Dip_al
PVKW010029880.1_5939-6304
PVKW010123555.1_105-415
PVKW010025796.1 6249-6562
PVKW010031136.1_18232-18590
PVKW010512513.1_0-351
PVKW010014374.1_3172-3528
PVKW010004937.1_55362-55672
PVKW010068616.1_7282-7593
PVKW010019971.1 23823-24131
PVKW010035815.1_1680-2042
PVKW010071648.1 2103-2413
PVKW010012871.1_4677-4987
PVKW010062373.1_4521-4909
PVKW010117824.1_717-1027
PVKW010017875.1_2160-2517
PVKW010114290.1 1521-1837
PVKW010024039.1_17969-18280
PVKW010076367.1_3113-3422
PVKW010003904.1_40312-40619
PVKW010762154.1_0-256
PVKW010009938.1_56852-57161
PVKW010035511.1_15524-15834
PVKW010059132.1_1051-1424
PVKW010014211.1_3538-3844
PVKW010010117.1 17929-18238
PVKW010007795.1_60640-60995
PVKW010009058.1_5033-5343
PVKW010018275.1 6792-7156
PVKW010004236.1_59608-59918
PVKW010317879.1_257-520
PVKW010011019.1 19328-19639
PVKW010017996.1 26165-26470
PVKW010025399.1_26088-26394
PVKW010052169.1 1175-1526
PVKW010014669.1_36517-36829
PVKW010009837.1_2859-3163
PVKW010040824.1 16748-17102
PVKW010039548.1_1210-1512
PVKW010013864.1_43684-44030
PVKW010038710.1_1024-1390
PVKW010093353.1_1222-1599
PVKW010043016.1_1774-2133
PVKW010001104.1_70627-70981
PVKW010033826.1_17327-17688
PVKW010031454.1_10908-11280
PVKW010027811.1_2558-2868
PVKW010000312.1_6823-7131
PVKW010002277.1_51663-51947
PVKW010177368.1_713-1059
PVKW010001669.1_82795-83102
PVKW010028655.1_918-1227
PVKW010021718.1_34140-34508
PVKW010012382.1_50706-51000
PVKW010009322.1_17203-17549
PVKW010054064.1_3936-4288
PVKW010055721.1_651-961
PVKW010002098.1_79231-79520
PVKW010020247.1_8618-8920
PVKW010014293.1_38902-39209
PVKW010038451.1_447-758
PVKW010018145.1_23709-24082
PVKW010054819.1_3957-4267
PVKW010001947.1_23503-23807
PVKW010046559.1_8571-8933
PVKW010004641.1_38510-38871
PVKW010044890.1_8790-9096
PVKW010004620.1_31405-31712
PVKW010014263.1_26957-27301
PVKW010031182.1_1824-2168
PVKW010026462.1_3826-4122
PVKW010010360.1_15040-15330
PVKW010022364.1_26739-27018
PVKW010509200.1_44-370
PVKW010009771.1_29586-29931




PVKW010022035.
PVKW010003598.
PVKW010038974.
PVKW010040664.
PVKW010006052.
PVKW010003028.
PVKW010005157.
PVKW010015487.
PVKW010051513.
PVKW010013362.
PVKW010039040.
PVKW010003674.
PVKW010028858.
PVKW010035377.
PVKW010555558.
PVKW010038365.
PVKW010046882.
PVKW010012048.
PVKW010021592.
PVKW010022726.

Dip_al

PVKW010029880.
PVKW010123555.

PVKW010025796
PVKW010031136

PVKW010512513.

PVKW010014374
PVKW010004937

PVKW010068616.

PVKW010019971

PVKW010035815.
PVKW010071648.

PVKW010012871

PVKW010062373.
PVKW010117824.

PVKW010017875
PVKW010114290

PVKW010024039.
PVKW010076367 .

PVKW010003904

PVKW010762154.

PVKW010009938

PVKW010035511.
PVKW010059132.
PVKW010014211.
PVKW010010117.
PVKW010007795.
PVKW010009058.

PVKW010018275

PVKW010004236.
PVKW010317879.
PVKW010011019.
PVKW010017996.
PVKW010025399.
PVKW010052169.
PVKW010014669.
PVKW010009837.
PVKW010040824.
PVKW010039548.
PVKW010013864.
PVKW010038710.
PVKW010093353.
PVKW010043016.
PVKW010001104.
PVKW010033826.
PVKW010031454.

PVKW010027811

PVKW010000312.
PVKW010002277.
PVKW010177368.
PVKW010001669.
PVKW010028655.
PVKW010021718.

1.27915-28208
1.18098-18382
1_8575-8944
1-8102-8402
120268-20573
1.21493-21804
1-72017-72319
1732749-33100
1_2567-2876
1°12901-13211
1°16521-16830
1 22085-22445
1-9066-9427
1°12469-12808
1_1-298
1-19-316
18208-8491
1_4370-4719
1-33946-34250
1731844-32139

1_5939-6304
1-105-415
.1-6249-6562
.1-18232-18590
1 0-351
.1-3172-3528
.1.55362-55672
1 7282-7593
.1723823-24131
1 1680-2042

1 2103-2413
.1_4677-4987
1_4521-4909
1_717-1027
.1_2160-2517
.1-1521-1837
117969-18280
13113-3422
.1740312-40619
10-256
.1.56852-57161
1_15524-15834
1 1051-1424

1 3538-3844
1-17929-18238
1_60640-60995
1_5033-5343
.126792-7156
1_59608-59918
1_257-520
119328-19639
1.26165-26470
126088-26394
11175-1526
1_36517-36829
12859-3163
116748-17102
1 1210-1512
1-43684-44030
1 1024-1390
1.1222-1599
1.1774-2133
170627-70981
1.17327-17688
1.10908-11280
1 2558-2868
16823-7131

1 51663-51947
1-713-1059
182795-83102
1_918-1227

1 34140-34508

CCCATTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCARRTARATARATARAAAAAAAA A2 AAAAAAA

TCCATTCTCTCTCTCTCTCTCTCTCTGCCTCTTTCTCTCTCTCTCTCTCTCAAATCAGTARATAAAAGAAAGCAGGCATTAAATTTATCTGTATCCAAACCTATCAAATTTCCCATCTTTAATTTGAAAAATCAGTTGGGA-~

CCCATTCTCTCTCTCTCTCTCCCTCTTTCTCCCTCTTTCTCTGTCARATAAACARAATAAAAATAAALTAT GATTTGTAACCTCTGCATCTGGTATTTCATCCCATCACTGGGCTAACCAAAATAAGGGAATGGT-—-—~
CCCATTCTCTTATCTCTCTCTCTCCCTTTCTCTGTCAAATAAAT TAATAAAAATAAR, IAAAAATTCATTATTTACTTGCAAGCATAGAGAAAGAATGAGAATGAGCACACCAGGGCCTTTTGCCTCCTCAGGT

CTCTCTCTCTCTCTCTCTCTCTCTCTCATTCTTTCTCTCTTCCTCTCTCTCAAATARATA, AAAAACTGGGCATTTGATCCAAATGACATGGAACTCTAGATTGATTCTCCCCTTTGGTGAGCTGTCCCTGTGAA-

CCCATTCTCTCTCTCTCTCTCTCTCTCTCTCACTCTGCCTCTTTCCCTCTCTCAAACAAAAAAAAAATTAAAAAATAAATAAATAAATAAAAAATAAAATATACTAAAAATAAATAAATGA_ATTTACTTTCG—

CCTGTTCTCTCTCTATTTCTCTGTCTCTCTCTGCCTCTTTCTCTCTCTCAAATAAATAAATAAAATATATTTACAACA-AAAATATGATTTGTAGATTGAAACACAGTCAAATACTTTAGGCAAAATGGGATAAATA*
CCCATTCTCTCTCTCTCTCCCTCTTTCTTAAGTAAATAAATAAAATA_AAAAAGTCATATATATTGTGACTTCAATATCTGAATTATCCACAGTGAGCAAATCCAGACAGGGAGGGGAGGGCGGGAAGGGGGAG*
ACCATATTCTCTCTCTATCTCTCTCTGCCTCTTTTTCTCTCARAATAAATAAGTAAAATATAAGAAAAGAACAAAAAAAGAAAGGAAATTTCTTAGAGCTCAGACAACTTTTCACACACATAAACTGACCACGGATGCATCT-—
CCCATATTCTCCCCTCCCCCTTTCTCTCTCTCACTCTCACTCTCGCTCATCTCACAAATAAATTCATTAATTAAA_AAAAGAAAAAAATATGCGCACTATCTATGCTTAGGGACAGTTGTCTAGGAAACTCTGA*
CCCATTCTCTCTCTCTCTCTCTCTCTCTTTCTCTCTCTCTCTCTTCCTCTCTCTCAAATTAATTAATTAATTATAT TAATAAAAAAAAACCCAATAATGCAGAAAGCTGGGGGATGGCTCCGGTGGGTARAGTGTTTGACA-
CGCATTCTCTCTCTCTTTCTTTCTCAAATAAATAATAAAAAA, TTTGAGAGAGACAGAGAGAGGGATAGATAGGTAGAGAATAGGCATGCCAACAGCCTCTCAGCCTCTGTGAATGAACCCCAGACGCGTGCGCC-
CCCATTCTCTCTCTCARATAAATAATAAAAAATATTTCTTAAAG AAAAATATTGTTTGTCAGCAAGGTGGGGGGAAACAGGGAGGGAGAGAATAGCATACCAGGGCCTTCTGCCACTACAAGCCTACTCCAGA-
CCTTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTCTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTCTCTCTCTTARATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAGACTCTACAGC--

CCCATTCTCTCTCTGTCTATCTCTCTCTCARATAAATAAATAAAN.

TACAAAAGTGCCCAGGATATAGCTCAGTAATGGGATACTTGGCTAGGTTCTGGATTCAATCCCTACCTAGCACCACATAAT -~

CCATTCTCTCTTTCCCTATCTGCCTCTTTCTCTCTCTCTGTCTCACACTCAAATAAGTAAAATTTAAGTAGAATACTTTAAAAATGATATCAAGATAATTCTTAGCTTACAGCTTCATAAAAATAGACCAGATTTGGCCCT -~

CCCATATTAATTCTCTCTCTCTCTTTCTGCCTCTCTCTCATGGATAGATAGATCGATAA A G T TAAAA A AR AR TARA

TTAGTGGAATCTTAGAATCCCTAATAAAGGGTCTCTCATTATC-—

CCCATTCTCACTCTCTCTCTCTCCCTCTCTATGTCTCTAATAAATAAATAAATAAATAAAAATAG AATAAA-CAGGTCTCAACTGAAGCTAAGAAGATCTCATCCCCTCCTGATCATGTCTATACCCTCTGATGCTC——
CCCATTCTCTCCCTCTCCCTTCCCCCCTCTATCAAATAAATAAATTAAATGTAAACAAAAAC_GTGAATAACTCACCTGATTTAGACAAGGGTGGGAACCATATAAACACCAAGCTACTTATAGTTGTCATCGATT——
CCCATTCTCTCTGGCTCTCTCATARATAAATAAATAAAAATTT. TTAAAAATATATATAACAAAAATTAAAAATGCTGCCATGTCAATATCCAGCAAGGGCCAATCTTCTGACTCAGAAATGACACCTTCTGGCT

CCCATACATTTTCTCTCTATTTATGCCTCTCTTCC GAATAATAAAAATAACC. AATAAA-ATTGACAACTTCCATACATGTAAACAGTTTGCCATGATCATATT—
CCCATTCTCACTCTCTCCCTCTCTCTGTCTCTAATAAATAAAATAAAATAAAA- GGACAGTGTGATCAGAAGGAGCAGCTCATTCTTAGCCATAGGGAAAGAGCTGGGTGCACCCACAGCAGGGTCAGCA

CCCATTCTCTCTCTCTTTCTCTTTTTCTGTGTGTGTGTCTCAAAAATGAATAAAGAAATAAAAAGCAATGGATTTCTGGATCTTCATGTGACAAGATTATGCCTATCATTTCTAGTAATAGTAACTCTGTTAACTTTTAG-
TCCATGCTCTCTTTCTCTCTACCTGCCTCTTCTTCTTCTCTCTCTCTCTCTCTCTCACACACACACAAATAAATAAATTAA_AAACATAAGAATTTTTTTGCACTTGTGTGGTATGTGTGTGCATGATGTATGC—
TTCTCTCTCTCGCTCTCTTTCTCTCTCTCAAAAAAATATAAAAAAGAATCACCCAAGCTCCTGTAAGCAACCTCGCACCCTGCCCTGTGTAGGTAATCAAAATAAATTCATTGGTTAACCAAAATTGGTGTTGGTGCAATC
CTCTCTCTCTCTCTCCCTCCCTCTTTCTCTCTCTCAAATAAATACACAAAATAA_GAACCTTACCAATAAAGAAATGATAAAAGTTCAAGGTAATAGATATGCAAATTGCCCTGATTTGATTACTCGCAGTGTATAT—
CCCATTCTTTCTCCCTTCCTCTCTCTCTGTATCTGCCTCTCTCTTTCTCAAATAAATAAATAAAAATA_AAAAGAATCACTGCTAGAATAATCTAGGAGCTGCTGAAAGAGTTTAAAATGCTACACAGGAGTA—
CCCATTCTCTCTCTCTCTGTGTGTCTGTCTCTTAAATTAATAC_AAAAAAGAATGAATGAAAACGAACAGCTCAGAAGCATTTAGAATTATCAAGGAGGGCTTCTGGATAGTGTCTTCACATCTGGGGGTTGTG—

CCCATTCTCATTCTCATTCTCTCTCCCTCTCTCTCTCTCTTCCTCCTTCCCTCTGTCTCTAATAAATAAATAAATGAAAATAAAATCTT.

G TCAGT.

G

GAG GATGATAAAAGTAAACTGA-

CCCATTCTCTCTATCTGTCTGTCTCTCTCTCTCTCAAATTAATTAATTATTAA
CCCATTCTCTCTGTCTCTCTATCTCTTTCTGCTTGCAAATAAATAAATTAAARAA
CCCATTCTGTCTCTCTGCTTGAAAATAGATAACTTTGTGTGTGTGTGTGA
CCCATTCTCTGTGTTTTCACCCTCCCCTCAAATGAATAAATAAAAAARAAA
TCCATTCTTTCTTTATTTTTTTTCTCTCTCTCTCTCTCAAATAARATACTTTTC]

CAAGGTAGGGTCTCACTCCAGCTCAGGCTGACCTGGAACCCACTATGTAGTCTCAGGGTGGCCTCGAACTCACAG-

TCCATCCTCTCTTTCTCCCTCTCTCTATCTGCCTTTCTCTGTCCTCTTARATAAA CTTTGGTTTTGCCAGGTAGAGTCTCACTCTGGTCCAGGCTGACCTGGAATTAACTACGTAGTCTCAGGGTGGCC
CTCACTCTCACTCTCTCTGTTTGCARATARATAAAAATAC GG TTTGTTTGTTTTGTTTTGTTTTGTTTTGTTTTTCAGGGTTGGGTTTCACTCTAGACCAGGCTTACCTGGAATTTACTATGTAGTCTCAGGGTT-
CTCTCTCTCTTTCTTTGCCTCTTTCTCTCAAATAARTARATAAATAAA T I~ »AAATTAGATGCATCCCAGGAAGGACCATGGGCAGTAAAGAAAGTGT TATATAACCCAAACCTGTCGATGAAACCAGAGGGAC-
CCCATTCTCTCTCTGTCTGCCTCTCTTCTATCTCTCTCTCTGCT TGCANATAAATAAATARATANATARAT TAATTAATTAAT TAAAAAABIAAGAAAAAAAGAATGC TAATGATCATGTGAAAGCTCAGGAGAATGA -
TCCAATTTCTCTATCTGCCTCCCCTTCCCTCTCTCTCAAAATAAGTAAGTAAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCTTGGCACAG-
CCCCTTCTTTCTCTCTCTCTTCCTCCTTTCTCTCTCTCTGANATARATAAATAAA T A I 2 2 A GAATAAACTTGCTCCTTTTATCCACAGCAAAACTTTGACCAGCCTTTCCCTCCTGCAACAAACACCTGTT -~
CCCATCCATATATTTCTCTCTCCCCCTCTTTCTCTCAARATAAATAAATAAATAAATGTAAATAAATAAAAAAATTGCCTACTTTATGTAGTATCTAGCTGTTGTTTTGGAATATCTAGTGTCATGCCAACAGAATGCAAA-
CTCATTCTCTTTCCCTCTCTCTCTTTCTCAAATCGCTGTCTCTCTCTGTCTCTCTCTCTCTCTGCTTGCARATARACAAATAARMMAAAAAATTTTTTTAAAAAAAGAAGACACCATGATTTTTAAACCTGGCATCAAAT-
CCTAGTCTTTATCTGTCTGCTCATTTCTCCCTCCCTCCCTCTGTGCCTCTCATA RATARATAAATARATAAATAAATARATARATAAATARA T AACATCCMMAAAAAT TTGAAAAAAAAATTGCAAATAAAATTCAC

CCTATTCTCTTTCTGTCTGTCCCTCTTCTCTCTCTGTCTCTCTCTCCTTGCAAAT:

CAAGTTAGGTAATTCACACAAAGCATGAAAAGATCTCACAGATTATTTAAATTGTATCCTCCAAAC-
CCCATTCTCTCTGTCTCTCTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCACACACACACACACACACACACACACACACACACACCTATGGATGTGAGTGCAGAAGGTGAGGAGARAACTCAGAGTGGAGATGG-~

CACATTCTCTCCCTCTCTCTCTGTCTGTCTCTCTCTCTCTCTCTCTCTCTGACACTTTCCCTCTCATARATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATATCTCARACGTGGTAACAGAGTTAAGAAC--———

CCCATTATCTCTCTCTCTCTCATTAATTAATTAAATATTTTAAATGGCAGGCAACATTTCTCACCTGCCCTAACCCATCCAAAGGGAGGCACCTTCACTCTTGGCCAGAAGCCCACTGCTTCCTGACACATGTCATCTTAG-————

CCCATTCTCTCTCTCTATCTTCCTCTCTCTCACTGTCTCTCAAATAATAAATAAATGAAAATTAAAATTATTAAAATGATTGCTAAATGTTAATGACTAATGACTATATGTTAATGTTATAATTAAATTAATGACTAATTA-—
CCCATTCTCTCTCTCTCTCTCCCTGCCTCTTTCTCTTTCARATAAAAATATAAAARATAAATATAARACTGAACTAAGAAACTATAGAGAGGTTCAGTGACTTTCTCAAGGAAACAAAGTGGAAAGAGTGATAAAGGGAGA -~

CCCATTCTCCCTCTCTTTGCCTCTCTCTCTCTCTCTCTTTTACTCARATAAATAAAAATAAAAAAAAATATT. TTGTTGAGAACATTTC.

TAAGACACCCTTCAAATTCTAGGGTGTGCACTGCTCACTTT---——

CCCATTCTCTCTCTTCCTTTCTCTGTCTGARAATAAATAAATAAAAATAAANTCTTGAAAAAAAAAAAACCCCAAAGATACAGTCCAAGCCACAAACAGTATAGTTTGGAACAGGTAGACTATCTGCTAGAGGACAGCACCT----—

CCCATTCTCTCTTTCTCTCTCATARATARRTAAAAACAAAC/ ~ A AAATAGCATATGTGGAAATGAGCAAGTATGCTGCTTTCCTGGTGAACATGATATCAGCATAAGGGTGAAGGAGACAGACACTGAGG -~

CCCATTCTCTCTCCCTTTCTATATGCTTATTTCTCTCTCTCTCTTTCTCTCTCTCTTTCAAATAAATAAATAAAAAATTAAAACTATTAGAT.

CGGCATG

T

GACAGGGGTTAATGGGGAAGAAGAGTTGTC--



PVKW010012382.1 _50706-51000 CCCATTCTCTATCTGCCTCTCCCTCTCTCTCTCTCAAACARATAAAATAAAATATATNENENANAAATATTTATTTCTGACTCTGTCAGCCCATCTCTAACAATGGGCCATGACTCTGAATGTCAATCAGGCCCTCTC----—

PVKW010009322.1_17203-17549 AAAAATCTTGGAAGTGGCAACATAAAACAAAGCTCTCACCTCAAAGGGAGCCAAATACGCGTGACCATGAC-

PVKW010054064.1_3936-4288 AGTTTGAAATTATATTAGCTAATGCAAAACCCTAAATCAAATCAATGTTTTGTTTTTTTCATTTTTCGGTTTTT—————
PVKW010055721.1_651-961 CCCATTCTCTTTCTCCCTCTGTCTCCCTTTCTCTCCTTCTCTTTGCACATAAAAAAAAAATTAACTTAAGAATAAACTAGTAGGATTGTTCGGAAAATCTAGGGTTAAACAGCAACCCTCCTTTTATGTATTTTTCCTTTA--——~
PVKW010002098.1_79231-79520 AAAAAATTTATTTGTGCATGTGTATACATATTTGTATACATATATATGTGGGGGTGTGTGCATGTATATAGAGACCAGAGATCAACA-————
PVKW010020247.1_8618-8920 CCTAGAATATATGTCCAGATATATTTTTTCTGCTCTGTTCTTTCCTTTCTCTTCTGGAATTCTGAATAATGT - —-——

PVKW010014293.1_38902-39209 AAAAN A AGAAAAGC TTCCTAAAATTCTAAGATAGARAGAG, GA-
PVKW010038451.1_447-758 TAATAAAAGTATGCACACACAGTGATTGACACTACCTACACAAGACCTGCAATATAGAAAGAGARAAATGCT-
PVKW010018145.1_23709-24082 CTCTTGGGGTCT. TAATCARRTARATAGATACGGTATGATTCCAAGAACATGCCATTCTAGGCCAGTGGTCACTGAGATGA-

PVKW010054819.1_3957-4267 CATAATTTTTTTGATAAGGAGCTTATGAGAAGT. GAACCTATGATGACACAGCTAGATGGTGAT-----
PVKW010001947.1_23503-23807 CACATATTCATCCCCCTCCCCTTGCAAATAAATTAAAAAAAATTTAAAAGTCCACATAAGTCCATGGGGGATATCTGATTCTAACCACCACAATCCTGTTAGC TATG TATGCAAGAGATTCCACAG TATAC-----
PVKW010046559.1_8571-8933  CCCATTTCTCATTCATTTTCTCCCTCCCTCCCTGCCTCTCTCCTTCTCTCTCTCTCAAATGAAATTAAAAAAAAAAAAGATTTGTATCATTTCAGCCTCCTAACTGATCTTCTATTTACTGTCTAAGCTTTCTGAAGTTAA -~~~
PVKW010004641.1 38510-38871 CCTCTTCTTTTCCTGTCTGTCTCACTCCCTCTCTCTGGCTGTCATTTCTCTCTCTTGAAAATGRATANARAATAAA TAGANATARATARAAAGTCAGAAATATCAGTTATGAAATATTCTATC TAGGAACTTCCAAGTCA- -~~~
PVKW010044890.1_8790-9096  CCCATTCTCTATCTGCCCCCCTC. TTTAAGAAAGAAAGAAAAAGATGTAATAGTTATGTGGATAGTAGT TTATACTCAATGGGATCAATCACATGAGAAGAACATATGGAATAAAGAGATCCTAATAAATGGTT-
PVKW010004620.1 31405-31712 TCTATTCTCTCTTTCTCTATCTCTCTC GAAAACACACCACAATTCTAGAACACACACAGTACGAAATCATGAATAGCTAGATTATTTTCAGGTCTAGAACAAACAGARAT -~~~
PVKW010014263.1_26957-27301 CTCTTTCTCTCTTTATCCCTCTCTCTGTGTCTCT| -
PVKW010031182.1_1824-2168 CCCATTCTCTCTGTACTCTATGTGCCTATTCTTCTCTTTCTTTCTCAAATAAGT -
PVKWO010026462.1 3826-4122  CATCAGCTATTACCAGGCAAAGTTGAAAGGATCACAAATCATTCCACTCAGATTCATTTAACTCAAGTTGCAAAGGTTTTCCAAAGCCATAAGAATCAGGAGAGTAAGATGTCTGAATCAAACAAATARATACAACCTTTA-———-
PVKW010010360.1_15040-15330 CCCATTCTCTCTTGCTCTGCCTCTTTCTCTCTCTCACTCTC. TAATAAAACTTGAGAGTGAAACTGTACCTT cc TAAATAAATAAAT, TTT TCTAGAC-----
PVKW010022364.1 26739-27018 CCCATTCTGTCTCCTCCCTTTCAAATAAGTARATARATAC TATTTATTGCCGGGTGTGATGATGCACACCTTTGATCCCAGTACTCAGGAGGCAGAGGTAGGAGGATTGCTGTGAGTCCARAGCCAGC-————
PVKW010509200.1_44-370 CCCATTCTCTCTCTCTCTCTCTCTCACTCTCTCTCCCTCTTTCTCTCTCTC GAGACACTGAATAGCTGTAAGAAACTATCTCAATAAACCAGGTGTGGTGGTACATGCCTTTAATC-——-—
PVKW010009771.1_29586-29931 CCCATTCACCCTCTCTTCCTCTCTCTCCCTCTCTCTGCCTCTTTCTCTGTCTCTC AARAGARGARAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAG--—-—
PVKW010022035.1_27915-28208 CCCATTCTCTCTATCTCAATCTTCCCCTCCCTCTCTCTCTC. TG GAAG TAACCTCCAACTCAACACTCAAAATCAGAGAATCAGGCTTCA----—
PVKW010003598.1_18098-18382 TCTGTAAAAAAATTTTAACACAATAACTTTCCTAAAATTAACGAAATATTTACTGTCATATTGGATACAGAACATAACAGTAGA-

PVKW010038974.1 8575-8944 2 AT AR T AAATAAA -GS 2 T TTTTTAGAAACTAACAAAGTAGTATTAGCAACT TAGGCTGAGGAGATG-————
PVKW010040664.1 8102-8402 TGAGAAAAGTTGATTCAAAGTATAATGAAAGACATAGACATTTGAACTAATTAGGTAAAACGAAAACCATTAACAATACAAG- -~~~
PVKW010006052.1_20268-20573 A~ 2 2 ATTAAAAATCAGAATTAAGGAGTAATAGTAGGATTTTGGTTGAAAAATGAGAAGAAACTAGTATTACTAACA— -~~~
PVKW010003028.1 21493-21804 GTATTTGTTTTTCTAGTCCCTCTACCAAAAAGATATATCATTTTTTCCCTTTACATAGCTAAGTATTGTTTTTARAAAGTATCC-————

PVKW010005157.1 72017-72319 TCCATGGTGAGCCCCCCCACCCCCGCTCTCTTCTTGAAAAAATATACAGGCCTAGGATATCCAAACATATCCTCAGCAAAAAAGTGCTCCTGGAGGTATCACCATACCCAATCTATATTACARAGCCACAGTAACAAAAAC-———=
PVKW010015487.1 32749-33100 CCATTTCTCCTTCCTTCCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCCTATCATCATCATCATCATCTATTATCTATCATCACCTATCATCTATCTGTCTAATCTTCTCTTTCCT—————
PVKW010051513.1 2567-2876  CCCATATCTTTCTTTCTTAAAGAAGTAAAACCTGTCTGTGGGATCTATTTTTATCTCTTGGGTACTGACTGATTCCATCCTTCCTTTTACTTTTTCTCTGTGTCTGTTTCTATGGAGACACTTCCCCCGGTGATAGGCCAT -
PVKW010013362.1_12901=13211 CCCAGAGTCTCTCTTTTTCTTTC. FATTAAAAAAAAGAATGAAATTTATCATGCAAACTATTTAGAAGCTGTTCATTTTCAACTGCTCCTTTTTATTGTGAGTGTGTGTGTATGCACGCATGCATGAAT -
PVKW010039040.1 16521-16830 CCAATTCTCTCTGCCCCCTCTGT AGAAAAGTAAGTGAGTTAATATTTGTAATATACCAAAGACATTGCTTTGCATATAACACATACTATATAGATGTGTGGGCACACATGTGCGCATGTGTATATGTGCTTAA
PVKW010003674.1 22085-22445 CCTGCTCTCATTCATTCACTCACTCATTCACTCATATTATCCCTCTCTTCTTGCARRBAAATACATAAAATTATATTGCTGAAGACACCATGTGCTGCTGACATAGAACAGAGATCTACT TTGAATGCAGAAGAGAGCCAC -~
PVKW010028858.1 9066-9427  CCCAATATGTTCCTCCTTCCTTCCCTCCTTTTCTTCCTTCCTCACTCCCTCCTCCTTCCTCTCACTTTTGAGTCTGTTTCTAAAAAATGGAAGAGTTTTARAGAATGGATAAAGAAARACATACAGGAAAAACACCAGAT-
PVKW010035377.1 12469-12808 CCAAGTTCATTTTCTCTCTCTTTCTCTCTCTGTTCTTCTCTCTATATACCTTTCTCTTTCCTTCTCTTATTTTTCTCATATTTTCTCATATTTTTAAACACAATGTTTTTTGCACAACTTGTAGAARAAAAAATGGACACT ——~ -
PVKW010555558.1 1-298 CCCATTCTCTCTTTCTCTCTCTCTCTCTCTCTCTCTCTCTCARRTARARAAGGAAAGAAACAGGAGGAAGGCTGGCTGGAGATAATGGCTCTGTAGTCAAAGGTGCTTGATGCTTGCAAAGCCTGTAGGCCCAGGTTATAT -~ ———
PVKW010038365.1_19-316 CCCATTCTCTCTGTAGCTGGGTGTGGTGGTGTGAGCCTTTAATCCTAGCACTTGGGATGAAGAAGTAGGAGGATCACTGTGAGTCTGAGGTCACCCTGAGACTGCATCATGAATTC TAGGTCAGTCTTGGCTAGAGCAAGA-——-—
PVKWO010046882:1_8208=8491  CCCATTTTCTCTCTCTTTCTCTCTCTANATARATAAA NN/ AAAAGGAAGTGTTTGGACAGATGT TGTCTCTTAATACTAGAAACAAAGCATGGAGAGAAATCTCGCCTTGCTTTCCATTACATCCATTTCTAAAT -~ ———
PVKWO010012048.1 4370-4719  CCCATACTCTCTGTCTCTATCTCTCTCTCTCTGCCTCTCTCTGTGTATCTATATCTCCCTGCTTGTGARBARATA AN~ TCAGATACATAAATCCACACATAATAATCTTAAATTATATTATAGT TTTAGAACT -~
PVKW010021592.1_33946-34250 CCCATATGCACGCATGTATGCACACACACAAATAACARRBARNCATAGTTAAGCTCCACTCTCTGCTTTGACCACCTTAGCTCCATCTTTCTGGGCAGTCCTCAGATCTTCAAGCCATTTCTCTCACATGTAGGAGTGAGG————-
PVKW010022726.1 31844-32139 TGTGCGCACGCACACGCACGCCCGCGCGCGCGCACACACACACACACACACACACACACACACACATAAGTAAAATTAAAATARACCTTTCTTCCTGTTGCAGCTACCTGCTCATTGCTGGACAAACACCCAACCAGGAGC-—-~-

Copy number Proportion
T* copies 46 49%
Conventional T* copies 15 16%
T~ copies 33 35%
Total 94

Figure S8. Random Dip_al copies from the A. bullata genome. Nucleotide sequences are highlighted as follows: -, _, -

, rudimentary terminators, and oligo(A). Conventional T* copies do not contain either a terminator or an oligo(A).



