* 20 * 40 *

PVKW010018149.1 : BAGTGTTCTACATCCTTAGCCATCAGGGANATGCRART TN ccAcTTccAEE
PVKW010058697.1 : GCACACTTTTTGCACAAGCATGAGHCTCACCCACKTLR
PVKWO010011564.1 GAGAGTCTTTTATCAAATTAAGCAETTTGTGATCETT‘
PVKW010023918.1 : GCTTATGAGGCCCTGGGTTCARTCECTAGCACTGCANATH
PVKW010006669.1

PVKW010023091.1 : CAGAGTTACAAGTCAGCCTEGGCTRGAGARCCTGTCTC
PVKWO010088154.1 TTGAAATGTTGACATGCATTAEATCTTACTGAGCTTT‘
PVKW010001793.1 : ATCCTTCCTTTCACATTAGTTA

PVKW010002836.1 GGATGcTAGAACATTTTAAAAETACTGAT;CCATaTTTnA
PVKW010031242.1 : CTGGCTACATCTGAATGCATGH TATTTAAACAIVY
PVKW010050583.1 TTTGAGGCCAGCACGGTCTGCETG GACCCTGGTTCIY
PVKW010050583.1 : AAAATAAAAAAGTTTTAAATGTGTTRAAANIAAARNALG)
PVKWO10073914.1 : CTAGACTGAGACTCTGCCTCCRARTIAAALVIARA AL
PVKW010013956.1 CCTACCTCAAAAAAAACAAC
PVKW010025768.1 : GACCCTACCTCGCAAAACCAAMAANVAAATNAAANATNY
PVKWO010026383.1 : AAAAAAAAAAAAAAGCCAGICTGTTTGGCTTGCCTC/LYIA
PVKW010010549.1 GTGTGCGCCACCACGCCCGGCEACTEAAAE;ATTTTTG V.|
PVKW010013613.1 : TTTGCATATATTGGATCATATTGTGTTTGAWTGGTCTTH
PVKW010005190.1 : TAGAGTAAGACCCTACCTCAANAANVVAAAN AAARNAINY
PVKW010000952.1 : AATACAACATAAATAAAATACHATEVAGTTCTCARTLY
PVKWO010049569.1 GAAAGAAAGAAAGAAAGALAGIAAGAIVGAALNGEVT
PVKW010038325.1 : TAGAGGGGTCTICAGTAACTGTGAMJATTTATGTGCHTG
PVKW010020003.1 : AGTGAGACCCTACCTTGGGGARAALAAAINVAAARA.LY
PVKW010010655.1 : GGGTGAAGTGGCAGTAGGTTAGCTGCCTGTGCTCHALY
PVKW010000554.1 : TGAGAGAAARAACTAATGGCARGTATTTTMATTTTGTG)
PVK010029039.1 : AATTGAAGATATATGCAGATGGTTIVIAAANAAANAIN
PVKI010001221.1 : GAARATAGGGATATACGCTTACAGCHAAANIAR ALALY
PVKH010000122.1 : ATCTCTGTGTTGCCAAACTTATCATHTTANATAATTGTTTE
PVKW010035281.1 : CCCTGGATCTAGAGAACAGTCAATAVATGA:VAAANAIY AAAMAAAACA
PVKW010020074.1 : AGACCTTGATTCCAAAARAAAIANIAAANIARA AN fanannccnlS
PVKWO10008333.1 : CCACTTAGTTATCAAAAAAAANANNVIAAANIAAA AN
PVKW010031120.1 : CCAGTCAGTCTAGCCCAATTGGCCHWTGAMNAGACCATTTC
PVKW010047270.1 ACAAGTCATGGAAGGAAATGGGAAH‘TATG‘CTCETCHT
PVKW010002061.1 TGTAGATTCAAGTCAAGTTCCTCAETT ATTCTGOR:
PVKW010024529.1 : BACAGTAGCTTATGTGATGTTGGTTTTATTATCTHTN
PVKW010231330.1 : TGGTTATTCTCTATGTGGATATAARMTCTTTACTTGATA
PVKW010002707.1 : BHCATTGTCTGGCATTCAGAAARTGEGGAAGTAAGTGAT
PVKW010011630.1 CTAAGGGGAAAATTCATAGACCTA?ETGCCTTCATTHCr
PVKW010018865.1 : ATTATCTATAGTTATTTATCTRATCTATTGTAGAGALR
PVKWO010051746.1 CGAGACTCTACTTCAAAACAAgAA

PVKW010022936.1 : AAGAAGACTGGATGAAGACAMMTG GCTCATHA GC
PVKW010000819.1 : GCACTATTCATACATGATGCCTTARTTTGTTACTTAGLEATLGT
PVKW010000194.1 CCAAATAGGGTAGGAGAGAAGCTGGCTGTNGTTAEATT
PVKW010005084.1 CCCCATCTCAAAAAAAAAA??E@?REAAAEGAAG;AG‘r
PVKW010008387.1 : CAAAAAAAAAAAAAAAAAAAANAANGATCCTATGTCRAG)
PVKW010012896.1 AATAGGTCAGCTGGGTCTATAGTGETTCCNTATGTATTH ATGTCCATAA
PVK010045377.1 : GARAGARGGARTGGTTTATITCTGCTTACHTTTCRANGGCMTATAGTCTTTT
PVKW010014442.1 TATGTGTGGACATGTGCCTGCHTGCECAGETGCATTAA“AmTHTCTATGCAG T Th
PVKWO010007115.1 : GTGAAATCTTACCAAACACTGHAGTCTATTCATTACY
PVKW010001231.1 ACAAACTCACAGAGATAAAGCEATETACTMTTG a8
PVKW010024912.1 : CAAGATTTTTTTTAAATAAATTTTTTATTGATTTATL
PVKW010080842.1 : ATGAAACTTGACAGAAGTTTCTAAGTAAGTCACCGTLMIGGTTGGGATAGTG
PVKW010001481.1 : AAAAAAAAAAAACCTTTGAGTRAATGGGCTTCTTRGC A}
PVKW010007034.1 : AAAAAAAAAAAAAAAAAAAAALAAIN

PVKW010067608.1 : GAAGGGCACAACTCTTCCTTCCAGHR

PVKW010006998.1 : ATCTAAGTACCCCTGGGGTITT

PVKW010013375.1

PVKW010004173.1 : TTTAGGAACATTGAAAAAAATCAAGHAAANIATARALTTLE-MAAAAACTC
PVKN010014283.1 : AARATGCTGAGTATGGGCTGGRGAGATGGTTCAGCTGTT
PVKW010043299.1 TTcTTTcTcTCATAAAAAATAgiATETTTTTCTTEACHG
PVKW010012254.1 : ACTAAATCATTTAGTACCTGTRACCCC

PVKW010054989.1 : AGTTTTTCTGAAGGGGAAAAAGAGIVGAANAGCAT TV
PVKW010004521.1 GAGACACTCCTCTCAAGTAACEGGSEGAG;;GC‘“

PVKW010003692.1

PVKW010002943.1

PVKW010013613.1

PVKW010013544.1

PVKW010063232.1

PVKW010025532.1 : GTTGAAGGGGACCTGACAGAGGGGCHCTGGGCAGHTLR
PVKW010022125.1 : TTGCCAGCCCCTGCTTTTCTCATACKAACIATGTATCEE
PVKW010065175.1 ACAGGAAACAAACCACAATTCHTTE?ATGEETAGH

PVKW010007708.1 !

PVKWO010001231.1

PVKW010015404.1
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BGGAGGAGAGGGACTCTGGCTCTANAGACCGCTTTACH
GGAGGAGCAAAACCACTTGTACCCGTGGCCHGGAE
CTTTCCCCCACCCTCCCCTETTCCNCCECHCACT,

SERAETTGCCT e

a a aaBhaRaa a GGGCTGGAGAGATGGCTTAGC gGTTAAchgcTTGCCTGcaAAGCCaAAGGAcC cagGTTchTTCcCCAGGaCCCAcg TAAG CCAGATGCACAa

200 * 220 * 240 * 260 * 280 * 300 * 320 * 340
TAGTGGCTGGAGG--CCCTGGTGCGCTCGCTCTCTCTCTCTCTCTCTCCCTCCCTCTTTCTCTGTCA TACTTTGAGATTCCATCTCACTCTTGTCAGAATGGCTACCATCAAG CAAATGACAAT. TGTTGGCGAGGATA
IAAAAAAATTTTTGGGCAAGGCCACACAAACCTGTACTCCTACTCCTGTGGTGGGTAGAAACAGAATAGCTTC

GGAGAGATGGTTCAGTGGTTAAGGCACTTGCCCAGAAAGCCTAACAATCTAAGTTCAATTCCCG-AGT
AAAAATAAATAAATCTACCACAGTCAGAAGACAGAAACAGGAGTATTTTAAATTCC

CAGTGGTTGGAGG--CCCTGGCATGCCCATTCTCTCTCTTTCTCCCTCTTCTTTCTGTC
CATTGGCTACAGG--CCCTGGCATGTCCATTCTCTCTCTGTCTGCCTCTCTTCTATCTCTCTCTGCTTGC.
CAGTGTCTGGAGG--CCCTGGCGCACCCATTCTCTTTCTCTCTCCCTCTTTCTCTCTCTC.
CAGTGGCTGGAGA--CCCTGGTATGCCCATTCTCTCTCTCTCTCTCTGCCTCTTTCCCTCTCTCACTGTCTC.
CAATAGCTAAAGA--CCCTGACACACCCATTCTCTCTCTCTCTCCCCTTCCCTCCCTCTCTCTCTCTCTCTC.
CAGTGGCTGGAGG--CTCTGGTGCACCCATTCTCTCTCTGTCTGTCTCTCTTTCTCTCTGCTTCTTTTTCTCTCTC.
CAATGGTTGGATG--CCCTGGCGTGCCCATTCTCTTTCAGTCTGCCTCTTTCTCTCTC
CAGTGGCTAGAAG--CCCTGGTGCACCCATTCTCTCTCTCTCTCTCTTCTACCTTTTTCTCTCTCAAATG,
CAGTGGCTAAAGG-—CCCTGGCCTGCCCATTCTCTCTCTCTCTCTC,
AAGCAGCTAGAAG—-CTCTAGCTCACCCATTCTCTCTTTTTCTCTGCCTCTCTCGCTCTCAAATT

CTGGTTTCTGGTGGTACCCACCTTTAATCCTAGCACTGGAGAGGCAGAGGTCGGA
IAAAAAGTAATTCATTCTGGAGCACAGTCAGGTTTTCACACATGAAGTTGGTTGGAAGCC
CAACCTAGGTCTGCTTGGGCTAGAGTGAGATTGTACCTTGAAAAACC

CCTAGAAATGATTTCACTGAAAACTTCAGTAAATTAGTCTAACTTAAAAAGAAGGAATGCCGG-
TAAAAATAAGCTGGGCATGGTGGCGCACGCCTTTAATCCCAGCACTCAGGAGGCAGAGGTAGGAGGATCTCCATAA-
TAGCTAAAACCAGCCAGGCGTGGTAGGGCTCACCTTTAATCCCAGCACTCTGGAGGCAGAGGCAAAGGCAAAGGCAAA-——
CAGTGGCTAGGGG-—CCCTGGCATATCCAATCTCTCTTTCTCTATCTGCCTCTCTCTCTCTCTCTCTCG ACTATAGTTGCCGGGCGTGGTGGCGCACGCCTTTATTCCCAGCACTTGGGAGGCAGACG—
CAGTGGCTGGAGG--TCCTAATGTGCCCATTCTCTCTCTCTCTCTCTCTCTTTCTCTCTCTGCCTCTTTCCTCCCTCTCAAATTAATATGTAAAATATATTT AAATAAAATAAAATATTGTTTATTTCATAAATTATGATATGATTGTG
TTAAATATTAAAAAAAAAAAAGCCGGGCGTGGTGGCACACACCTTTAATCCCAGCACTCAGGAGGCAGAGGTA-AGAGGATCGC
GTGCTGTTTGCAGGGCATGGTGGCACATGCCTTTAATCCTAGCACTCGGGAG
CAAAACAAAAAAAAGTACCACCAAGAATCAGGGGGAGGTGGTTCATATCTGTAATTACAGAATGCAGTAGGGTAAGGC

CAGTGGCTGGAGG--CCCTGGTGCACCCATTCTCACTCATTCACTCTCCCCCTTTCTCTGTCTCTAAT
TAGTGGCTAGAGA--CCCTGGCACACCCATTCTCACTCTCCCTCTCTCTGCCTCAAATAAGTAAAC
CAGTGACTAGAGG--CCCTGGCTCACCCAGTCTATCTCCCTCCCCCCTCAAGTAAATGAGT
CAGTGGCAAGAAG--CCCTGGGATACCTACCAGCCCCCTGTCTCTCACACACACATATAAATTAAT CTAATAGGCCTATAAAGAAGAAACTTTTTCCTCATCCCAGAAATAATCTAGGTAGAGAATTCCTTCCTGAGCCGGGCATGGTGGTAC
TGAATGGAAACTAGCAGCCAACATCCCTGCTAAGAGGTACTCTTGACTCCTGTGTTAGAGCAGTT
TAGTGGCTGGAGG--CCCTAGTGTGCCTATTATCTCTCTGTCTATCTCCTCTCTATCTCTCTCTCTCTCTGCTTGC ATT. GATAAGGAGCACAATAGCTAGCCAGGCATGAAGGTCCATGCCTTTAATCCTA
CATTGACTGGAAG--CCCTGGCGTGCCCATGCTCTTTCTCTTTCTCTCTCTCTCCCCCACTTTCTCTCTCTCAAATACATAAATTT TCATACACATACACACACACCTTTAGTGTGTGTGGCTGTCTCTCACTGTGACTGC
CAGTGGCTGGAGG--CCCTGGCATGTCCATTCTCTCTCTCTCTCTCTCTCTCTCTCACACACACACACACACACACACACACTGCCTTTTTCCCTCTCTCA AAAAAAAAAGAAAAATGAAAAATCTAGAGATT
CAGTGGCTAGAGG——CCCTGGCATGCCCATTCTCTCTCTGTCTTCCTCTCTTCTATCTCTCTCTCTCTGCA TGTAATTATAATAATAGGGCTGGGGAGATGG-——
CAGTGGCTGGAGG--CCCTGGCGTCCCCATTCTCTCTGTCTGCTTCTCTTCTATCTCTCTCTCTCTCTCTCTGCTTGCA AAAAAAAATGTTCATGCACAATT
CAGTGGCTGGAGG--CCCTGGCATGCCCATTCTCTCTCTGTCTGCCTCTCTTCTATCTCTCTCTCTGCTTGCA TAATTAAAAAAAAGAACATATCATATGTTGAAGCTTATGAGTGTAATAGTCTGCAAAAAAATAACTTAAAAATATATCTG
CAGTAGCTGGAGG--CTCTGGCGTGCCCATTCTCTCTCTCTCTCTCTCTTTCGCCCCTTCTCTCTGTCTCTATA
CAGTGGCTAGAGG--CTTAGGTGTGCCCATTCTCTCTCTCTCTACCTCTTTCTCTCTTGCTCTCATA
CAGTGGCTAGAGG--CCCTGGCATGCCCATTCTCCCTCTCTCTCCCTCTCTCTGTCTCTAATA
CAGTGGCTGGAGG--CCCTGGCACACCCATTCTTTTTCTATCTGCCTCTCTCTTTCTCTCTCTCTCACTCTCTCTCA

ATAGAAAAAACAAAAGAAACATCTAATACTTAATCAATAGCAAGTACTTC
AAGAAAATCTAAAAAAAAAAAACCTCACAAATAAGATGTCACACACACACAAAACAGAACCATAGTGCCAAGAAATGCCAAA

CCCTGGCATGCCCATTCTCCTCTC-TCTCTCTCTCGCTCCCTCTCTCTGTCTCA
ACCTGGCGTGCCCATTCTCTCTCTCTCCCTCTCTTTCTCTCTTCCTCTGCCTCATTCTCTCTCA
CCCTGGTGTGCCCATTCTCTCTTTCTCTCTCTATCTCTCCCTCTCTCTGTCTCT,

AFATTAAAAAACCACAAAATTCCATCAAACTTTACTTCAATGGATCCCTTATGTGGAGGCAARAA
TAAGTAAAAAGAAAA TAAAAAAAGAGTTGAAGCAGAGGAGTTGGCAACACTATAGTATTTGTACATAAACAGAT
ARA AAAAAACCAAAGACAGAGAGTTCCCAAATTAATAACCTGACTGTCTACCTAAAGGCACTGGAAR
CCCTGGTGCGCCCATTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTATATATATATATATATATATATATATATATC ATAT, TCTAGCTTTTCCATCACTGGCCTATGGTTAAGACT
CCCTGGAACGCCCATTCTCTGTCTGTCTCTCTTCTACCTCTCTATCTCTGCTTGC, TTAAAAAAAAATTAAAAACAAAACAAAACAAAAATACTCCAGACGTATGCTCCATTTTACGTGTCTGGCTTTATGTGGCTAC
CCCTGGCGTGTCCATTCTTTATCTGTCTGGCTCTTTCCTATCTCTCTCTCTCTCTCTGCTTGCAAATT G GCTAACTTTGCTTTTGGAGGCGTGCCAGCGCCTGCTGGGCCATCTGTATA
CCCTGGCACCCCCATTCTCTCTTGTTCTCTCTCTCTCTCCCTTTTTCTCTGTT FGAAAAAGAAACAGTAACATTAAGTCAATTGTGGTGGTGTAGGCCTGCAAACCCAGCACTAGGGAGGTTTTAAAAGGAGC
CCCTGGTGTACCCATTCTCTCCCTTCCTCCCTCTCTCTCTCTCTTTCTCTCTCTGCCTCTTTCTCTGTCTCTC ATTGCCTAACAACTCCTCTAAATTTTGGCTGTCCACCTGCGTGT
CAGTGGCTGGAGG-~TTCTGGCATGCCCATTCTCTTCCCCCCCTCTTTCTCTCTCTCTCTGCCTCTTTCTCTCTCCCTCTCTCTC TAACCCCCAAATAGAATAATGTGGAAAGTGATTGAAGA
CAGTGGCTGGAGG--CCTTGGTGCACCCATTTCTCCCTCTCCTTCTCTTTCTTTCTCACTCTCTCTGCCTCTTTCTCTCTTTCTC GAAGAAATCAAGAACAAGATGTAAGTCACTGAGAGCACTTAT
CAGTGGCTAGAGG-~CCCTGGCATGCCCATTCTCACTCTCTCTCTCTCTTTCTCTCTTTCTCTCTCTCTCTCTCTCTCTAAC, TCTGAATATGTCCATGACAGGATCCAATGTGCTTTCCTTCCTAGGG
CAGTGGCTAGAGG--CCCTGGCACACCCATTCTCACTTTCTATCTCTCTCTCCTTCTCTCCGTCTC, TTAATTAATTAATTTAAAAAAATCTTG GGTTATTGTC GGGATACAGTCTGTCATGTTGGGGTAGTCATGCA
CAGTGCCTTGAGA--TCCTGGAGAACCCATTCTCTTTTTCTTTCTGCTTCTTTCTCTCTCTCTGTCTCTCTCCCATTCTATC. TAAAAAAATCTGTGTAGTAATGCCTTGCCTGCCTAGACCCTTGCTATAACTGAT
CAGTGACTGGAGG—-CCCTGTCGTACCCATTCTCTCTTTCTCTCTATCTGCCTCTCTCTCTCA AAAACAAACARAC GCCAAAGCATTTACAACAACCTACACATGGCACCARATGACCATGACTGG-—
CAGTGGTTAGAGG--CTCTGGCATGCCCATTCCCTCTTTCTCTCTCTCTCTCCCTCTCTCTGTCTCT, AAAAAATTAAAAAAGAATTTGTCACTGTTAAAATCAAAAGAAAATCAAAGAGTTCCTTAGAATTA
CAGTGGCTGGAGG--CCTTGGTGCGCCCATTCTCTCTTTCTCTGTCTCTCACTCTGCCTCTTTCCCTCTCTCAAATC GAATTGGGTTTCATTATGGTGTTTTCATACGAATAATTTTGTTTCCTTTTCTC
TAGTGGCTGGAAG--CCCTGGCGCACCAATTCTCTCTCTCTCTCTCTCTTTCTCTCCCTCCCTCTCTC AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAARAAAAAAAAAAARAAAAGGTTGGGATAGT
TAGTGGCTAGAGG--CCCTGGTGCACCCATTCTCACTCTCACTCTCTCTCTTTCCCCTCTCTGTCTCT, ARAARAAATCTCCAGTATGAAGCTGGGTTTTTCCTGCCCACATACTGACCAGGCCCAGCCCTGTT
GGAAGGTGTTCTTACTGCCCCTACTTTATAGATGAGGAAAGTGAGATAGAGGGACAGAGGTTAAGAGATTTCA
CAGTGGCTGGAAG--CCCTGGCATTCCCATTCTCTCTCTCTCTCTGCTTAACTCTCTCAAATAGAT AATTAAAAATAAAAAATGCAGGAGGAATGAGAGARATTATGCTCAAAGAGCCAGTAGCGATGTGTGGAATTTAAAGA
TAGTGGCTGGAGG--TCCTGGCACGCCCATTATTTCTCTCCCTCTTTCTCTCTGTCARMBARAT TAAT TAAATTARATATTAAGAGAATACTAGT TGTTTTGTTTGCTATGTATTTAACTTCACTCAGT TTGCACATGTGGACAGAGCCTTAATCTAAG
CAATGGCTTGAGG--CCCTGGAGTGCCCATCCTTTATCTCTCTGTGTCTCTTTCTCTCTGTC GAGTGAAGCCTGTCTTGTCCATAGGATTTCTCAGGCCCTGGGATGGCTGTCCACACTCATGTGTACCA
CAGTGGCTAGAGG--CCCTGGCACACCCATTCTCTCGCCGCTCTTTCCCTCTTTCTCTCTGTC CTTAGTTACATATAACACAGATGTTTTGTCCTAGTCTGTTTAGAATTTGGATTTTGGTGCATCTGTCATATA
CGGCTGCTAGAGG--CCCTGGCGTGCCCATTCTCACTCTTTCTCTCTCCCTCTATCTC TGAATGAATARATARATARATGTGCTTCCTGCARAAGCACAAAGGTCARATGGGGTCTGAGACCACCAAGTTGACTCCCTACACCCATGTCCGT
CAACGGCTAGAGG--CCCTGGCGCGCCCATTCTCACACACTCTTTCACTCTCTGTCTCT) (eh GAGCTATGTAGAGAGTAAGCAGAGAGACAAGGCACAGAAATCAGAGCCTTTTCTGGGTTATTCTT
G CCARAAC GCCAT. TATCTTCTCTAATACTTTTGTTTTACTAAAA
AAGGCCAGAATAGTTGTTTTAGTCCAGTCACAGCARATATCATCCACTGCTCTCAGATGTCARAACTTTTGTGCA
CAATGGCTGAAGG--CTCTGGTGTGCCCATTCTCTCTCTCTCTCTTT] GAAAGGACAACACCCGAAGTATTCCTTTAACCACTGTATATGTGCACACAGGGTGCACACACACATG
CAGTGGCTGGAGG--CCCTGCTGTGCCCATTCTGTCTCCCTGTCTACCTCTCTTCTATCTCTTTCTCTCTGCTTGCC CCACTTGGCAGAGGAAGCAATTAGTTTCATTGTCACAAATAGGGCAGGTTAGGAATA
CAGTGGCTGGAGG--TCCTGGTGCGCCCACTCTCTTTCTCTC TAAGTAAAATATATATATATATTTTAAAAGTAACTGAAATACTATCTCCAGGCACGTGCTGTTTTCATAATGATGCCCCCACACCCGGCTGTGTGCAGAGAGATTGAGCC
CAGTGGCTGGAGG-CCATTCTTTCTCTCTTTCCCTCTTTCTCTGTC TATATATATATGGTGATAATAATTATAGT AATARATARATANTTAAAAAATT TAAAAGAACT TGCACACCATACCATGCCAGTTAATGCTGCCTTGGCTCAGATTT

CAATGGCTGAAGG--CTCTGGCGTGCCCATTCTCTCTCATTCTTTCACTCTAT,

gGtGGea CATGCATCTGGAGTTC gTTTG
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PVKW010025532.1
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GCTGACCTGGGGCCATGATGCCTCCACAACTGCTACACATGTCATCATTTGTCAGTAGCAGTGG
CTACTTTGAGATTCCATCTCACTCCTGTCACAATGGCTACTATCAAGAAA
CTCTGGCACACCTATTCTCACTCTCCCGCTCTCTCTCTTTCCCTCTCTCTGTCTCAAATAAATAATAAAGTCTTACAAACCAAAAAAGCTGGTTAAGGAGCCTGCCTCCTAAGCCTAAGACCGCTGGTTCCAATCTCCAGGTCC
CCCTGGTGTGCCCATTCTCTCTTTCTCTCTATCTGTCTCTTCCTCTGTCTCTCTC. GACTT. GATGGTTAAGAT TAGTGTTAGATCATGTGTCGCGCAT
CCCTGGCGCACCCATTATCTATCTATCTGCTTCTTTCTCTGTCTCTCTCTCTCTGTCTCTCTGTCACTCGC. CAAAACAAAACATGAAACCAATGGGTTTGGTGACCTATAATATCAGTACTCAG
CCCTGGTGCGCCCATTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCTTTGTTGCTCTC ATAATTTAAAAAAAAAAAGAAACACAAGAGGGGGCTGGAGAAATTGCTCAGTAGTTAAGAGGA
CCCTGGCGCACCCATTCTCTCTCTCTCTCTCTCTACCTGCCTATTTCTGTATCTCCCTCTCTCTC, TG. T G G. G GCCTGTCTTT. G. G.

CCCTGGTACACCCATTTTCTATCTGCCTCTTTCTCTCTCTGTCTGTCACTCTC. CAAAAAAAATTAAAAAGAAGTAATGTTATTGTGTGT GAACT. TCATGAAG CTTAAC
CCCTGGTGCACCCATTCTCTCTCTCTCTCTGCCTCTTTCTCTCTCTGTCTGTTGCTCTC CAAAAGAAAACAAACAAACAAACAAAAAAAAGAAAGCCACCCCAAAAGCAGGGCTCCTGGGG
CCCTGGCATGCCCATTCTCTCTCTCTCTCTGTCTGACTCTTTCTGTCTGTTGCTAAT GAGAGAGGAAGAGACCAGGATGTATTTCAGGGGCACACCTTCAATG
CCCTGGCACACCCATTCTCTCTCTCTCTACCTGCCTGTTTCTGTATCTCGCTCTCTC. GCTAACCCCAGTCTGAGCATGCAGGACAACACTCCATGTG
AA-AAAAAATGATGCCCTCAAGCCTGTCTTCTGGACAGTATATGTTCTCTGTTTA
TAGATTAG TTCTTAAATTGTAAACACTTTATAAATGTTTGATTTCAAGTTCTTATTA

TCCTAACAACACGGGTTCAATTAAAAAAAATTCAAGATTTCT
CAACAAAARA. AAAAAAAAACAAAATACTGTCATGCTTTGTGAAATTAAATGTTCTAAAT

CAGTGGCTGGAGG-CCGTTCTCTCTCTTTCTCTCTCTCCCTCTTTCTCTGTCAAATTT

GACCACAAGGGGG--CACATGTATCTCCAGCAGGTGAGAGCCTGCTGGTGCGTCCATCTCTATCTGTCTCTCTCCGTGTCTCTCTCC
CAGTGGCTAGATG

CAGTGGCTAGAGG
CAGTGGCTGGAGG
CACTGGCTGGAGG

CCATTCTCTCTCTCTACCTGCCTATTTCTGTATCTCTTTCTC.

CAGTGGCTGGAGG--CCCTGGTGCGCCCATTCTCTCTCTATC-TGCCTCTTTCTCTGTCTGTCTGTCTGTCTCTCTC

Copy number Fraction
T copies 42 52%
Conventional T* copies 17 21%
T™ copies 22 27%
Total 81

Figure $12. Random Dip_a copies present in the A. bullata genome but absent in homologous loci of the J. juculus genome. Nucleotide sequences are

highlighted as follows: - _ _ rudimentary terminators, and oligo(A). Conventional T* copies do not

contain either a terminator or an oligo(A).



