* 20 * 40 * 60 * 80 * 100 *
Ves_alY consens GCCgAAACCGGTTTGGCTCAGTGGATAGAGCGTCGGCCTGCGGACTGAA&GGTCCCaGGTTCGATTCCGGTCAAGGGCATGTACCTgGGTTGCGGGCAC ATCCCCAGTaGGa
Ves aly 11-1
Ves alY 46-1
Ves aly 187
Ves aly 115
Ves aly 41
Ves alY 46-2
Ves aly 231
Ves alY 28
Ves aly 10-1
Ves aly 11-2
Ves_alY 40-1 :
Ves_alY 19 : ) GA AhP:L:T‘FGCrThLSG

AC
Ves_alY 20-1 AGAGCG AC
Ves_aly 13-1 GAGCG AC
Ves_alY 33 GAGCG GGAC
Ves_alY 56 GAGCGTCGG GGAC
Ves_aly 11-3 GAGCGTCGG GGAC
Ves_alyY 37 e):Nelole] GAC
Ves_alY 15-1 ) GAC LTGUGTTUCGJGL
Ves_alyY 23 : GA GCGGGCA
Ves_alY 52 : GTTTGGC A LTGUGTTGTGJGL
Ves_aly 31-1 “GGTTTGGCTC A CTEGGTTGCGGG

Ves aly 25-1
Ves alY 45

Ves aly 10-2
Ves aly 20-2
Ves aly 15-2
Ves aly 17-1
Ves alY 26-1
Ves alY 1l6-1
Ves aly 13-2
Ves_aly 12-1
Ves_alY_ 13-3 :
Ves_alyYy 24 HI( CAG f‘ ) GACTGAAAG CAGGTTCGATTC bGTCAAbiCATbTMFLTGuGTTuCGw
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Ves_alY 26-2 : ‘7 G ¢ ! SAG .7‘ > ‘,A AGE CAGGTTCGATT FbGTFAAbiF%TbTMFLTGuﬁTTG:GwGC
Ves_alY 25-2 : GGC
Ves_alyY 22 : CAGTGGATAGAGCGTCGGCC ey G CG G %AbiFMTbTMFLTGuﬁTTG:GwGC
Ves_alY 14-8 5 5 5 GGC
Ves_alY 25-3 : GGC
Ves_aly 11-4 : CAGTGGATAGAGCGTCGGCC G G CG G %AbiFMTbTMFLTGuﬁTTG:GwGC
Ves_alY 20-3 : [ ( GTC e G G GGGCATG TEGGTTGCGGGC
Ves_alY 10-3 > GC
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Ves_alY_ 14-2
Ves_alY_15-3
Ves_alY 31-2 :
Ves_alY 14-3 \TAGA GTCCCAGGTTCGATT

Q

Ves_alY 42 : ' G SGTTCGATT

Ves_alY 13-4 : AGTGGATAGA 3 3 GGTTCGATT
Ves_alY 181  : \TAGA GTCCCAGGTTCGATT

Ves_alY_ 11-5
Ves_alY_16-2
Ves_alY_ 32

Ves_alY_14-4
Ves aly 14-5
Ves alY 30-1
Ves_aly 12-2
Ves_alY 13-5
Ves_alY 11-6
Ves_aly 17-2
Ves aly 11-7
Ves aly 15-4
Ves_alY 15-5

CAGGTTCGATT
CAGGTTCGATT
CAGGTTCGATT

GGTTCGATT

\CCTG!




Ves_alY 40-2
Ves_alY 17-3
Ves alY 48
Ves aly 10-4
Ves alY 18
Ves aly 10-5
Ves aly 17-4
Ves alY 10-6
Ves aly 11-8
V al

Ves alY 14-6
Ves aly 10-7
Ves_alY 11-9
Ves_alY 11-10
Ves_alY 30-2
Ves_alY 14-7
Ves_alY 35
Ves_alY 17-5
Ves_alY 12-3

Ves_alY consens

Ves aly 11-1
Ves alY 46-1
Ves aly 187
Ves aly 115
Ves aly 41
Ves alY 46-2
Ves aly 231
Ves alY 28
Ves aly 10-1
Ves aly 11-2
Ves_alY 40-1
Ves_alY_ 19
Ves_alY 20-1

Ves_alY 56

Ves_aly 11-3
Ves_aly 37

Ves_aly 15-1
Ves_alyY 23

Ves_alY 52

Ves_aly 31-1
Ves_alY 25-1
Ves_alY_ 45

Ves_alY_10-2
Ves_alY 20-2
Ves_alY_15-2
Ves_aly 17-1
Ves_alY_26-1
Ves_alY_1l6-1
Ves_alY_ 13-2
Ves_alY_12-1
Ves_alY_13-3
Ves_alY 24

Ves_alY 26-2
Ves_alY 25-2
Ves_alY 22

Ves_aly 14-8
Ves_alY 25-3
Ves aly 11-4
Ves alY 20-3
Ves_alY_10-3
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GETGTGCAGG
GATGTGCAGGAGG

GATGT(
GATGTG
GATGTGC

GAT
GATGTGC

GATGTGC

GATGTG(

CAG

GTGC

ATGTTTCTCTCTC
ATGTTTCTCTCTC
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ATGTTTCTCTCTCATC
ATCGATGTTTCTCTCTCATC
ATCGATGTTTCTCTCTCATC

ATGTTTCTCTCTCATC
@TCGATGTTTCTCTCTCAT(

GATGTTTCTCTCTCATC
ATCGATGTTTCTCTCTC.

GAGGCAGCTGATCGATGTTTCTCTCTCAT
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160 * 180

GATGTTTCTAA
ATGTTTCTAA
ATGTTTCTAAC

ATGTTTCTEAFTCTCTATCTCTCTFLFTTC

ACTCTCTATCECTCTC

GATGTTTCTA
GATGTTTCTA
GATGTTTCTA
RGCATGTTTCTA.
ey
GATGTTTCTA
RGCATGTTTCTA.
FATGTTTPTH

G

CT

GGCATGTAC
r‘(A(‘GTT(GATTf‘ GGTCAAGGGCATGTACC

* 20

TCTCTGTAAAA?
TCTCTGTAAAA
TCTCTGTAAA
TCTCTGTAAAA
TCTGTAAA.
TCTCTGTAAA
TCTCTGTAAAA
TCTGTAAA.
TCTCTGTAAA
TCTCTGTAAAA

ATUTTTLTTGLTLTQTATLTLTLTLCCTTCCTLTLTUTAAAAA

0

ATCAA

* 220

AATATATTTAU
AAATATATTTAA.
ATATATTTAA
AATATATT
ATATATT
ATATATT
AATATATT
ATATATT

TAAA
TAA.
TAA.
TAAA
TAA.
ATATATTTAﬂ




Ves_alyY 27

Ves_alY 14-2 GTC GAC GCTG ATGTTTC R GATGTTTCT
Ves aly 15-3 GTGC CAGCTGETCGATGTTTCTCTCTCATC ATGTTTCTAACTCTCTATCCTCTCCCTTCOTCTCTGTA

Ves aly 31-2 G CAGCTGET GTTTCTCTCTC CRCTCTCCCTTCCTCTCTGT

Ves aly 14-3 : [&Nie G GCTG G GTTTC >T( G ATATATTTAAAAAAA
Ves aly 42 : T ATATATTTEAAAAAA
Ves aly 13-4 : [@\We CTGETCGATGTT T ATATATTTEAAAAAAA
Ves aly 181 BGATGTGCAGGAGGCAGCTGETCGATGTT T AAATATATTTAAAARAAA
Ves aly 11-5 : (@\We CTGBTCGATGTT T ATATATTTHEAAAAAA
Ves aly 16-2 : (@\e SGAGGCAGCTGATCGATGTE T GATGTTTCTAACTCTC ficTCTCCC “TCTG AAAATATATTTAARAAAA
Ves aly 32 : T GATGTTTCT ATATATTTEAAAAAA
Ves aly 14-4 T AAAAAA
Ves alY 14-5 T \AAATATATTTAAAAAAAA
Ves alY 30-1 GTGCZ TGATCGATGTTTC C TGTTTCTA. TCTATCCTCTCC TCTG C AATATATTT

Ves alY 12-2 GTGCZ "AGCTGHTCGATGTTTCTCTCTC GATGTTTCTAACTCTCTATCECTCTCCCTTCCTCTCTGTAAAAAATCAATAAAATATATTT

Ves alY 13-5 : "AGCTGHTHGATGTTTCTCTCTC TGTTTCT TCTATCRCTCTCCCTTCCTC CAATAAAATATATTT

Ves alY 11-6 : . CGATGTTTCTCTCTC SATGTTTCTAACTCTCTATCECTCTCCCTTCCTCTC AAAAATCAATAAAATATATTT

Ves alY 17-2 : ATGTTTC "TC TGTTTCT CTA C \TATATTT

Ves alY 11-7 : ATGTTTC C TGTTTCT CTA . cc C \TATATTT

Ves alY 15-4 ) ‘ TGHTCGATGTTTCTCTCTCAT G CTAACTCTC i ) AARTCAATAAAATATATTT

Ves_alY 15-5 ‘ GHTCGATGTTTC

Ves alY 40-2 ) ‘ TGATCGATGTTTCTCTCTCATC]

Ves _aly 17-3 ) ‘ TbAT(‘G TGTTTC

Ves alY 48 : ) T(JAT“TPTTTP CTCTCE

Ves aly 10-4 : ¢ T

Ves alyY 18

Ves alY 10-5
Ves aly 17-4
Ves alY 10-6
Ves aly 11-8
Jes al
Ves alY 14-6
Ves aly 10-7
Ves_alY 11-9
Ves_alY_11-10
Ves_alY 30-2
Ves aly 14-7
Ves_alY 35 :
Ves alY 17-5 : 5 G > ) G C Cl AAR v ATATATTTAA
Ves alY 12-3 5 G ) G ( ) C AAZ 2 ATATATTTAEA,
AAATATATTTAAAA

Figure S29. Consensus sequences of 81 tribes of young Ves_a. All copies correspond to Ves_al. The consensus sequence of the tribes (Ves_alY) is shown
above. The number of copies in each tribe is indicated in red. The names of six tribes that are less similar are highlighted in yellow and blue. The
consensus sequences of and Ves_a2 subfamilies are also specified.



