVKW010003511.1 48444
PVKW010020066.1 15981
PVKW010003818.1 10792
PVKW010000020.1 31758
PVKW010009680.1_ 37424
PVKW010004907.1 72306
PVKW010000122.1 79232
PVKW010023178.1 7320-
PVKW010011546.1 32916
PVKW010011545.1 49799
PVKW010005341.1 66668
PVKW010003492.1 33515
PVKW010043804.1 16010
PVKW010032239.1 6177-
PVKW010053339.1 11250 :

PVKW010022876.1 14867 : REICTO®CINCTC
PVKW010013669.1 21934 : TCTHTCTCTCCTC
PVKW010021200.1 8934- : —TCTRTCT—GTCTCTCTCTC
PVKW010033717.1 18451 :
PVKW010072702.1 6047-
PVKW010035888.1 16699




PVKW010000339.
PVKW010001061.
PVKW010002728.
PVKW010083863.
PVKW010002214.
PVKW010041582.
PVKW010008993.
PVKW010015692.
PVKW010000763.
PVKW010003844.
PVKW010017839.
PVKW010008100.
PVKW010000959.
PVKW010017384.
PVKW010000072.
PVKW010009950.
PVKW010021276.
PVKW010016288.
PVKW010020594.
PVKW010005809.
PVKW010012181.
PVKW010055361.
PVKW010012381.
PVKW010020114.
PVKW010039100.
PVKW010016678.
PVKW010074169.
PVKW010007510.
PVKW010004064.
PVKW010050067.
PVKW010015517.
PVKW010006524.
PVKW010012167.
PVKW010062332.
PVKW010016493.
PVKW010023067.
PVKW010055985.
PVKW010064994.
PVKW010057200.
PVKW010003456.
PVKW010018189.
PVKW010056884.
PVKW010008223.
PVKW010010252.
PVKW010012863.
PVKW010009466.
PVKW010022074.
PVKW010047508.
PVKW010003663.
PVKW010015580.
PVKW010000402.
PVKW010006337.

1 12536
1 46164
190880
1 2646-
160035
1 1353-
1 54935
1 32576
111056
169255
1 25636
1 7254~
159475
1 32386
170081
1 49916
1 31331
1 24488
1 30665
1 44239
1 22832
1 8127~
129173
1 32730
1 3904-
127329
1 745-1
1 48572
1 53170
110032
127485
1 33283
118932
1 3675-
1 41272
111395
1 3626-
1 4711~
12732~
160260
1 15531
1 507-1
1 61938
1 52163
111795
1 61896
1 8511~
111272
1 4321-
1 24314
117966
168742

CElE------------ TCRCECTGTCTCTC
TS - - - CCICICTGTCTT -~~~ ——— === === — oo

AAAAAAAAAAAAG-GAING,
AAAAARRAAAGAG-CTRGH
AAAAGGGAGAGAG-AGEWG]

————— VNG GV GEVNN - G Tl - ——CTT-GARAG-TTA--—-
————— CRRGCTAGIYYNNGG -
————— ACEACEYNAGEY VNN - IATC— - CAGT-GACAT-TTA-———

———————————— CCICTTTCACTGTCTTTC—————————————————— VAV IV CIVVA C - CIV - — — AAA-AAAAA-ARA————
———————————— TTCCTCTCTCTG———————————————————————— NN~~~ ARAA-ARAAA-AAA-——-
IiCTCEEEE R CHCICTCTCTCTCTG-——————————————————- BV~ —AAA-GTTGG-CCA----
TTCE------------ TCTCTCTCTCTCTGTT ———————————————————— IV ——AAA-GGTTC-CCT-——-
———————————— CCHCICTCTCTCTCTG-——————————————————~- V- ——AGA-ACTAT-TGT-——-
———————————— TCUTGCTCTCTC-————==——===———————————- BV ——AAC-CCTGC-TGA--—-
T CCTC CTCTGTTTCTC----========———————- BV~ —AAN-AGCAA--CG--—-

GGTRVNNNAGEENAT —JATG- -~ GTC-TTTTA-GGC---~
TGTCAMGTATGEAC-TTf}---ACT-TCCTC-TCC-—--

TOMG———————————— CGCTCAA —————————————————————————— AG-AGT---GTA-TTATC-TGA-——-

———————————— CCAATC -~ ————————mm e N---ARA-AAAAA-CAA----

———————————— TGATTCTCAAAA———————————————————————— GC-TCTTCTCCC-AACTC-TTC-—-~
~CTTCCTOTANG-——-—--—--—~ TCICTCTCTC —————————————————————————— WCACATCTGG-TCA- - -ART-CTAGA-ATC——-—

- CTEICTOTEIE - - ————— -~~~ —~AAAAAAAARAAAA-—————————————————————— VVAC-[¥¥:- -~ AGA-GCCGT-GTT----
CTGHCTETehNe————--—————- CAAAAAAAAAA ————————————————————————— ArcATTACTANA - GTE - - -CCA-TCAGG-ACC———-

- AT TA-AAAAAATATIT -~~~ ———————~ GEHTHAGAGE——-————————————— ACTTTC-TTG---AARG-CCTAA-GGA-———

400 *

420 * 460



PVKW010023310.1 1293~
PVKW010008284.1 55693
PVKW010002708.1 47966
PVKW010037800.1 1027~
PVKW010008959.1 54713
PVKW010063615.1 2321~
PVKW010012833.1 24156
PVKW010073214.1 3916~
PVKW010009295.1_ 9881~
PVKW010048402.1 11816
PVKW010000318.1 42511
PVKW010010716.1 38950
PVKW010020618.1_ 31532
PVKW010043299.1 9047~
PVKW010038770.1 14716
PVKW010037008.1 3845~
PVKW010056162.1_ 5360~
PVKW010084033.1_3312-
PVKW010029088.1 1447~
PVKW010022691.1 32407
PVKW010007034.1 12006
PVKW010037817.1 14576
PVKW010007622.1 53680
PVKW010009699.1 36657
PVKW010029164.1 13407
PVKW010093769.1 2826~
PVKW010058626.1 8874-
PVKW010038810.1 14115
PVKW010001600.1 11740
PVKW010071617.1 2076~
PVKW010005913.1_ 19939
PVKW010021498.1_ 15139
PVKW010021740.1 21275
PVKW010060547.1 8275~
PVKW010005965.1 34278
PVKW010021433.1 26562
PVKW010018455.1 14117
PVKW010027487.1 15863
PVKW010014973.1_10597
PVKW010001443.1_ 36920
PVKW010002988.1 23682
PVKW010001440.1 80823
PVKWO010002157.1 47489
PVKW010020676.1 22144
PVKW010022582.1 28012
PVKW010023134.1 13078
PVKW010003325.1 68925
PVKW010011606.1 31074
PVKW010000576.1 12211
PVKW010008987.1 58106
PVKW010011377.1 47950
PVKW010018780.1 26-72
PVKW010024086.1 7120~
PVKW010026760.1_19168
PVKW010039861.1 8284~
PVKW010015303.1 22501
PVKWO10003511.1 48444

CAAGCTG--CTCAGTTCAT-GAGAGCCAGGAAGCAGAGAGAACACC-TTCTCACCCAGGCTTTCTCCTTT-TCC-
AAAAGAA--TAAGCAGCAG-AGGTGCCGGACTATTTTTGTGGCCAT-GGTCTTTACTTTTGGTGTACTTT-GCC-
TAATTTG--AAAAAAACAT-AAAATCAGGAAGGAGGCAAAAGGGAA-CCAAGAGTCGGATTTTCACAAAA-GAC—
AAATATA--TATGTTATGG-CTGGCCGAACACTCATCCCCATTCTA-GGTAGAAACAAACAACACAACAC-CCA-
CATCTTA--AAAAAAAAAA-AAAAAAAAAAAAACCAGCACTGGAAC-ATATGAGCCATGACTGTTTCTGT -GGG
CAGGGTC--TCAGGCATAC-AACACAAAGAGATCAAAGGCACTTGT-AAGAGGTGCCAGCATTGATGACC-CCC-
CCCCAGT--CTGAGCATGC-AGGACAACACTCCATGTGCTACCCCC-AGAACACACATGCACCTCAGAGC-AGC—
ACCTTTT--CCAGCTCTGC-CAGAACTTCCTTTCCTTGGTGTAATGTATCCCAAGCTTGGAATGGCACAC-CAT-
AGACCAG--GATGTATTTC-AGGGGCACACCTTC---AATGGCCGA-AAGCTCTCCCTTGAGGACTCACC-CCC-
TTAATCT--AGGAGGTGAA-GGTAGGAAAATTTCTGTCAGGCCATC-CTGGGACTACAGAGTGAGTTCCA-GGT -
TGCTATT--AACAGGCAGT-GGGACTTTTCAGTTTGGCGTACTGAA-ATAATACATTGGTAGAGTTTCTG-AGT~
AAGTTTA--TTTTGTTCAC-AGTTCTGGAGGCTGGGAAGTCCCTAG-GGCCTGACGCTAGCATCTGCCGA-CCT -
CTGAACT--CCCAATAAAA-AAAAATCCTAACAA-GTTTTCTTTTT-TCTGGTAGGTAAGTTATTTTTAA-AGC-
AGACAAG--GCACAGAAAT-CAGAGCCTTTTCTGGGTTATTCTTTTTCTAAGTATCTCACATTTTCCAGC-CTC-
TGGGGTC--CCGGCCATGTGTAAACCACTAACTAGGTGGCCCTGGA-GAAGTCACTCTTGAGTCTCCCTT-TCT~
CAAGTCC--TCTCCCAAAC-CATGCTCTTTAGCCCACCACCATCTGCCTATCTGTTCCCATTCTTTTCCTTGCC—
AAACTTG--TCTAGCTAGC-CCAGCAAATGGAGGGGTAAACAAGAG-ACCATGCCTCAAGAAACAACGTGAACC-
AGAGAGG--GCTCAGAAGT-TAAGGCACTTGCCTAAATACCCAAGT-TTGCCAGACATGGTGGCGCACAC-CTT-
TATTTTG--GTTCCTGCTT-CCAAGTCAGAAGACCACAGGAGATGATGGGGCACTTGCTAACTTCTAGCC-TCTG
GGAGTTT--TCTCATTTAA-TCTATTAGCATTAG---TGCACACCCTTTTTGTACAACTGTAGTTCTACA-CAG-
AAAAAAA--AAAAAAAAAA-AAAAAAAAAAAAAA----AAAAAAAA-AAAAAAAAGCAAGTGGC--GCAC-ACC-

AAAAAAA--AAAAAAAAAA-AAAAAAAAAAAAAA----AAAAAAAA-AAAAAAAAGGATATACCAGCTCT-CCA-
AAAAAA---GAAAAAATGT-AATGTCAATAGAGA----GTTGTAAC-ATATTATTGGTGTTCTTTTCTTC-CAA-
AAAAAAA--AAAAAAAAAG-AAGGCTTGCATTTC----ACAAGAAG-GGTATAGTGTATATTTCTATGTA-AAT-
GTGTGGT--GGCTCACATC-TGTCATCCCAACCC----TCAGGAG--GCTGAGGTAGGAGGATC--ACAA-GTT-
ATACAAC--CCTTGAGGGGGTGAACTGAGTGAAT----CCCATAACGCATTAGCATATAATACGTAATCA-AAA-
GTGTGGT--GGTGTAGGCC-TGTAACCCCAGCAC----TAAGGAG--GCTGAGGCAGGAGGATC--ACAA-GTT-
ATCTAGC---TTCTGTACA-CTAGTTGTGTCTAG----TGTAACA--AAAACCATATTCAATG---TTTG-TTT-
ATATCAC----- CTCCCTC-CTATTTATATTGAC----ATTTATG--TTATTCCTCAAAAATGA--ATAA-AAG-
GAGAAGA--GAAGAGAAAA-GGAGTTGGAAAGTC----TTCATAA--ACTATTAAAGCTTGTTT--GCCC-ATT-
GATTGGC--ATGCCAGTCT-GAAGATTATATAAA----TCCTTTC--TTATAATTGGTCAAAAG--ACTA-CAA-
AAAAAAA--AAAAAAAAAA-CTTAATAATTACTA----TTAAAGA--AACAGCACCAGCATATA--TGCA-TCA-
GTTCCAC--ATACTTGGGT-AAGAATAACTGGAC----ACAGTTATGATTTGGGCAGTTGCTCCTGGCCT-CGC—-
GAGTCAG--TAACTTAATG-ATATCCAAAATAAG----CGTGACG--TTTTTAGTT--——-——————————— TTG-
AAATAAA--AAGAAAATAT-ATACCTGCCTAAGA----ATCAAGG--GTGAAAATAAAATC-———-- TGGA-ATC-
GTGTAAA--GAATAGACAGGAGAAAGGAATCCAC----TCCCCCC--TCATTCTTGTTTCTGTT--TCTT-GTT-
CTGTCCT--GCTCTTAAAT-TTTAACCATTTTCA----— TATGTG--TGAATATGCTCCACTC---AAAA-TGA-
ATGTCTG--GGAAGGTCAT-AGGCTCTAAGAAGG———-—— AATCTA--CTACTGCTGTTTGGCT---AAAT-AGA-
GAACATT--CTTTCCACCG-CTAGCCTCAGTCAA----CACCTGG--ACCATGGTGTCAGAAG---GCCA-CAG-
GAAGGGT--CAATCAAAAT-TCAAAATATTCTGA----ATAAACA--TATGAAAACCACTTTTT--TGAA-TAA-
AAAAAAAAAAAGAATGAGA-TCTCAATACTGTGA----TGGTGGT--TTGGTAACAGTGACAT---AAAA-GTT-
AAAAAGC--TAATAGAACT-GGCACATGATTCAG----CTATATC--ACTTTTGGGTACATACCTAAAGG-AAT-
GATCAGC--CTGGGCTAGA-GTGAGACCCTGAAA----ACAAAAT--AAACAAATAGTCAAAC---AAAA-TAA-
AAAAAAA--AAAGCATGGT-CCTGAATATTTTGT----GCATGGT--TTAATCCTTAGGGCCTAGCTTAG-TAG-
AAACATA--GAGAAAAAAA-TTAACTGCCTGTAA----TTCCACC--ACTTAGACATAACTACT--GACA-ACA-
AAAAAGA--CTTGGCAAGC-CTGGTTCACTGAAG----TTAGGAA--AAGAAAGCAGTCTTGAG--ACAG-GAA-
AAAGAAA--TAGCCCAAAT-ATTAATAGTGGTTA----AGAGATG--GAAATATAACTTTTTA---TTTC-CTA-
GAAATAC--AATCAGACTG-CAGTATGTTCATGT----ATTAAAC--TTCTCAATAAAAATGTT--AAAA-ATG-
ATGTATG--TGTGTTTAAT--AGCACAAAAGAGG----TCATTGA--ATTGTAGTACAAGAAC---TAAA-TTT-
AGAAACC--TAGCTGAGCA-TTCAGCCTTCATTG----CTCTCCA--TTTCCTTCATGCTGATGTAATTA-TGT-
AAGAAAT--TAGAATATAT-AGAAGCAAAAAAAG----GCAAAGGT-TTTTTTATGCCAGCATT--TAGT-AAC-
TACAGAT--AAACTAAAAT-AATATAAAAAGAAT----ACAAATAA-ACACTGAGGGAAATAAAGTCAGT-ATA-
CAATTCC--CAAGCCACTC-ACATAAGCTGGATGCTCTTGCAACAGCAAGAGCTCACAGTGACACACATG-CAT-
TATAATT--TCAGTTATAT-TCTCAAAATTGAGA----AAGCAC---TGAAAAATTGTTATTCC--AAGG-CAA-
CAAGAGC--CAAATGCACT-GTGATGTGTCACCA----ACGAATTA-GCAAACATGACTTTTTC--ACCT-GTG-
CAAGAAA--ATAGATGAAC-TTGGAAGGTTATAC----TAAGTGAA-GTAACCCAGGCCATATG--TAAG-TAC-
AATCCAC--CTGTCCAAAC-ACTCTAGACTTTGT----TTTAAGT--CTTTGGATAAAGAGACTC-CAGT-GAA-



PVKW010020066
PVKW010003818
PVKW010000020
PVKW010009680
PVKW010004907
PVKW010000122
PVKW010023178
PVKW010011546
PVKW010011545
PVKW010005341
PVKW010003492
PVKW010043804
PVKW010032239
PVKW010053339
PVKW010022876
PVKW010013669
PVKW010021200
PVKW010033717
PVKW010072702
PVKW010035888
PVKW010000339
PVKW010001061
PVKW010002728
PVKW010083863
PVKW010002214
PVKW010041582
PVKW010008993
PVKW010015692
PVKW010000763
PVKW010003844
PVKW010017839
PVKW010008100
PVKW010000959
PVKW010017384
PVKW010000072
PVKW010009950
PVKW010021276
PVKW010016288
PVKW010020594
PVKW010005809
PVKW010012181
PVKW010055361
PVKW010012381
PVKW010020114
PVKW010039100
PVKW010016678
PVKW010074169
PVKW010007510
PVKW010004064
PVKW010050067
PVKW010015517
PVKW010006524
PVKW010012167
PVKW010062332
PVKW010016493
PVKW010023067
PVKW010055985

.1 15981
.1.10792
.1 31758
.1 37424
.1 72306
179232
.1 7320-
.1 32916
.1 49799
.1 66668
.1 33515
.1.16010
.1 6177-
111250
.1 14867
.1 21934
.1 8934-
.1 18451
.1 6047-
.1 16699
.1 12536
.1 46164
.1 90880
.1 2646-
.1 60035
.1 1353-
.1 54935
.1 32576
.1 11056
.1 69255
.1 25636
17254~
.1_59475
.1 32386
.1_70081
.1 49916
.1_31331
.1 24488
.1 30665
.1 44239
.1 22832
.1 8127~
.1.29173
.1 32730
.1_3904-
.127329
.1 745-1
.1 48572
.1 53170
.1.10032
127485
133283
118932
.1 _3675-
.1 41272
.1 11395
.1 3626-

AAAGACA--CAAAGCTAGG-TCTGTATTCAAGTA----AACACAGA-GCTGACTTGGAACTAG---AAAT-TCG-
ATTCAAT--CCAAGTACAC-TTTTAGAATGATTT----TAAGGTTG-AAAAGTCACAACAAATG--TGAG-TTA-
ACTTTCA--CTGCCAATAA-GAACTTGAATTTAA----AGAAACTC-AAAGCTTTGAGTATCTTT-ATTG-TTT-
AAAATAA--TGATAGGGTG-CTTGTAAATTGAAT----TTTGTTT--TTGAGGCAGGAAAAACA--TGAA-TTT-
CTCTCTC--TCTTTTTTTT-AATATATAATATGC----TCTTGTTA-GTGGGAATTGTAGGGGT--AATT-AGC-
AATTCTG--TCACCAGACC-AAGTCAACACATAG----TATAAGTC-ATTAACTTCTGCAACA---AATC-ACT-
TTGGGCT--GGAGATATGT-CTCGGTGGTTAAAG----GGACTTGC-TTGAAAAGCTTGACAACCTGAAT-TTG—
TCATCAT--GCCTGATTAA-AAAAAAAAAATGGG----CTGGAGA--GATGGTTTTGCTATTAAGGCATT-TGC—
ACAGAAG--GCTGAAATAT-GTGGATGGCATGAG-—---TTCAAGG--CCAGTCAAGTCTACATCATGAGT-TCA-
TTGAGGA--GGAGCCTTAT-GAATCTTACAAATT----TCAGGAGC-TTACTTTGTGAGTTTTGCTTACT-TCC-
AGGTAAA--TGTTGTAAGG-ATTTATCTAGATTA----TTATACAC-AAGATAGTGCATTTCTATTGCTG-TAT-
AAAAAAA--AAAAAAAGGA-AAAAAGAGAAGGAA----GGGAGGA--AAGAAAGGAAAGAAG-————=———————
TTGGAGA---GGCGTGTCT-GCTTCTGTTTGGAT----ACTCAAC--AAGCTCAGGAAGAAGA---GAGT-ACT-
AAACCAC--CAGCTGAAAA-TTGTGCTCTCTTGA----TAATTAGT-ATCAGCATTGCCAACTGCCACTT-GCA-
ATGAAAA--CAAATACTGC-CAGGGTTGTGGAGA----AATAGGAA-CTCTCATTCACACTGCTGGTGGG-AAT -
AAAATAA--GTCCAGAAAT-AAACCTTCTTATAC----ATAATAAA-GATATTTTCAACAAA----GGTA-CTA-
GGGCTGG--GGATGTAGCT-CAGTGGTAGTGTAC----TTGCCTAACATGTATAAGGCTTTGGGTTAATC-CCC-
AGGTCTC--CAGGAAACTT-TATCTGAAACTCCT----GGAAGGCT-AGAATTAAGTATGAATAGGGTAG-AAC-
CATTCTT--ACATATCTGG-GAATTGACCACAGT----CAGTTGA--ATAGCAGCTGTTTGTTTCCAGTG-GCT-
TCTGGCC--AACCACTTGG-GTCAAGGGTCTTCC----AGTCCTAT-TTCTCAACCTTGTTCCAAGGTGA-GTG~-
TTGCATT--TTTGCATGGC-TGGAGAAAGAACTT----AACAGTTA-ATGCTTTGCAGTAGCTG--GAGA-CTC-
TGGCCAA--GTAAGCCTGT-AACCCCAGTCCTGT----GGGAGGC--AGACAGGAGAATCAATGGGACTC-AGT -
AGGCCAG--GCATGGTGTC-ATACACATTTAATC----CAAGCACT-CGTGAGACTGAGGTAGGAGGACT-GCA-
TCTGAGC--TGGGTATGGT-GGCGCATGCCTTTA----ATCCCAG--CACTCAGGAGGCAGAAGTAGGAG-GAT-
TCGGAAG--GACAAGGAAG-GAGGGTTGCTGTGA----GTTTGAGG-GTAGCCTGAGATTACATAGTGAA-TTC-
CCACCAT--GCCTGGCTAA-AAAAAAAAAAGCTT----CACGCTGTGGGGAACAGAAACAGTCACCTGAGGGTC-
TAAACCA--ACATACTTGG-GAGAGAGTACTACC----TTTTTGACTGAGTGAACAAATGAGTACACTTT-GTT-
ATCTCAC--ATAATGTAGG-AGTTTTAGATAAAT----AATAGGGT-ATAGATGCCAGTAACTC--CAAG-GTG-
CTTCATA--TTTTTCAAAC-AACAAGAGCTGGAG----ACAGAGTT-CAGTGGTAGAGTGTTCACTTGCCTACA-
CCAATCA--TTTCAGACAG-TTTCAGACCTGAAA----AGCCCCAG-AATCTCTCTCTTGATG---CATC-ATT-
AGAAGTA--AAAGCGTAAT-TGATTCAGGAAAAG----AATGAGAG-CTCTAAGGTTATTTGGATAAAAT-CTC-
GGGATAG--GCAAAAGGAC-CATGGCAAACTTTT----GAAAAGAA-GGATTCCAAGATGGGAA--AGGC-CTC-
GCATAAT--GGCAATGGGG-AACTGTACAAAACT----GTGTCAGC-TCCAGCTAAGCACATAT--CAAT-CCT-
GGGAGCA--GGGTGCATAG-AAATAAGCTAATAT----AAGGAAAAAGCAAGAAAATGCCACTGCCTGCC-AAC—
ACAAAAT--CCAAATGTCT-AATCCTAACAAGAT----TTATATAG-TTAAGACAAGATATTGTCAGGCA-ACA-
GTTAGGG--GAAAACCTCC-AAGACTTAGATGAT-AATTAGAAGGTTCAATTGCCTCATGTGTACTATAA-TTT-
GCTTTCA--GCCTAAGAGT-GACCAATCCTATGT----GTCTACGT-GTGACCTTTGGCGATTCCCTCAA-CGT-
ATGGCCC--TAGCACCTGA-CCCAGGTATCCTTG----AGGCAAGACGCATTTGGCAATAGCTGCCTGCT-TTT-
TCAGAGA--TGACAAAACC-TCATGCTTCTTGCT----TCTGAGGCCACAGTCAGCTCTTGGCCAAATCT-GGA-
TCAATAA--AAATAAAGTT-GCATGTGTGTAATT----GGATGCTA-GTGATTTTGAACAAAACAATTCA-ATG-
TAATGAA--AGCATGATAA-GTGTGGAGGCCTTG----AAACTTAA-TTTCCATACCATGATTTTAATAC-TTC-
TTTCTGC--TTAAACAAAT-AGTGGCACAAAGTA----GACAACAC-TAGCTGTCAAGAAAAGAGGGGGA-AAG-
TGTATAA--ATTCACACAA-TCAAATTGAATAAC----AAGGTAGGTTGGATATGTCATAATTTCTGATA-TGC-
TGTGTAT--TGAGCACTTA-GTGTGTCCTGGGCC----CTTCATGT-GGCATTTCATCCAACTCTAAGAT-GAG—
CATAGGA--AACCTTAGTC-AGCCAATGGAGCTT----TCAGAGAGGAACTAGAATGAGACAGACCCAGC-ATT-
GGAAAAC-AGTCACATCAC-GTCACTGTTGGACT----GGAGAAGG-CCACCAATGACCCAAAGAGGCCA-CCG-
CCCACAT--GATTATCCAA-CCTGCTGGTTCTCC----ACCCTGGC-TGCCCATTAGGACCACGTGCATG-GCT~
TGTCCTT--TTCAAGGGAA-GATTATAAATAATC--—--TTTTTTTA-TTTTTTTATTTTTATTTTTTATA-GTT~
TGGCCTA--GGGACATGAT-TTAGTTACCCCAAG----TACCATGT-TCCAATGTGTCAAAAGCTTGGTA-AGG—
TAAACAC--ATTTTGGGAT-CAAAGACTGATAAG----GAAGATAC-TTGAGTGATTTGGTT----CTAG-GCC-
GCAGTTT--TCTAGATTTT-TAAGACTTTATTTT--AATGAGAGAGGGGAAAAAAGGGAGAGGAAAACAT-ATG-
TTGGCTT--GGTCAGAGCC-ACTGGTTAAAGGAG----TTGTAAAC-TTATCCAGGACTTTTACTGGTGA-GGC—-
GAGCTAC--CCAGATACAC-TGTCACTGTGGCAC----TGTGGCACTGTGGCTGCTGTTGTCTTCCAGAT-TGA-
CAACAGT--GGAACTGTAA-GTTCAGGTTAGGCT----TTAGAATC-TAATTCATTGTTTAAAATAAAAA-ACAG
CTTAACA--CTTAAGTGCA-CTTCCTATTCAAAT----GTGAAGGT-TTGAGTGAGGCAGAAACCGCAGA-GTT-

AAAAAAA--AAAAAAAAAA-AAAAAAAAAAAAAA----ACCAATAC-TGTTGCCCTGCTGCCAAACCAGA-AAT-
AAAAAAA--AAGAAGAAGA-AGAAGAAGAAGAAA----GACTCCAG-AGGACACATCAAGAGAGTGAATA-TGC-



PVKW010064994.1 4711- : GGTGCAG--TGGGAATTGA-AAATTGTACCTGGA----GTGGGAAA-GGAGCGGAACTTGGAGAGGGTTC-CAT-

PVKW010057200.1 2732- : GAATGAG--GGAAACCTGA-ACTTGTAGAGGGGT----CCTGCAGT-ACCACCAAGAGTAAAACCTTGGG-CAT-
PVKW010003456.1 60260 : TGTGCCT--TTCACTTTGT-ACATGAAGGAACTG----TATTTTG--GAATAAGTGACTTACTTCAGTGT-CCA-
PVKW010018189.1 15531 : TATTACC--CCATAAGGTG-CTCCATATTTTGTC----CTAAATGC-CTCACTACTTAGCAGACAGTAAG-AAA-

PVKW010056884.1 507-1 : TCATCAT--TACTATGAGG-CTTCTATCCGTGGT----ATACAGAA-GCACTCTAAAATCTTCATTGGCA-AGC—
PVKW010008223.1 61938 : AAACACCTGTTTTGATGTT-GTTTGAGTTTTTTTTATAGTTTCTAT-TTCCTTATAACAGTCTTTCAGTT-TCA-
PVKW010010252.1 52163 : AAAGCCC--TCATGATTTT-CAAGATTCCCAGTG----TAATTAGT-GCTTGGAAAATGTCAGAGGTAAC-AAT-
PVKW010012863.1 11795 : AGCTATG--TCTCAGGCAG-CTTGGGACTCCTCT----GAGGAAAT-ATGGGTGAAACTCAAAGG-AACC-AAG-
PVKW010009466.1 61896 : CCACAAT--GTAATTATGC-TTTGCTGATAAGCA----TTAGAAAA-CTCTTAAATATTTTGTCTTTTAT-CTG-

PVKW010022074.1 8511- : GGGTTCC--TCCCCAGTCC-TGATAGAGTGGCCC----TTTGCCCT-ATGGAAATAGTCCATGGCATTTG-GTT-
PVKW010047508.1 11272 : CAGATAG--GATACCAACT-TTCATTTGGCAGAA----ACAAAACC-CATACAAATCATTGGCCAAGGGA-GCA-
PVKW010003663.1 4321- : TCAAAGT--ATCTTGAATT-CACACCCAGCTCCT----TCATAAAA-GCAGGTAATTGATTTATGATTCT-CAC-

PVKW010015580.1 24314 : GCTGGGG--AAGGGTCTGT-GCCCATAAAAGAGA----ATGCCCAC-CAGTAATGAAGTGGCTTCTTACC-AAC—
PVKW010000402.1 17966 : AATGCAT--GACTTTATGA-AGAAAAGGGATTTG----TTTGGTTC-ATGCTTAAATTAAAGAAGTAGAT-GTC-
PVKW010006337.1 68742 : CCCATGT--TCAACTCTCT-AGGTCTCATGTAAG----CCAGACAC-ACAAAGTGACACAAGCATGCAAG-GTT-

Figure S14. A. bullata-specific Dip copies with long (A.,) tails. Names of Dip_a copies are shown in red; all other sequences belong to subfamily Dip_b.
Nucleotide sequences are highlighted as follows: - _ _ and rudimentary terminators.



