NW005871124.1_2324 23249
NW005872298.1 154206-154628
NW005871082.1_8797663-8798084
NW005871197.1_820729-821151
NW005871558.1 161777-162199
NW005871270.1_1325999-1326420
NW005872015.1_42007-42429
Nw005871071.1 8334330-8334751
NW005872280.1_42794-43216
NW005871051.1_12123379-1212380
NW005871114.1 1519274-1519698
NW005871058.1_8825394-8825807
NW005871048.1_14046359-1404678
NW005871486.1 214707-215129
NW005871461.1_285126-285545
NW005871114.1_4597735-4598153
NW005871067.1_3163046-3163468
NW005871086.1_3582561-3582981
NW005871329.1_399265-399687
NW005871110.1 2866830-2867255
NW005871207.1_2427652-2428071
NW005871169.1_1149881-1150303
NW005871067.1 5341238-5341657
NW005880354.1_4369-4792
NW005871107.1_4795163-4795579
NW005871048.1 31963432-3196385
NW005871636.1_156560-156973
NW005871228.1_2721458-2721881
NWw005871051.1 11353621-1135404
NW005871214.1 2312776-2313194
NW005872061.1_31900-32322
NWw005871271.1 1085664-1086083
NW005871556.1_400591-401007
NwW005871054.1_14577759-1457817
NW005871198.1_279261-279677
NW005871147.1_3498458-3498876
NW005871048.1_25928226-2592864
NW005871189.1_474665-475087
NW005871057.1_1196371-1196784
NW005871166.1_2433166-2433588
NW005871150.1_1463-1882
NW005871138.1_3298140-3298557
NW005871060.1_124157-1245
NW005871250.1_293148-293565
NW005871054.1_9498323-9498
NW005871124.1_1790518-17909
Nw005871147.1 2088418-2088839
NW005871413.1_381951-382368
Nw005871048.1_13323993-1332441
NW005872230.1_44956-45374
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AAAAGGTGCTCMATINNATGCCAATTCTG
TTCATATTCAAATTTGGGGCACCTTTR
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GTTGCCATTAAMACGETGCCCTAAAA
AGAACAAGTATTGT/NVAGAAAAATTA
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AACAAGATGATNNVVNICCATGGGCT
ATTTATGTTTTAWATGATCACTCT
ATATAGTATT%TGAAAGAT
TTGAAGGAATANSNTAGATAGTGTT
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ATGGCCAGI TG T TCCCTCARS
GGGTAGGATTTCWCTAGTATC
ACAAATAATTAGHEVVACCTGAGTTC
TTTACATTGTCTTIVWATATCTACH
CTTACTAGTTATMWGACTTTGGTA
ABTAAGTCAGTIMMAAATACCG
ARGGTATCCTTTHH G IGAGGAAGA G
TCTGATATCAATINVNSATATACTTT
TGGAACTCCTTTINIG
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JAAAAAATGGGGTGCCCTGGGTCAGTAAATAAATAAATACAAAAATAATTTCT
GTAAGAAGGAGGAGAGTTCTTTGCGACTCCCACTGGATAGCCTGGATGTAT
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NW005871048.1_31963432-3196385
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NWw005872061.1 31900-32322
NW005871271.1 1085664-1086083
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TATATATATATATATATATG CAACTATAAGTAGATAAATAT
IAAAAAAATAGTTTTATATACCACAAAATTCACCCATTTACATGTACAATTTAATGA
GGCAAGTGGCAGAAGAATATATATATATATATTAGAGGCCCAGT
WIAAAAAAAAAAAAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
AATA IAAAAAAAGATGTCATGCTTGTCATTGGCTATTTCTAAATACCCCAGAGAAGTTACA
T. T. T. T. T. T. T. TAGTTGCTTCCATTTTCC
AAAAAAAGTAAATACATTTCTATGCTTTGGAGACAGGCCCCAACCCCACTCCCTGG
IAAAAAAATTATTTTCGTTGCTACTTCATAACTGTAATTTTGCTATTGTTATGAATCG
T. T. T. GCTCCAATC GAGTGTTGCTGAATGGATAG
AAAAAAAAGTTAAACTTATTTACCAGGCAATGCTTTTAATTACCTAAAGAATTTAT
ACTTTAAAAAAATAATTCTGTGCTGCCTCTTTGATAGTTGCTAAGATAGATCTTCAAACTT
TAAAT. G T TGTATGCTTATCTATACAATTATCTGT
INTATTAAAAAAAGATGCATAATCCAATCAATACAATGTATATAATGCATAGGAGTCTCTTTTA
TATATTAAAAAAAAAAAAAAAAGCATGCCAGTGAGAAATCACAGGCGGGTGGGATTATTCC
fCATTAAAAAAAAGAATTATTAAAATCATTTACTATAGGACCTAGAATGGAAAAGACTGGARAA
GAAAAAAAAAAAGACTGTTTTGTCAGCCTGAGACCCAGAGTGAAGATGAGGCGAGT
AAAAAAAGAAAATAAATAGCTATATTTTTTAAAAAATAAAATTAAAAATAAAGT
AAAAAAAATAAACTTCTTAGTATTAGGTCTGTAGTTAGGATTAGAGCTAGATATACA
G TCTTGCCATTTGCAACAGCATGGATGGACCTATAGGGTATTGTGCTAAGTGA
ATCTATAAAAAATAAAAATAAAGGGACATTAATAATTTTTCTCTAAATGAGACCCAACATG
IAAAAAAAAGAAATTTTTGTGAAAAGCGTGCACCCCACCCCAGAGATTTTGATGCTG
GTTTATTAAGAG TTTTTTCAACAAAAAGTGAGAGTGAGGCCATGC
IAAAAAATTAAAAAAAAAAGAATAACAATCCACATTAAAGGACTTATATTCAGACAT
_ AAAAAAACTTAAAAAAAAAGGAATGATTATGATGGCTGAAAATAGTTCTTGAAGAT
NW005871556.1_400591-401007 ITATAAAAAAAGTTATTCTAAAAGTAGGATAATATACTTTATGGGAAAACAAACACTCATATC
NW005871054.1 14577759-1457817 : C ATTGTGGCTGGACAGACACAAAGCAGAAGTAAAAAAGGGATCCTAGACTCACACTCTAGTC
NW005871198.1_279261-279677 A/ ! T ( ( CT( IAAAAAAAATAAAATGATCACTCTAGCTTTGCCAGGTGAGAGCAAAAGTGGAATGAG
NW005871147.1 3498458-3498876 : ¢ JAAAAATTGAAAGATGAATTACAGTTTCAGAGCATTTTAGAACTCCAAGARAA
NW005871048.1_25928226-2592864 : L% ( ( CT( AAAAAAAAATAGATAGTGGCTGTATTTGTGAAACAAAGTTAGGCAAGCAAATGAATC
NW005871189.1_474665-475087
NW005871057.1_1196371-1196784
NW005871166.1_2433166-2433588
NWw005871150.1 1463-1882 HA 7 'C y IAAAAATGCCCTGAAGAGGATGAATTTCTGACTAAGTACAAGATATATAAAGACT
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NW005871138.1:32981%073298557 : C , JAAAAAAAAAAGAAAGAAACTAGTATCTATAAGAAAGCACCTAGGACCTAGGTCA
NW005871060.1_124157-124569 A/ AAAAAAGAAAGAAAAGAAAACCTGAGTTCAAAAGTGACAAATGAAAAATACATGG
NW005871250.1_293148-293565 HA 7 ! y IAAAAAAAATATCTACACATCACATTACTTATTGAAGAAGTTTGTTCAAAAATTTTTT
NW005871054.1 9498323-9498742 : b b CTCHC C C C JAAAAAAAGACTTTGGTAAGTTACCTTCTCTGTAAAATGGAATGCTAATACATCTACT
NW005871124.1 1790518-1790939 : C C N\CATTAAAAAAATAACAAGGTCCATCAATGGGAGTATTGGTCAGAGAGATGAGAATGGCCTGG
NW005871147.1_2088418-2088839 : G AAAAAAAGAAGAGGAAGAAGAAGAAAAAGGTAAAGATAAAAATTATGAACAGCAAA
NW005871413.1 381951-382368 : C C C IAAAAAAAAATATATATATATACTTTAAAATTTATATCTACATATATTTATATGTGTGTG

NW0058710é8.1:1332399371332441

NW005872230.1_44956-45374 AAAAAATAAAATAAAATAAAAATAAAATAAAAAATAAATAAAAAAGGTTAAACATATGA

Figure S31. Three relatively young Ves_b tribes in M. lucifugus genome. The names of copies of the three tribes are shown in blue, black, or red. The

nucleotide sequences are highlighted as follows: _, _, rudimentary terminators, and oligo(A).



