
                                                                                                                                                                                                   

                           *        20         *        40         *        60         *        80         *       100         *       120         *       140         *       160         *       

Ves_b           : -------------------------------GCCCGGCCG--GTGT-GGCTCAG-TGGTT-GAGCATCGACC-TAT-GAACC-AGGAG--GTCACG--GTTCGATTCCCGGTCA-GGGCAC-ATG----CCCGGG--TTGCGGGCTCGA-TCCCCAG-T--GGGGG-GCGTGCA-- 

NW005871159.1_2 : TTTCATCTTTGTGATCAAAAAATTAAAAAACAGCCGGCTG--GTGT-GGCTCAG-TGGTT-GAGCGTCAACC-TAT-AAACC-AGGAG--GTCACG--GTTCAATTCCAGGTCA-GGGCAC-ATG----CCCGGG--TTGTGGGCTTGA-TCCCCAG-T--GTGGG-GCATGCA-- 

NW005871154.1_2 : GACCTACTTGAGCAAAAAAATAAATTCCCCAGCCCTGCCG--GCAT-GGCTTAG-TGTTT-GAGCATCAACT-TAT-GAACC-AGAAG--GTCGCA--GTTTGATTCCTGGTCA-GGGCGC-ATG----CCTGGG--TTACAGGCTCAA-TCCCCAG-T--AAGGG-GCGTGCA-- 

NW005871161.1_2 : TATGTCTTCAGGGTTTTTTAAAAACAAACAAGCCCGGCCG--GCGT-GGCTCAG-TGGTT-AAGCGTGGACC-TAT-GAACC-AGGAG--GTCACG--GTTCGCTTCCTGATAG-GGGCAC-ATG----CCGGGG--TCGCGGGCTCGA-TCCCCAG-T--GTGGG-GTGGGCA-- 

NW005871096.1_1 : TGTTCCTTATTTTTTTAAAAAGTCACTTGTGGCCCAGCTG--GTAT-GGCTCAG-TGGTT-GAGTGTCGACC-TAT-GAACC-AGGAG--GTCATG--GTTCAATTCCCAGTCA-GGACAC-ATG----CCCAGGT-TTGCAGGCTTGA-TCCCCGG-T--AGGGG-GCGTGCA-- 

NW005871620.1_4 : GAATTACAAAGGATCATTAAAAAATACTCTGGCCCAGCTG--GCGT-GGCTCAG-TGGTT-GAGCATCGACC-TAC-GAACC-AGGAG--GTCATG--ATTTGATTCCCGGTCA-AGGCAC-ATG----CCCGGA--TTGTGGGCTCAA-TCCCCAG-T--TGGGG-GCATGCA-- 

NW005871196.1_1 : CCATTTTCTGATCTATAAAAATAACTGTACCACCTGGCCG--GCAT-GGCTTAG-TGGTT-GAGTGTTGACC-TAT-GAACC-AGGAG--GTCACA--ATTTGATTCCTGGTCA-GGGCAC-ATG----CCCAGG--TTGCAGGCTTGA-TCCCCAG-T--AGGAG-GTGTGCA-- 

NW005871310.1_8 : AAATGCTACATTTATTAAAAATTAAATTTCTGCCTGGCTG--GCAT-GACTCAG-TGATT-GAGCATCAACC-CAT-GAATC-AGGAG--GTCACG--GTTCAATTCCTGGTCA-GGGCAC-ATG----CCCAGG--TTGGGGGCTTGA-TCCCCAG-A--AAGGT-GCATGCG-- 

NW005871108.1_2 : TAGAAGAGGTCAATGGGGGGAAATGAATATAGCCTGGCTG--GTGT-TGCTCAG-TGATT-GAGCATTGACC-TAT-GAACC-AGGAA--GTCATG--GTTGGATTCCCGGTCA-GGGCAC-ATG----CCTGGG--TTGCAGGCTCAG-TCCCCAG-T--GTGGG-GTGTGCA-- 

NW005871476.1_1 : AGTTCCCCTTTAAAAAAATTGTTTTAAATCTGCCCAGCCG--GAGT-GGCTCAG-TGGTT-GAGCATCAACC-CAT-GAATC-TGGAG--GACACA--GTTCGATTCCCAATGA-GGGCAC-ATG----CCCGGG--TTGTGGGCTCCA-TCCCCAG-T--GTGGG-GCGTGCC-- 

NW005871162.1_2 : GGTAAGCAATCAATAAATAATAGGAATTATTGCCTAGCCA--GCAT-GGCTCAG-TGGTT-GAGCGTTGATC-TAT-GAACCTAGAAG--GTCAGA--GTTCAATTCCCGGTCA-GGGCAC-ATG----CCTGGG--TTGTGGGCTAGA-TCCCCAG-T--GTGGG-GCATGCA-- 

NW005871674.1_2 : TTAAAACCACCAACAAAAAATGTTTGGGACCGCCCAGCCA--GTGT-GGTTCAG-GGGTT-GAGCGTCAAGC-TAT-GAATC-AGGAG--GTCAGG--GTGTGATTTCCAGTCA-GGACAC-ATG----CCTGGC--TTGTGGGCTCCA-TCCCCAG-T--AGGGA-GCGTGCA-- 

NW005871153.1_9 : CCTCTGTTAAAAGGAAGTTACTGCCCAGCTGGTGTGACTG--GTGC-AGCTCAG-TGGTT-GAGCGACAACC-TAC-AAACC-AGGAG--GTACAG--GTTAGCTTCCCGGTCA-GGGCAC-ATG----CCCAGG--TTGCGTGCTTGA-TCCCTAG-T--GTGGG-GCATGTA-- 

NW005871062.1_1 : ATAATTCTAGTTATTTAAAAAATAAAAAGTTGCCTGGTTG--GTAT-GGCTCAC-TGGTT-GAGCATCCACC-TAT-GAACC-AGAAG--GTCATG--GTTTGATTCCTGGTCA-AGGCAT-ATG----CCCAGG--GTGTGGGCTCAA-TCCCCAG-T--ATGGG-GCATGTA-- 

NW005871176.1_3 : GGGTGTTCCAATTGCAGCTCAAGAGTAGCATACCCGGCTG--GTGT-GGCTCAG-TGGTT-GAGCATAGACC-TAT-GAGCC-AGGAG--GTCACA--GTTCAATTCCCGGTAG-CAGCAC-ACG----CCCAGG--TTGCAGGCTCCA-TCCCCAG-T--GTGGG-ACGTGCG-- 

NW005871065.1_3 : AGTGTGGAGTTTCCTTAAAAAACTAAAAAAGGCCCAGTTG--GTGT-GGTTCAG-TGGTT-GAGTGTTGATC-TCT-GAACC-AGGAG--GCCATG--GTTTGATTCCCAGTCA-GGGCAT-ATG----TCTGAG--TTGCGGGATCAT-TCCCCAG-T--GTGGG-GCATGCA-- 

NW005871227.1_2 : TCACTAAAGCTCTTTTTAAAAGGAAACCATAGCCCAGCCA--GCTT-GGCTCAG-AGGTT-GAGCATCAACC-TGT-GAACC-AGGAG--ATTATG--GTTCGATTCCTGGTTA-GGTCACTATG----CCTGGG--TTACAGGCTCAG-TCCCCAG-T--GTGGG-TCCTGCA-- 

NW005871079.1_3 : TCCAAGGAACATGGCAAAAGGAAGGAGAGTAGCTGGGCCA--GTGT-GGCTCAG-TGGTT-GAGTGTTGATC-TAT-GAATC-AGGAG--GTCACG--GTTCGATCCCTGGTCA-GGGCAC-ATG----CCAGGG--TTGTGGGCTCAA-TCCCCAA-T--AGGGG-GCATGCA-- 

NW005871068.1_7 : AACAGAACAACAGGATGAGAAAGCAGGAGAAGCCCAGCTG--GCAT-GGTTCAG-TGGTT-GAGCATCAATC-TAT-GAACC-AGGAG--GTCACG--GTTTGATTCCCGTTCA-GAGCAT-ATG----CCTGGG--TTGAAGGCTCAA-TCCCCAG-T--GTGG------GCA-- 

NW005871136.1_1 : CTTCTCTTAAGTTGTTATAAAGAATTAGGCAGCCCGGCTG--GCAT-GGCTCAG-TGGTT-GAGTGTAGACC-CAT-GAACC-AGGAG--ATCACG--GTTCGATTCCTGGTCA-GGGTAC-ATG----CTTGGG--TGGTGGGCTTGA-TCCCCAG-T-AGGGGG-GCATGCA-- 

NW005872971.1_1 : TCATGCATGCTCTCATATAAGGATCCAAAAGGCCCAGCCT--GAGT-GGCTCAG-GAGTT-GAGCATCGAAC-TAT-GAACC-AGGAG--ATCACG--GTTTGACTCCGCGTCA-GGGCAC-ATG----CCCGGG--TTGTAGGCTCGATTCTCCAG-T--GTGGG-GGGTGCA-- 

NW005871181.1_3 : TGTAGAAGAACTTGAATCAAGATGCCCACACTCCAGGCAG--GTGT-GGCCCAG-TGATT-GAGCATTGACC-TAT-GAACC-AGGAG--GTCACA--GTTCCATTCCCAGTCA-GGGCAC-ATG----CCTGGG--TTTGGGGCTCTATTCCCCAG-T--AGGGG-GCGTGCC-- 

NW005871227.1_2 : TATGTATATTTTGGGGTTTAAGACTAAAACTGCCCAGCTT--ATGT-GGCTCAG-TAGTT-GAGCGTCGACC-TAT-GAACC-AGGAG--GTCACA--GCTCGATT-CTAGTCA-GGGCAC-ATG----CCCCGG--TTATGGGCTTGA-TCCCCAA-T--AGGGG-GTGTGCA-- 

NW005871533.1_2 : AGAAATCAGTTTGTATTTTAAAAAACAACAATGCCGGGCA--GTCT-GGCTTAG-TGGTT-GAGCATCAACC-TAT-GAACC-AGGAG--GTCACA--GTTCCATTCCCGGTCC-AGGCAC-ATG----CCCGAG--CTGTGGGCTAGA-TCCCCAG----TAGGG-GTGTGCA-- 

NW005871136.1_2 : CAATCAGGATATAGTATGAAAGTTAAAGACAGCCCGGCTG--GCAT-AACTCAG-TGGTT-GAGCGTGGACC-CAT-GAACC-AGGGG--GTCCCA--GTTCGATTTCCGGTCA-GGGCAC-ATG----CCCGGG--TTGCAGGCT------CCTAG-T--AGGGG-GCATGCA-- 

NW005871204.1_3 : AAATAAGTGGAACAACAAAATCGATGTTTCTGCCTGGCCA--GCGT-GGCTCCA-TGGTT-GAGCATCGACC-TAT-GAACC-AGGA---GTCATG--GTTCAGTTCCTGGTTA-GGGAAC-ATG----CCCGGG--TTGTGGGCTTGA-TCCCCAGTT--AGGGG-GCCTGCA-- 

NW005871057.1_1 : TGTAAAGAAATAACAAAAATAGCTTGTTATTGCCCAGCCA--GCAC-AGCTCAG-TGTTT-GAGTGCCGATG-TAT-GAACC-TGGAG--GTCATG--GTTCAATTCCTGGTCA-AGGCAC-ATG----CCCAGG--TTGTGGGCTCAG-TACCCAG-T-GTGGGG-GCCTGCA-- 

NW005871109.1_4 : AGTGGTTGCCTGAAATCAGTTTAAAGATATAGCCCAGCTG--GCGT-GGCTCAG-TGGTT-GAGTATCAACC-TAT-GAACC-AGAAG--ATCATG--GTTTGATTCCTGGTCA-GGGCAC-ATG----CACAGG--TTGTGAGCATGT-TTCCCAG-T--GTGGG-GTGAGCA-- 

NW005871844.1_2 : AAACTTATACACACGATTTAAAACAATGCCCACCCAGCCG--GCGT-GGCTTAG-TGGTT-GAACGTCGACC-TAT-GATCC-AAGAG--GTCATG--GTTTGATTCCTGGTCA-GGGCAC-ATG----CTTGGG--CTGCAGGATCAG-TTCCCAG-T--GTGGG-ATGCGCA-- 

NW005871060.1_8 : ATGTCATTTATATCTCAATTAAAAAAGAGTATCCCAGCCA--GTGT-GTCTCAG-CAGTT-GAGCATCAACA-TAT-GAAGC--GGAG--GTCAGG--GTTTGATT-CTGGTCA-GGTTGC-ATG----CCCGGG--TTTCGGACTCCA-TCCCCAG-T--AGGGG-GCGTGCA-- 

NW005871504.1_3 : CCTCCTTCCCACCCTTTAAAATAATGGAAGAGCCCAGACA--ACCT-GGCTCAG-TGTTT-GAGCATTGACC-TAT-GAACC-AGGAG--GTCACG--GTTCCATTCCTGGTCA-AGGCAT-ATA----CCCTGG--GTGCGGGCTCGA--TCCCAA-T--AGGGG-ACATGCA-- 

NW005871066.1_1 : AGAAGGAACACGTTTCATTAAATAACCAGAGCTTTGGCTG--GTGT-GGCTCAG-TGGTT-GAGCTTCAATC-TCT-GAACT-AGGAG--GTCAGG--GTTCAATTCCTGGTCA-GGGCAC-ATG----CCTGGG--TTGTGGGCTCGA-TCCCTAG-T--AGGAG-GCATGCA-- 

NW005871115.1_1 : GAAAGCAAATTCTTGCTTGTTAAAATACTGACAGAGGCCC--GGCC-TGCTCAG-TGGTT-GAGCATTGACC-TAT-GAACC-AAGGG--GTCATG--GTTTGAATCCCGGTCA-GGGCAC-ATG----TCCAGG--TTGCGGGCTCGA-TCCCCAG-T--GTGGG-GTGTGCA-- 

NW005871239.1_2 : CCTCTGGACATGGAAAAACAAAAAAAATTCTGCCCAGCTG--GCGG-GGTTCAG-TGGCT-GAGCACTGACC-TAT-GAACC-AGGAG----------GTTTGATTCTTAGTCG-GGGCAC-ATG----CCCAGG--TTGCAGGCTTGA-TCTCCAG-T---GGGG-TCATGCA-- 

NW005871056.1_4 : AAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGTCCCAGCTA--GCAT-GGCTCGG-CAGTT-GAGTGTCAACC-TAT-GAACC-TGGAG--GTCAGT--GTTCAATTCCTGATCA-GGGCAC-ATG----GCTAGG--TTGCGGGCCGGA-TCCCTGG-T--GTGGG-GCATGCA-- 

NW005871438.1_4 : CAATAAAGATTAAAAAAAAAAGAATCAGTTGGCCTGGTCA--TTGT-TGCTTAG-TGGTT-GAATGTTGACC-TAT-GAACC-GGGAG--GTCATG--GTTCAATTCCTGGTCA-GGGCAC-ATG----CCCAAG--TTGCAGGCTCAA-TCCCCAG-T--ATGGG-GCATGTA-- 

NW005871136.1_7 : GAATATTCTTTTCACTAAAATATATAATCTAGCCTGGCCA--GCAT-GGCTCAG-TGGTT-GATCATCGACC-TAT-GAACC-AGGAGATATCATG--GTTTGATTCCTGGTCA-GGGCAC-ATGCAGCCTGGGG--TTGCAGGCTGAA-TCCCCAG-T--GGGGA-TTGTGCA-- 

NW005871154.1_1 : AAGGTAAAAACAAGAACAAAAGCATACCCCACCCCAACTG--GTGT-GGCTCAG-TGGTT-GAGTGTTGACC-TAT-GCACC-AAGAG--GTCACA--GTCTGACTCTTGGTCA-GGGCAC-ATG---------------CAGGCTCAA-TCCCAGG-T--AGGGG-GCATGCA-- 

NW005871209.1_1 : TTATTTTGTGACCATAAAACTGCTCACTTTGACCCAGCCA--GTAT-GGCGTGG-TGGTT-GAGCATCAACC-TAT-GAACC-AGGAG--GTCACG--GTTCGATTCCCA-------------------TCAGGG--TTGTGGGCTTGA-TCCCCAG-T--GTGGG-GCATGCA-- 

NW005871626.1_2 : ATTGACGATTTATGTAAGATAATATGATTGAGCCTGGCTG--GCGT-GGCTCAG-TGGTT-GAGCATCGACT-CAG-GAACC-AAGAG--GTCATG--GTTCCATTCCCAGTCA-GGGCAC-ACA----CCTGGG--TTGTGGGCTTCA-TCCCCAA-T--GGGGG-GCGTGCA-- 

NW005871168.1_3 : TACCTTTGTGCAGCATAAGATGGTCAATTATGCCTGGCTG--ACTT-GGCTTAA-TGGTT-GAGAGTCGACC-TAT-GAATT-AGGAG--GTCACA--GTTCGATTCCTGGTAA-GGGTAT-ATG----CCTGGG--TTGTGGCCT----TCTCTAC-C--GTGGG-GCATGCA-- 

NW005871051.1_8 : CTTAGGTCAAACATTAAAAATATACTGTTAGGCCTGGTCA--GTGT-GGCTCTG-TGGTT-GAGCATTACCC-TAT-GGACC-AGGAG--GTCACA--GTGTCATTCCTGGCCG-GGGCAC-ATG----CCTGGG--TTGCAGGCTAGA-TCCCCAG-T--GTGGG-GTGGGCA-- 

NW005871066.1_2 : AGATGCAATTTCAATGAAAATTTACCTTTACGTCTGCCTG--ATGT-GGTTCAG-TGCTT--------GACC-TAT-GAACC-AAGAG--GTCACA--GTTTGATTCCCAGTTG-GGGCAC-ATG----CCCGGG-GTTACTGGCTTGA-TCCCTAA-T--AGGAG-GTATGCA-- 

NW005871190.1_2 : GGCACAAGAATGTTTAAAACATGCAATCCCTGCCTGGCCT--GCAT-GGCTCAG-TGATT-GAGCATCAACC-TAT-GAACC-AGGAA--GTCACTG-GTTTGATTCCCAGTCG-GGCCAC-ATG----CCCGG---TTGCAGGCTCAA-TCCCCGG-T--GGGGA-GTGTGCA-- 

NW005871063.1_7 : ACATGATTAACACATTTAAAAATACCATGTTGCCCAGCCA--GTGT-GGCTCAG-TGGTT-AACTGTCGACC-CAG-GAACC-AAGAA--GTCCA---GGTCAATTCTTGGTCA-GGCCAC-ATG----CCCAGG--TTGTGGGCTCGA-TCCCCAG----TGGGG-GCATGCA-- 

NW005871078.1_2 : TTTGGAGGTATATTAAAAGACTTAAAAATTAGCCCAGCCA--GTGT-GGCTCAG-TGGTT-GAGTGTCAATC-CAT---------GAG--GTCACTG-GTTCAATTCCCTGTCA-TGGCAC-ATG-----CCGGG--TTTTGGGCTTGG-TCCCCGG-T--AGGGG-GCATGCA-- 

NW005871048.1_4 : AAAGTGTTCAATTTATAAGAATACATCTCCTTACCGGCAA--GTGT-GTCTCAG-TGGTT-GAGTATCAATC-TAT-GAACC-AGGAG--GTCAGG--GTTCGATTCCTGGTCA-GGGCAC-ATG----CCCAGG--TTGTGGGCTCCA-TCCCCGG----TGGGG-GAGTGCA-- 

NW005871056.1_1 : GCTCTATAGTGTTAAAAAACATGAAGTAGTTGTCTGGCTG--GTGT-TGCTCAG-TGGTT-GAGCTTCAACC-TAT-AAACC-AGGAG----------------------GTCA-GGGCCC-ATG----TCCAGG--TTGCAGGCTCGG-TCCCTGG-T--AGGGG-GCGTACA-- 

NW005871062.1_7 : GAGTTCTCTTTCAGTCAAAATCTCAAATTCTGCCAGGCAA--GTGT-GGCTCAG-TGGTT-GAGCGTCGACC-CAG-GAACC-AAGAG--GTCACCG-GTTAGATTCCCAGTTA-GGGCAC-AAG----CCAGGG--TTGCGGGCTTGA-TCCCTAG-A--AGGGG-ACATGCA-- 

NW005871075.1_8 : TTACCATCTTTTCTTTTCAAAAATAATTTTAGCCCAGCCA--GGAT-GGCTTG--TGGTT-GAGCGATGACC-TAT-GAACC-AGGAG--GTCAGG--GTTCAATT-TGGGTCA-GGCCAC-ATG----CTTGGG--TCGCAAGCTCCA-TACCCAG-T--AGGGG-GTGTGCA-- 

NW005871211.1_8 : GTTTAAAACCTGTATAAAAACTCAGTCCCCACCGTAGCTG--GTTT-GACTCAGTCGATA-GACCGTCAGCCT----GTGCT-AAAGG--GTCCTGG-GTTCGATTCTGGTCAC-GGGCAC-ATG----CCTGGG--TTGCGGGCTCGA-TCCCCAG-T--ACGGG-GCATGCA-- 

NW005871058.1_1 : TCATGTATAAATTAAAAGTATTATTGCAACAGGTTGGCTG--AGAT-GACTCAG-TGATT-GAGTATCAACC-TAT-GGACC----AG--GTCAAG--GTTTGATTCCTGTTTA-GGCCAT-ATG----CCCGGG--TTGT-GGCTCAA-GTCCCAG-A--GTGGG-GCATGCA-- 

NW005871386.1_3 : ATACATATTTGGTGGTCAAAAATGTTCCAAAGCCCGGCTG--GTGT--GCTCAG-TGGTT-GAGCGTCAACT-CAT-GAACC-AGGAG--GTCACA--GTTCGATTCCCAGTCA-GGACAT-ATG----CCCGGG--TTTCAGGCTCAA-TCCC-AG-T--AAAGG-GCACGTA-- 

NW005871743.1_1 : GGCTCTCAGATACTGCTTAAAAGCATGTCCAGCCCGATCA--GTGT-GGCTCAG-TGGTC--------GACC-TAC-GAACC-AAAGG--GTCACA--GTTCAGTTCCCAATCAGGGGCAC-ATG----CCTAGG--TTACGGGCTCGA-TCTCCAG-G--GTGGG-GCATGCA-- 

NW005871185.1_1 : TTCTATCCTCTTCCATCAAGAGAATCATGCAGCCCAGCCA--GTGT-TGCTCAG-TGGTT-GATCGTCGACCA------------------------------------------GGGCAC-ATG----CCCAGA--TTGCAGGAACAA-TTCCCAG-T--GTGGG-ACATGCA-- 

NW005871079.1_7 : TAAGCAAGCTACACATTAAAATCTGCATTAAGCTTTGCCA--GTGT-GTCTCAA-TGGTT-GAGCATCAAAC-TAT-TAACT--------ATG-----GTTGGATTCCTGGTCA-GGGCAC-ATG----CCCAAG--TTGCAGACTCTA-TCTCCAG-T--AGAGG-GCATGAA-- 

NW005871051.1_2 : TATGGCACAGTGGTTAAGAAGCAAACTTTCAGCCTGGTTG--GTAT-GGC-CGG-TGGTT-GAGCATCAACC-CAT-GAACC-TGGAG--ATCATG--GCTCGGTTCCCAATTA-AGGCAT-ATG----CCCAGG--TTGCAGGCTGGA-TCCCCAG-A-AGGGGG-GCATACA-- 

NW005871723.1_2 : CAGTGATTTACTTTAAAACATGTGTCAGTTGCTCTGGCTG--GTGT-GGCTCAGTTGGTT-GAGCATCATCC-CAT-GCACC-GAAAG--GTTGTAG-GTTCGATTCCTGGTCA-GGACAC-ATA----CCCAGG--TTTCGGGTTTGA-TCCCCGG-T--TGGGGTGTGTGCA-- 

NW005871180.1_3 : ATTGATTTCCATTTAAAAAATATTTACTCTTGCCCAGCTG--GTGT-GGCTCAGTTGGTT-GAGTGTCATCC-CAT-GCATC-AAGAG--GTCACCA-TTTCAATTCCTAGTCA-GGGCAC-ATG----CCCGGG--TTTCTGGCTTGA-TTCCCAG-T--AGGGG-GCGTGCA-- 

NW005871050.1_1 : TTAATTCATTTGCTCAAAAAAATTTTATTAGACCTGGTTC--ATGT-GGCTCAGTTGGTT-GATCATCGTCC-TGT-GCATT-GAAAC--ATCACTG-GTTCCATTCCTGGTCA-GGGCAC-ATG----CCCAGG--TTGTGGGCTTGA-ACCCTTG----TTGGG-GTGTGCA-- 

NW005871119.1_8 : AGGAGACTGATGCTTAAAGAAGGATGATGAGCCCTGGCCA--GTGT-GGCTCAATTGGTT-GAGCAGCGTCC-CAT-GCACC-AAGAG--GTCACCA-GTTCAATTCCTGGTCA-GGACAC-ATG----CCCAGG--CTGTGTGCTTAA-TCCCCAG-A--AGAGG-ATGTGTA-- 

NW005871174.1_1 : ATTTAATGTTCTTTAAAATAAGGGGTTCTGGCCCTTGCCA--GTAT-GGCTCAGTTGGTT-GGGCACCATCC-CAT-GCATG-GAAAG--GTTGAGG-GTTCAATTCCTGGTCT-GGTCAC-AGG----CCTTGG--GTTGTGGCTCGA-TCCCCAG-A--AGGGG-GTGTGCA-- 

NW005881639.1_3 : AAAGAATGTTTATTCTAAAAAATAACATCTAGCCCGGCCG--GAGTAGGCTCAG-TGATT-GAGGGTCTACC-CTT-GAACC-AAGAG--ATCACCG-GTTTGATTCCTGATCA-GGGCAC-ATG----CCCAGG--TTGCGGGCTGGA-TCCCCAG-T--AGGAG-GCCTACA-- 

NW005871048.1_7 : AGTGTAGACATATGTTTTAAAATAAGTTTCACCCTGGCCT--GTGT-GGCTCAGTTGGTT-GAGCATTGTCC-CAT-GCACA-TAGAG--GTTGCAG-GTTCGATTCCTGGTCA-GGACCC-AGG----CCTGGA--TTGCAGGCTGGA-TCCCCAG-T--AGGGG-GCGTGCA-- 

NW005871081.1_6 : TATCCCTTTTTTATAAGGATACTGGTCTTTGTCTTGGCTG--GTGT-AGCTCAGTTAGTT-GGGTGCTGTCC-CAT-GCCCC-CAAAA--GCCACTG-GCTCGATTCCCAGTCA-GGGCAT-GTG----CCTGGG--ATGCAGGTTCCA-TCCCCAG-T--ACAGG-GCATGCA-- 

NW005871051.1_1 : TCGAGTTTCTTGCTTCAAAAAATTAGTCCCTACCTTGCCT--GTGT-GGCTCAT-------GAGCGTTGACC-TAT-GAACC-AACAA--GTCACTG-GTTTGATTCTTGGTCA-GGGGAC-ATG----CCTGGG--TTGTAGGCTTGA-TCACCAG-T--AGGGG-GCATGCA-- 

NW005871901.1_4 : GAGAAAGAAATCTTAGGTAAAGAACACTTGGCCCTGGCCA--GGAT-TGCCCAGTGGGTT-GAGCATCATCC-CAT-GCACG-GAAAG--GTGACTG-GTTTGATTCCCAGTCA-GGGCAC-ATG----CCCAGG--TTCCAGGCTTGA-TCCCGGG-T--CGGAGTGCATGTG-- 

NW005871196.1_4 : AAAGAACAATTTTATTTAAAATTTCCAATCTGCCTGGCCA--GTGT-AGTTCAG-TGGTT-GAGCATCGACC-AAT-GCACC-AAGAG--GTCACCA-GTTCAATTCCCGGTCA-GAGCAC-ATG----CCATGA--CTGTGAGCTCAA-TCCCCAG-G--AGGGG-GCATGCA-- 

NW005871276.1_1 : ATCAAGAGATGCTGTAACAATAGCTAAATTCAGCCCGGCA--GTGT-GGCTCAA-TGGCT-GAGTGTCGACC-CAG-GCACC-AAGAG--GTAGCTC-ATTCCATTCCCAGTCA-GGGCAC-ATG----CCTAAG--TTGTGAGCTCAA-TCCCCAG-T--AGGGG-ATGCACA-- 

NW005871057.1_3 : TTAAGTTTTATTATTAAAAGACAATTAACAGCCCTGGCCA--GTGT-GGCTCAGTTGGTT-AAATGTTGTCC-CAT-GCACA-AAGGG--GTCACTG-GTTAGATTCCCAGTCA-GGGCAC-ATA----GCCAGG--TTGCAAGT-----TCCCCAGTT--GGGGT-GCATGCT-- 

NW005871183.1_3 : TTTACTTTGAAGTTATTAAAAATGCTTCTTACCCTTACCA--GTGT-GGCTCTGTTGGTT-GCACATCTTCC-CAT-GCATC-CAAAG--GTTGCTA-GTTTAATTCCTGGTCA-GGGCAC-ATG----TGCACG--TTGTGGGTTTGA-TCCCTAG-T--AGGGGTGCATAAAG- 

NW005871069.1_6 : CAATTTTATCATAATAAAAAGGCCAATCTTAGCCCAGCCT--GTGT-TGCTCAG-TGGTT-GAGCATCAACC-CAT-GAACC-AAGAT--GTCACCA-GTTCAATTCCTGGTCA-GAACAC-ATA----TCTGGG--TTGCAGGCTTT--TCCCCAG-T--AGGGG-CTGTGCA-- 

NW005871214.1_2 : CAATTAAAAAAAGAAAAAACGGGAAGAAAGAGCTCAGCCT--GTGT-GGTTCAG-TGGTT-GAGTGTTTACT-CAT-GAACC-AAGAA--GTTATTG-GTTCAATTCCTGGTCA-GGGCAC-ATG---------------------------CCCAG-T--AGGGG-GCATGTA-- 

NW005871643.1_5 : GTAAATTCAGGTCTAAAGTAAAGGACTGTGTGCCCAGCCA--GTGT-GGCTCAG-TGGTT-GAGCATCTACC-CAT-GCACC-AAGAG--GTCACCG-GTTTGATTCCTGGTCA-GGGCAC-ATG----CCTAGT--TTGCAGGCCTGA-TCCCCGG-T--GGGGG-TTGTGCA-- 



NW005871092.1_7 : GACACAGTTTAAAAAAAAAAACCAACATTCAGCCTGGCCG--TTGT-GGCTCAG-TGGTT-GAGCATCAACC-CAT-GCACC-AAGAG--GTTGCCG-GTTTGATTCCTGGTCA-GGGCAC-ATG----CCTGCG--TTGCAGGCTCCA-TCCCTGA----TGGGG-GCGCGCA-- 

NW005876617.1_8 : CAAAATTATCAACTTAAAAATTAGCCTGCTAGCCTGGCCG--GTGT-GGCTCAC-TGGTT-GAGTGTCAACC-CAT-GAACC-AAGAA--GTTGCA--GGATCATTCCTGGTTA-GGGCAC-ATG----CCAGGG--TTGTGGGCTTGA-TCTCCTG-T--AGGGG-GTGTGCA-- 

NW005871652.1_1 : ATTAAAAAATGAAAAAGAATAAAGCTTCCCTGCCTGTCTG--GTGT-AGCTCAG-TGGTT-GAGCATCAACC--AG-GAACT-AAGAG--GTCACCT-GTTCTATTCCTGGACA-GGGCAC-AGG----CACAGG--TTGTGGGCTCCA-TCCCCAG-T--CAGGG-GCGGAAA-- 

NW005871940.1_3 : TACATTTAAGAGCTAAAAATAAAACAGTTAGGCCTGGCCC--ATGT-AGCTCAG-CGGTT-------TGACC-CAG-GAATC-AAGAA--GCCCCCTGGCTTGATTCCCAGTCA-GGGCAC-ATG----CCTGGG--TTGTGGGCTCAA-TCCCCTG-T--GGTGT-GTGTGCA-- 

NW005871326.1_5 : AAGACACTTCTCTAAATCACCTAGGTCCCTGCCCTGGGTG--GTGT-GGCTCAGTTGGTT-GAATGTTGTCT-----------CAAAG--GTTGCTG-GTTCGATTCCCAGTCA-GGGCAC-AGG----CCCAGG--TTGTGGGCTCCA-TCCCTGG-T--AGGGG-GCATGCC-- 

NW005871079.1_7 : AAGCCACTGAAGTACATCAAATAAAAATGAG-----------TTGG-GAACTGGCAGGTT-GGGCATTGTCC-AGT-ATACC-AAAAG--GTTGCCA-GTTCAATTCCCAGTCA-GGGCAC-ATG----AACTGG--CTGCCAACTCGA-TCCCTGG-T--AGGGC-ACATGTA-- 

NW005871093.1_5 : TAAAGTCACTTTTAAAAACTGCTACATTTTTGCCCTGGCC--AGGT-GGCTCAGTCACTTAGAGCCTCATCC-TGT-ACGCC-AAAAG--GTTGCGT-GTTCGATTCCTA-----GGGCAC-ATA----CCTAGG--TTGCAGATTTGA-TCCCTGG-T--TGGGGCGGTTGCA-- 

NW005871198.1_1 : TTCATTGAAAGAAACAACAGTATAGCAAATAGCCCTGGCC--AGGT-GGCTCAATTGGTTGGAGCATCGTCC-CTT-ACGCC-AAAAA-TGTTGCAG-GTTCGCTTTCCGGTCA-GAGCAC-ATA----CCTAGG--TTGCAGATTCTA-TTCCCTG--------------GTG-- 

NW005871172.1_1 : AGCAATGACTCTTTAAGATAAGCAGTTATTTCTCTGACCG----GT-GGCTCTGTTGGTTGGAATGTCATCC-TGT-ACACC-AAAAG--GTTGCAG-GTTCGATTCCTGGTCA-GGGCAC-ATA----CATAGG--TTGCTGATTCGA-TCCCCCA-T-CAGGGT-GCATACA-- 

NW005871430.1_8 : GCTTTTAAGAGATAAAAATTTAAGATAATGACACCTGGTT--GGGT-GGCTCAGCTGGTTGTAGTGTCGTCC-TGT-ACACC-AAAAG--GTTATGG-GTTCCATTCATAGTTA-GGGCAC-ATA----CCTACA--TTTCGAGTTCGA-TCCCCAG-T--TGGGGCACGTACA-- 

NW005871350.1_4 : GGCTTCCCGAGTCTAAGAATGACTTCCATCACCCTGGCCG----GT-GGCTCAGTTGGTT-GAAGCAACACC-TGT-ACAAC-AAAAG--GTTGCAG-GTTCAATTCCCAGTCA-GGTC---ATA----CCTAAG--TTGTGGGTTTGA-TCCCTGG-T--CGGGGTACGAGCA-- 

NW005871222.1_2 : GCCATAGAAACAATCTATGAATCAAAACTAAGGCTAGCCCT------GACTCAGTTGGGTGAAGCATCATCC-CAT-ACACA-AAAAG--GATACGG-GTTCAACTTCTGGTCA-GGTCGC-ATA----CCTGGA--TTTCAGGTTTGA-TCCTCAG-T-CAGGGT-GCATGCA-- 

NW005871099.1_1 : AAACTGATAGGAATATCAAAAGCTGTTGTTGCCGTGGCC---AAAT-AGCTCAGTTGGTTGGAGCATCATAC-CAA-ACATC-AAAAG--ATCGTGG-GTTGGATTCCTAGTTA-GGGCAC-ATG----CCTTGG--TTGTGGGATTGA-TCCCTAG-T--CAGGGCCAGTAAT-- 

NW005872022.1_1 : TTCATATTTTAAAAAAAAACACCTTTGACAGCCCAGGCTG--GTGT-GGCTCAGTGGGTTAGAGCGCCATCC-CAT-ACCTG-GAAAG--GCTGCAG-GTTCGATTCCCAGTCA-GGGTTC-ATA----CCTATG--TTGTGGGTTCGA-ACCCTGG-T--TGGGGTAAGTGCAGA 

NW005871074.1_6 : TTAATTTAATGAGAAATATAGAAGAGGACATCCCTGGCTG--ATTT-GGCTCAGTTGGTT-GAGTGTCATCC-CAT-GCACC-AAAAG--GTTGTTG-GTTCTATTCCCAGTCA-AGACAC-ATG----CTCA----TTACAGGCTCAA-TCCCCAG-T--AGGGA-GCATGCA-- 

NW005871050.1_1 : TCAGAATTTTTTTTTTTTGCAACTCATCTTGCCTTGGCCA--GTGT-GGCTCAGTTGGTT-GGGCATCATCT-TGTGCCACT-GAAAG--ATTGCTG-GTTCGATTCCAGGTCA-AGGCAT-GTA----TCTGGG--TTGCAGGCTCGACCCCCCAG-T--GGGGG-GCATGCA-- 

NW005871121.1_1 : TATCCATACGTATAATACCCCTTTCATAGTGCCCTGGCCA--GTGT-GGCTCAGTTGGTT-GGGCATCCTCC-TGT-GCAGT-GAAAT--GTT-----GCCTGATTCCCAGTCA-CAGCAC-ATA--GGTCTGGG--TTGTGGGCTGGA-TCCCCAG-G--AGGGG-GCATGCA-- 

NW005871053.1_1 : TAACTCTCATTTTTAAAGAATCTTTACTTAGCCCTGACCT--GTGT-GGCTCAGTTGGTT-GGGCATCATCC-TGT-GCACC-AAAAG--ATTGCCA-CTTTGATT--TGGTCA-GAGCAC-ATG----CCTGAG--TT----------------------------GTATGCA-- 

NW005871081.1_1 : GTATGTTTAACTTTATGGAAAACAATTGCAGCCGTGGCCA--GTGT-GGCTCAGCTGGTTGGAGCACTGTCC-TGT-GCACC-AGAAG--GTTGCAG-GTTCTATTCCCAG-TA-GGGTAT-ATA----CCTAGG--TTGTGGGTTTGC----------------------GTA-- 

NW005871191.1_5 : TAATTGTTAAACTTCAAAAAGTCCCTCTTTTGCTGGGCTG--GTGT-TGCTCAG-TACTT-GACCGTCGACC-CAG-GAACC-AAGAG--GTCACCG-GTTCAATTCCAG---------------------------TCAGGGGTTCCA-ACCCCAG-G--AGGGT-GTGTGCA-- 

NW005871136.1_3 : TTAGACTCTTCTGTCAAAAATTAGTTGCCCAGCCCAGCCATTGTAC-AGCTTAG-TGGTT-GAGCATCGACA-TAG-GAACC-AAAAG--GC-------------------CCG-GAACTG-ATT----CCCGGG--TTGCAGACTCAA-TCCCCAG-T--AGAGG-GCAAGCA-- 

NW005871092.1_3 : AGAAAACAATTGTTATAAAGATGGTATTTTGTGCTCAGCG--GTGT-GGTTCAA-TGGTT-GAGTGTTGACC-CAT-GAACC-AGGAG--GTCACG--GTTCAATTCCTGGTCA-GTGCAC-ATG----CCCAGG-----------------------T-----------TGCA-- 

NW005871612.1_1 : GTTAAAATTTAAATGATTAAAAAGTGATATACACTGGCTG--GTGT-TGCTCAG-TGGTT-GAGTGTCGACC-CATGGAACC-AGGAG--GTCATG--GTTTGATTCCTGGTCA-GGGTAC-ATG----CGCGGG--TTGCAGGCTCAA-TCTCCTG-T--GGGAT---------- 

NW005871187.1_8 : TGTTATTGAAAAGTGACACAATTAAGCCTGGCCCTGGCTG--GAGT-GGCTCAGTTGGTG-GAGCACTGTCC--AT-GCACC-AAAAC--GTTACCT-GTTCAATTCCTGGTCA-GGGCAC-ATA----CCTGAG--TTGTGGGATTG---------------------------- 

NW005874114.1_4 : ATCACCATTTTACAGACAAGAGAACAGAGGCACCCAGCTG--GCAT-GGCTCCG-TGATT-GAGTAT-GACC-CAT-AAATC-AAAG---GTCACCA-GTTCGATTCCCAGTCA-GGGCAT-ATC----CCCAGG--TTTAGGATTTGA-TCCCCAG-C----------------- 

NW005871171.1_2 : AGTGACAACTAAACAAATTCAAAGATATTCAGCCCGACCG--ATGT--GCTCAG-TGGTT-GAGCACT---------GAGCC-AGGAG--GTCACA--GTTCGAGTCTGGGTCA---------------------------GGACTGAA-TCCCCAG-T--GTGGG-GCGTGCA-- 

NW005878227.1_1 : GGTGCTAAGAGCCCCTGAACTGTTCACAGGAGCCCAGCCG--GTGT-GGGTCAG-TGGCC-GAGCTTGGCCC-TAT-GAACC-AGAGG---TCATG--GTTCGATTCCTGG--------------------------TTTCGGGCGTGA-TCCCCAT----GTGGG-GCGAGCA-- 

NW005871204.1_2 : GTGCCTAGTCAAGTTAAAAGATACTTTAATAATTCTGCCC--AGCT-GGCTTAG-TGGTT-GAGCATTGAT------GGGGG-TGGGT--GTCACA--GTTCAACTCCAGGTC--GGGCAC-ATG----CCTAGG--TTGCAGGCTTAA-TCCCCAA-T--GTGGG-GCATGCA-- 

NW005871141.1_1 : GAGTTGATTTAGTTAGGAAAATGGGTCAGGAGCCCGGCTC--GTGT-GGCTCAA-TGGTT-GAATGTTGACC-CAT-GAACC-AAGA-----------GTTAGATTTGAGGTCA-GGGCAC-CAGC---CCTGGG--ATTTGGGCTTGA-TCTCCAG-T--AGGGG-GCGTGCA-- 

NW005872202.1_9 : ATAGCATTTTCCTATTGGAACCAGTGGAAGAGCCTGGCCA--CGGT-GGCTCAG-TAGTT------GCAACC-TAT-GAACC-GGGAG--GTCACG--GTTCAATTCCTAGTCA------T-ATG----CCCCGG--TTGAGGGCTTGA-TCCCCAA----------TCATGCA-- 

NW005871118.1_2 : ATGCATACTGGGAGTTAAAAGAGGGAGGATCCCCTGGCTG--GTGT-GGCTCAGTTGGTT-GAGCATCATTC-TAT-GCACT-GCAAG--CTCGCCG-GTTTGATTCCTAGCCA-GGGCAC-ATG----CCCCGG--GTGTGGGGTTGA-TCCTT---T----------------- 

NW005871543.1_4 : CACTTAAAAATAGTTAGAGTGGACCTGGCCAGCGTGGCCA--ACAT-GGCTCAG-TGGTT-GTGCATCAACC-TAT-GAACC-AGGCG--GTCATA--GTTCTATTCC-------TGGCAC-ATG----CCCAGG--CTGCGGGCTCGA-TCCCCAG-TGTGTGGG-GCGTGCA-- 

NW005871135.1_2 : GAGAAGATGCTCATCTAGCAGTAGCCCCACTGCTCTGGCC--GGGC-AGCTCAGTTGGTTGGAGCATCGTCC-CAATGTGCC---AGG--GTTGTGG-GTTCAATCCTCGGTGA-GGGCAG-GTA----TAGGAA--TCAACCAGTGAG-TGCCTGA----CGAGG---------- 

NW005872218.1_4 : TCCATGATTTGGTTCTAAAAGTCAGTGCCTGGCCCGGCCAG-----------AG-TGGTT-GAGCATCATCC-TGT-GCACT--GAGG--ATTGCT--GTTCCGTTCCTA-TCA-GGGCAC-ATA----CCGAGG--CTATGTGTTGGA-TCCCTAG----TCCGG-GTGCACA 

                                   aaa           gCC  GC    GtgT GGCTCAG TGGTT GAGc Tc aCC  AT GaACC a gAG  GTcac   GTTc ATTCC gGTCA GGgCAC ATg    CC  GG  TTg  GGcT  A TCCCcaG t    GGG gc TGCA   

                                                                                                                                                                                           

                   180         *       200         *       220         *       240         *       260         *       280         *       300         *       320         *       340     

Ves_b           : -GGAGGC----AGCCGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTCT--CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAATATATTTTTAAAAAAAAAA----------------------------------------- 

NW005871159.1_2 : -GGAGGC----AGCCAAT----CAGTGGTTC----TCTTTCA--TCATTGATGTTTCTA------TCTCT--CACTCTCTCTCCCTTCCTCTCTGAAATCAATAAAATATATATATATTTTAAAAGCAGGCAATTAAAATAAATAAATAAATAAAATAAAAAGCAGGC 

NW005871154.1_2 : -GGAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TTATGGATATTTCTA------TCTCT--CCCTCCCTCTCCCTTCCTCTCTGAAATCAACAAAAATATATTAAAATAAATAAATAAATAAATAAAAATATAAAAATAAATTCTCCAATTAAATAT 

NW005871161.1_2 : -GGAGGC----AGCTGAT----CCATGATTC----TCTCTCA--TCACTGATGTTTC--------TCTCT--CTCTCCCTCTCCCTTCCTCTCTTAAATCAATAAAAACATATTTTAAAAAACAACAAACAACCAAACAAACCAAACTACCGCCGATCCAGTCCCTCC 

NW005871096.1_1 : -GGAGGC----AGCCGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTCT--CTCTGCCTCTCCCTTCCTCTCTCTGAAATAAATAAAAACATATATTTTTTAAAAAGTCACTTGTTTATATCTATTCACTAGGCAGCTCAGAAAGGC 

NW005871620.1_4 : -GGAGGC----AGCTGAT----CAATGATTC----TTTCTCA--TCATTGATGTTTCTC------TCTCT--CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTCCTCTCTGAAATCAATAAAAATTTATATATATTTTTAAAAAAGAATACTCTGAATAATCATA 

NW005871196.1_1 : -GGAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TCATTAATGTTTCTA------TCTCT--CTCTCCCTCTCTGTTCCTCTCTGAGATCAATATCTATAATAATAAAAGCATAATATGCAAATCGACTGAATGACCAAATAGCAGAACAACCATCCG 

NW005871310.1_8 : -AGAGGCAGCTAGCTGAT----TGATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTCT--CTCTCCCTCTCCCTCCCTCTCTCTGAAATTAATAAAAATATATTTTTAAAAGAATAAAAATTTAGCCCTCCATCCTCTAAATAGAAATTCCAGTCC 

NW005871108.1_2 : -GAAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTCT--CTCTCCCTTCCTCTCTCTGAAATCAATAAAATGTATTTTAAAAAATGAATATAGTCTAATTAAAAATTTTTAAACAAATAGAGAAAAAGTCACCAT 

NW005871476.1_1 : -GGAGGC----AGCCGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCC--------------CTCTCCCTCTCCCTTCCTCTCTAAAATCAATAAAAATATATTTAAAATATGTATATATATCTTTTAAAATTGAAAGAGATCACAGAATGAGAACCA 

NW005871162.1_2 : ---AGGC----AGCCAAT----TAATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTAT--CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAAAAAATCTTTAAAAAATAGGAATTATTATTATGATTGCCTGTGATGTCACATGTTATTCCA 

NW005871674.1_2 : -GGAGGC----AGCCGAT----CAATGATTC----TCTCTCA--TCATTGAAGTTTCTA------TCT----CCCTCTCTCTCCCTTCCTCTCTGAAATCAATAAGAATATATATATATTTTTTAAATGTTTGGGATGAAGTGCACTGATATCTGCAACTTGAAATGC 

NW005871153.1_9 : -GGAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TCACTGACATTTCTA------TCTCT--CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAATAAAATATATATATATATGTATGTATATATATGTGTATATATATATATTTTTTTTTAAAAAAG 

NW005871062.1_1 : -GGAGAC----AGCCAAT----CAATGATTC----TCTCTCA--TCACTGATGTTTCTA------TCTCT--CTCTCCCTTCTCCT----------AATCAATAAAAATATATTTTAAAAAAAGAACTTCCTCTTAAAAAAATAAAAGTTAAAAACAAATAACTATTC 

NW005871176.1_3 : -TGAGGC----AGCCTAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTAT------------CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAAATATATATTTTTAAAAAGTAGCAGAATACGCCTCTTCAAAATATGCCACTTTGGTGTAAG 

NW005871065.1_3 : -GGAGGC----AGCCAAC----CAGTGATTC----TCTGTCA--TCATTGCTGTTTCTG------TCTCT--CACTCCCTCGCCCTTCCTCTCTGAAATCAATAAAGATATTAAAAATAAAAACATGTTAATAAACTAAAAAAGGCCAATACTTTTCTTGTCTTTTTA 

NW005871227.1_2 : -GGAGGC----AGCCTAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTCT--CACTCCCTCTCTCTTCCTCTCTGAAATCAATAAAAATATAAAAAATAAATAAAAGGAAACCACAGTCTTGGTGTCAAATATGCAGAATATAGTAAC 

NW005871079.1_3 : -GGAGGC----AGCTGAT----TAATGATTC----TCTTTCA--TCATTGATGTTTCCA--------------------TCTCCCTTCCTCTGTGAAATCAGTAAAAACATATTTTTTTTAAAAAAAGGGAAGGAGAGTAAAAAAATCACATCTATTTCCATTTGTTC 

NW005871068.1_7 : -GGAGGC----AGCCAAT----CAGTGATTC----TCTCTCA--TCATTGATGTTTCTAT----CTCTCT--CTCTCCCTCTCCCTTCCTCTCTGAAATCAATTTAAAAAATTGTTTTTTAAAGAAAGAAAGCAGGAGAAGGAAAGCAAGATTGTAATTGGAGGCAAA 

NW005871136.1_1 : -GGAGGC----AGCCAAT----CAATGATTC----CCTCTCA--TCATTGATGTTTCTA------TCTCT--CTCTCCCTCTCCCTCTCCCTCCCTCTCTCTGAAATAAAAACATTTTTTAAAAAATTGTAAGAAAAGAATAGGGCAGATTCATTTGGCGATTTTCTT 

NW005872971.1_1 : -GGAGGC----AGCCAAT----TAATTATTC----TCTCTCA--TCATTGATATTTCCA------TCT----CTCTTCCTCTCCCGTCCTCTCTGAAATGAATAAAAATATATTTTAAAAAAAGAATCTAAAAGGGTGAGCCTAGAATGGACTCCAGATATATTCAAA 

NW005871181.1_3 : -AGAGGC----AGCCAGT----CAATTATTC----TCTCTCA--TCATTGATGTTTCT--------------CTCTCCCTCTCCTTTCCTCTCTGAAATCAATAAAAATATATTTAAAAATAAATGAATAAATGAAAAAGAGGCACACATTAATAGGATGTTGCTATA 

NW005871227.1_2 : -GGAGGC----AGACCAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTAT------------CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAGAAAGAATAATAAAAGTAGTATATGTGTTTACTAGTATATTATATGAAAATTAGAAATTAG 

NW005871533.1_2 : -GAAGGC----AGCTGAT----CAATGATTC----TTTCTCA--TCATTGATGTTTCCAT------------CTCTTCATTTCCCTTCCTCTTTGAAATCAATAAAAATATATTAAAAGAAAAACAAAAAACAACACTTGGCTCCAAAGGGTTTTCATACAGGTTACA 

NW005871136.1_2 : -GGAGGT----AGCCGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTA--------------TCTCCCCCTTCCTTCCTCTCTGAAATCAATAAAAAATATTTTTAAAAAATCTTTAAGGACAGAAAACCTATTGCTCACAGACATGCCGGAGGTTT 

NW005871204.1_3 : -GGAGTC----AGCCAGT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTAT------------CCCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAATATATTTAAAATAAGTTAGCGAGGATGTGGAGAAATTAGAACCCTCATGTTGCTGGTGCG 

NW005871057.1_1 : -GGAGGC----AGCTGAT----TGATGATTC--------TCA--TCATTGATGTTTCCA------TCTCT--CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAATATATTTTGAAAAAACTTGGTATCATTATAGATCAAGAAATCCAAACTGTCAAAATAAAA 

NW005871109.1_4 : -GGAGGC----AGCTGAT----CAA-GATTC----TCTCTCA--TCACTAATGTTTCTA------TCTCT--TTCTTCCTCTTCCTTCCTCTCTGAAATCAGTTAAAAAGATATAAAATATGTATCAAGTTCTTTTGCTGGTAAGGTTATATAAATTATTATTAAACA 

NW005871844.1_2 : -GGAGGC----AGCTGAT----CAATGAGTC----TCTCTCA--TCATTGATGTTTCTA------TCTCC--CTCTCC----------CTCTCTGAAATAAATTTAAAAATGTTTATAAATAAATAAAACACTGCCCTATAAACAGAAAATTACACTTACCAATTTAT 

NW005871060.1_8 : -AGAGGA----AGCTGAT----CAATGATTC----TCTCTCA--TCACTGATGTTTTTA------GCTCT--CTCTCCCTTTCCCTTCCTCTCTGAAATCAATGAAAATGTATATTTAAAAAGAGTAAAAAGAATAGAGATCTAAATCTTTAAAAAGAATGTAAAATA 

NW005871504.1_3 : -GGAGGC----AGCTGAT----TGATGAT------TCTCTCA--TTATTGATGTTTTCT-----ATATCT--CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAATATATTTTAAAAAATGGAAGAAAGAAAAGATATATCCTAGTAAAAGGCAGCTAGCCTATT 

NW005871066.1_1 : -GGAAGC----AAGCAGC----CAATCAATG----ATTCTCA--AAATTGATGTTTCTA------TCTCT--CTTTTGCTCTTCCTTCCTCTCTGAAGTCAATAAAATATATATTTTTAAAAAGGGGGGCTCATTTTCAAGGTCTCATTTTTATTAACCTCGATTCCT 

NW005871115.1_1 : -GGAGGC----AGCCAAT----CAATGATTT--------TCA--TCGTTGATATTTCTA------TCTCT--------CTCTCCCTTCCTCTCTGAAACCAATAAAAAATATGTTTAAAAAATACTGACAGAGGTTTAATCATTAAAAATTCTATTTAAAGGAGGGTA 

NW005871239.1_2 : -CGAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTTT--CTCACCCCTTCCCTTCCTCTCTGAAACCAATATATTTTTTTAAAAAGGAAAAGAAAGAAAAAAGAAATTGAAAATGCCAAGTGGTCTAATAAAAG 

NW005871056.1_4 : -GGAGGC----AGCCAAT----CAATGAC------TCTCTCA--TCATTGATGTTTCTA------TCTCT--CTCTCCCTCTCCATTCCTCTATGAAATCAATCCTATCTAATAATAGACAAACATGGTACCTTCGCTACGCCTCTCATTGGCTAATGAGTGTGATGT 

NW005871438.1_4 : -GGAGGA----AGCCAAT----CAATGATTC----TCTCTCA--TCGTTGATGCTTCTA------TCTCT--CTATATATATACATATATATACATATATATATATATGTATATATATATATATATATTAAAAGAATATATATATATTAAAAGAATATAAAGAATATA 

NW005871136.1_7 : -GGAGGC----AGCCAAT----CAATGATTC----TCTCTCA--GTATTGA---TTCTG------ACTCT--TTCTCCCTCTCCATTCCTCTCTGAAATCAATAAAAATATTTGGGGGAAAAATCAAATCAAATCAATAAATACAATAAAAATTAAAGTTATAAGTGG 

NW005871154.1_1 : -GGAGGC----AGCTGAC----TAATGATC-----TCTTTCA--TCATTGATGTTTCTAT------------CTCTCCCTCTCCCTTCCTCTCTGAAATCAATAAAAAATACATTTTTTAAAAATAGCCCAAATTTTCAAGTATACAACTAAGTAAATTAATAAATCA 

NW005871209.1_1 : -GGAGGT----AACTGAT----CAATGATTC----TCTCTGA--TCATTGATGTTTCTCT------------CTCTCCCTCTCCCTTCCTCTCTGAATTCAATAAAAATATAGTTTTTTAAAAAAAACTGCTCACTTTGAGTAGAAGATTACTCAAAACAAGATAAAG 



NW005871626.1_2 : -GGAGGC----AGC-GAT----CAATAATCC-----CCCTCA--TCACTGATATTCCTTT------------CTATCCCTCTCCCTTCCTCTCTGAAATCAATAAAAATACTTTAAAAAAAGCAGCAACTTACTCAGTTCATAAGGCAACCTGCAGAACTGCATTCCT 

NW005871168.1_3 : -GGAGGC----AGCCAATCCATTAATGATTC----CCTCTCA--TCATTGATGTTTGTA--------------TCTCCCTCTCCCTTCCTCTCTGAAATCAATAATATATATATATATATATATATATATATATATATATATATATATATATATATATTTTAAAGGAT 

NW005871051.1_8 : -GGAGGC----AGCTGAT----CCATGATTC------TGGAG--ATATTGATGTTTCTG------TATCT--CCCTCTTCTTCTCT--CTCTCTGAAATCAATAAAAAGATATTTTTAAAAATTTAAAATATACTGTTAAAACACCAATGGGCATCTGGGGCATCTTA 

NW005871066.1_2 : -GGAGGC----AGCCTAT----CAATGATTC----CCTCTCA--TCATTGGTGTTTCTG------TTTCT--CTCTCCCTCTACTTTCCTCTCTGAAATCAATAAAAATATATATATTTTTAATTTACTTTTACTATTTAGGAATTGTTTATCAAGTTGGCAATATAT 

NW005871190.1_2 : -AGAGGC----AGCCAAT----TAATGATTC----TCTCTCT--TCATTGATGTTTCTA------TAT----CTCTCCCCCTCCTATCCTCTCTGAAATCAAATATGTACATTTTAAATTTTTTAAAAATAAAATAAAACGTGTAATATCTGACTGCTTAGTTAGGGG 

NW005871063.1_7 : -AGAGGT----AGCCGAT----TGATGATGT----TTCTCTC--TCATTGATGTTTCTA------TCTCTCTATTCCTCTCCTTTCCTCTCTCTAAAGTCAATAAAAATGTATTTTTAAAAATTTCATGTTAACCAATTCATAGATAAAAAAATTTCCCATAGACTGT 

NW005871078.1_2 : -GGAGGC----AGCCAAT----TGATGACTT----TCTCTCA--TCATCAATGTTTCTA------TCTCTCTCTCCCTTCCTCTTCCTATCTCTGAAATCAATAAAAGTATATATTTTTAAAAATATATATATTCAAATTTTGATAAAACAAACCATTTTCTCCTGTA 

NW005871048.1_4 : -GGAGGC----AGCTGAT----GAATGTTCT----GCTCTCA---CATCAATGTTTCTC------TCTCTCTCCCTCTCCCTGCCTCTCTCTCTAAAAATCAATAAAATATCCTTTAAAAACACAAAGATACTGAGTTACCAGCCAACTGAATATCATGTTCTAATCA 

NW005871056.1_1 : -GGAGGC----AGCCGAT----CAATGATTC----TCTCTCA--TCACTGATGTTGCTC--------TCT--CGCTCCCTCTCCCTTCCTCTCTGAAATAATTTTTTTAATGTAAAGTATTCATAAAACTTCATCACATTCAGGGTAAATACAACTCTTCTCAATCAT 

NW005871062.1_7 : -GGAGGC----AGCCAAT----CGATGATGT----TTCTCTC--TCACTGATGTTGCTA------TCTCTCTATCCCTTCCCTTCCTCTCTCTCTCTCAAAATTAAAAAACATATATATTTTTAAAAACCTCAAATTCTGAATGTAGAGAGGAAGCCTCCAGGGCATG 

NW005871075.1_8 : -GGAGGC----AGCCGAT----CAATGATTC----TCTCTCA--TTATTGATGCTTTTA------TCTCT--CGCTCCTCCCTTC---CTCTCTGATATCAATAAAAATATGTATTTTTTAAAACCTTGTTTTATGTTGATAGTATTATAGACATCTCCTATTTTCTT 

NW005871211.1_8 : -GGAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCTG------TCTTT--CTCTCTCTCTCCCTTTCTCTTTGAAATCAATATATATATATAAAGACTCAGCCCCTTTTATTTTAACTTTACTGATTTATTTTTCATAGTCAATCT 

NW005871058.1_1 : -GGAGGC----AGCTGAT----CAATGATTC----TCTGTCA--TCATCGATGTTTCTA------TCTAT--CTCTCTCTCTCCCTTCCTCTCTGAAATGAATTTTAAAAAATATATTATTGCAGCAGTGTTCCAATAAAACAAATATTAGTTATGTAGGCCAAAAAA 

NW005871386.1_3 : -GGAGGC----AGCCAAT----CGATGAGTC----TCTCCCA--TCATTGCTGTTTCTC------TCTCTCTCTCTCTCTCTCTCCCTCCCCCCCCCTTCCTCTCTGAAATCAATAATAATAAAAAATGGTTCCTGAAAGGCCATCCATCCTTTTGGTTTGGAAAGTG 

NW005871743.1_1 : -GAAGGT----AGCCAAT----CAGTGATTC----TCTCTCA--TTATTGACCTTTCTAT------CTTTCCCTATTCCTTC------CTCTCTGAAATCAATAAAAATATATTAAAAATAAGTAAATTAAGACAGTCCTAGTTGTAAATCTTGTTTCCACCACTAAT 

NW005871185.1_1 : -GGAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TCACTGATGTTTCTA------TCT----CTCTCCCTCTCCCTTCTTCTCTGAAATCAATAAATATCTATATACTAGAGGCCCCATGCACGAAATTCATGCGAGGGGCTTGGTCTTCACAGCTGC 

NW005871079.1_7 : -GAAGGC----AGCTGAT----CAATGATTC----TCTCTCA--TCATTGATGTTTCAC------TCCCT--CTCTCTTCC------TCTCTAAAATTAAAATATATTTTAAGATAAAATATCCATTAAATATTTTTGCTTGAAAAATAAAGTTAAAATACCAATGGA 

NW005871051.1_2 : -GGAAGC----AACCGAT----CCATGATTTT--CTATCTCA--TCATTGATGTTTCTA------TCTCTATCTCCCTTTCCGTTCTTCTCTCTGAAATCAATAAAACATTTTTATATGTTTTTTAAAGAAACAGGACTTTCAGTTAGTCTCTGGGTTTGAATCCTGG 

NW005871723.1_2 : -GGAGGC----AGCCAAT----CGATGCTTC----TC-------ACCTTTATGTTTCTC------TCTCTTTCCCTCTCCCTTCTTCTCTTTCTAAAATCAATAACAATATATTTTTAAAAAACTTTGTCAGTTAAAATAATAATCTTAGTAAGTAAGAGGCTGTATT 

NW005871180.1_3 : -AGAGGC----AGCTGAT----TGATGTTTC----TCTC-----TTATTGGTATTTCTA------TCTCT--CCATATCTCTTCCTCTCCCTTAAAAATCAATAAAAGCATATTTTAAAAACATAAGAAATATCCACTACTTATGTGATTTTTTAAAAGGGGAATCCT 

NW005871050.1_1 : -GGAGGC----AGCTGAT----CAACGTTTC----TCTC-----ACATCAATGTTTTTC------TCTCC--CTCTTCCTTCCTTGCTCTCTAAAAAATCAATAAAAACATATTTCAAAAAAAATTTTATTATGTGACTACCATGTGCCATGCACTATATAAATATAA 

NW005871119.1_8 : -GGAGGC----TGTCAAT----CAATGGTTC-------------TCATCAACGTTTCTC------TCCCT--CTCCCTTCCTCCCC--CTCTCTAAAATCAATGAAAACATATTAAAAAAAAAAAAGGAAGGGTGATGATGCTTAAACTGATGCTTGCCCAAGTTCCC 

NW005871174.1_1 : -GGAGGC----AGCTGCT----TGATGTTTC----TGTTTCA---CATCGATGTTTCTC------TTTCT--CTCCCTCTCCCTTCCTCTTTATCTAAAAATCAATAAAAATATTTTTAAATTAAATTAAATAAGGGGTTCTGTGGGTGCATTCTGAGGTTCTTTCAT 

NW005881639.1_3 : -GGAGGC----AGGCAAT----CAATGTTTC----TTTCTC------------------------TCTAT--CCCTCTCCCTTCTTCTCCCTCTAAAATTAATAACAACATTTAAAAATAAATAAAAAAATAACACCTAGGCTTTGCTAGATCAGAAAGTACTTGCAA 

NW005871048.1_7 : -GGAGGC----AGCCAAT----CATTGGTTC----TCT----------------------------------TCCTTTCCCTTCCTCTCTCTCTAAAATCAATAAAAACATTAAAAGAAAAGAAAAAAAACACCTTCAAGTTTAAAAAATAAATGTTACAACTCTTTC 

NW005871081.1_6 : -GGAGGC----AGCCAAT----AGATGTTCC----TGTCTCA---CATCGATGTTTCTCTCTAGCTCTCT--CCTGCTCCCTTCCTCTCTCTTTAAAATCAATAAAAACATAAAAATAAAATAAAATAAAGGTCAGTCTTCAAAAGGTAGAATCAGGGGCAGGAGTAA 

NW005871051.1_1 : -GGAGGC----AGCTGCT----CTATGTTTT----TCTC-----TCATCAATGTTTCTA------TCTCT--CTACACTGTTCCCTTCCTCTCTAAAAATAAATTTAAAAAAATTTTTTAAAAGCGTTCCAATCTTTCTGCTCTTATCTCCTCGTTTTAAAGGATTCT 

NW005871901.1_4 : -GGAGGC----AGCCAAT----CAATGTTTC----TCTCTCT----------------------CCCTCT--CCCTCCCTTTCCTCTCTCTCTAAAATCAATAAAAACATGTATTTTTTAGAAAGAACACTTGTGCTAAAGGGTCTGAGCTCAGGGTCCAGGAATGGA 

NW005871196.1_4 : -GAAGGC----AGCGAAT----TGA--------------------CGTTGACGTTTTTC------TCTCT--CTCCCTCTCCTTTCCTATCTCTAAAATCAATAAAAACATATTTAAAAATTAAATAAAATTTCCAAGTCATCACAGTCTAATACCCTTGTAAAATAC 

NW005871276.1_1 : -GAAGGC----AGCCAAT----CATTGTTTCTA--------------------------------TCTCT--CTCCTTCTCCCTTCCTCTCTCTGAAATCAATAAAAACATTTTTTAAAAAAATTTTTTAGATAAATTCAATAAAATTGTTTAAATCGTGCAAAAGAA 

NW005871057.1_3 : -GGAGGC----AGTCAAT----TAATATTTC----TCTCTCA---CATCTATGTTTCTC------TCTCT--CCCTCTCTCTCTAAAAAAAAAAATCAAAAAAGACATTTTTTAAAAGACAATTAACAATAGAAAAATTAGGCTAAATTGTATTTTTATTTGTTTAAA 

NW005871183.1_3 : -GGAGGC----AACTGAT----CTATGTTTC----TCTC-----ACATTGATATTTCTC------TCTCT----------------TCCTCTCTAAAATTAATAAAAAGATATTTAAAAAAATACTTCCCACCCAATTGGATAGGATCCGATTGTATTTTTGACAGGA 

NW005871069.1_6 : -GAAAGC----AGCTGAT----GGATGTTTTCTC----------TCATTGATGTTTCTG------TCTTT--CTATCCCTCTTCCTTCATCTCTCTCTAAAAATCAGTTTTTAAAATGCCAGTCTTAAAAATAATAAAATAATCTCAAACACAAAATAAAACAAAAAA 

NW005871214.1_2 : -AGAGGC----AGCCAAC----CAATAATGT----TTCTCAC--TCATCAATGTTTCTC------TCTAT--CCCTCTCCCTCCCTCTCTCTCTAAAATCAATAAAATATTTTTTTTAAAAAAAGGAAGAAAAAAATAAAAGAGAATAGAATGGAAAACACTAGGGTA 

NW005871643.1_5 : -GGAGGT----GGCTGGT----TGATGCTGT----TTC-------------TATCTCTC------TCCTT--CTCCCTTCCTCCTCTCTCTCTAAAAATCAATAAAAACATTTACAGTAAAGGCCTGCCCAGGAGAATGCAGACGGCACTATGAAGGTGTGGCCTGCA 

NW005871092.1_7 : -GGAGGC----AGCCGAT----CAATGTTTC-----------------------------------------CCCTCTCCTTTCCTCTCTCTGTAAAACTCAATAAAAAAATCTTTTTTTTTTTAAAGTAATGAACTTCAGACTCAATTTTCTAAAAAATATTTAAAG 

NW005876617.1_8 : -GGAGGC----AGCTGAC----TAATGTTTC---------------ATCGATGTTTCTA------TGTCT--CTCTCCCTTCCTCTCTAAAAATCAATACAACATTTTTTTCCCAATTGAATTTACCATTTTTCAGGCTTGTTCACTGATGGGACATGTGGATTAAAG 

NW005871652.1_1 : -GGGAGC----AGCTGAT----CAATGATGT----TTCTCTC--TCATCCATGTTTCTA------TCTCT--CTATCCCTCTCCCTTTCTCTCTCTCAAAATCAATAAAAAACAGTTAAAATAAATAAAAAATGAATAAGTACTCTCTCTATAAAAACATTTTAAAAA 

NW005871940.1_3 : -GAGGGC----AGCCAAT----CAATGATGT----TTTTCTC--TCATTGATGTTTCTC------TCTCT--CTATTCCTCTCCCTTCCTCTCCCTCTAAAATATCAATAAAAACATTAAAAATACAATAAAAATAGAAGTTAGTAGAAAACACTGGAGTAAATCTTC 

NW005871326.1_5 : -GGAGGC----AGCTGAC----TGATGTTTC----TCACTCG---CATTGATGTTTCTC------TCTCT--CTCTCTCTCTCTCTCAAAATCTCTCTCTCTCTCAAAATCAATTTAAAATCTTTTTTAAAAAATAAAAAACAAATAAATTGCCTGGGTCCCAATGTC 

NW005871079.1_7 : -GGAGGC----AGTTGAT----GGGTGTTTC----ACTCTCA---TATCAATGTTTCTC------TCTCT--CTTTCCTTCTCCCTTCCGCTCTCTCTAAAAATAATTTTTAAAAAATGAGTTGGTAGTGAGCACTCTTTCCTTGGAAAATACATCTATACACCTTCC 

NW005871093.1_5 : -GGAGGC----ACTCTCT----CTCTCTGTC----TCTCTCA---CATGGATGTTTCTC------TCTCT--TCCCCCTTTTCTCTCTCTCTAAAAA-TCAATAAAATACATACCCTCAGGTGAGGATTAAAAATAAATAAATAAAATAAAATGGCTATATTGTTAAA 

NW005871198.1_1 : -GGAGGC----AACTGAT----TAATGTTTC----TCTTTTA---CATCGATGCTTCTC------TCTCT--CTCTTTCTCTCTCTCTCTCTTTCATTTTCCCCTCTTTCTCTCAAATCAATAAAAACATATCTTTGGGTGAGGATTAAAAAATAGTACAGCAAATAA 

NW005871172.1_1 : -GAAAAC----AACCAAT----TGATGTGTC----TCTC-----ATATCAATGTTTCTC------TCTCT------------------------AAAAATCAATAAAAATATATCCTTGGGTGAGAGTTTTTAAAAAATAACATAAGCAGTTATTTTATTCACACATG 

NW005871430.1_8 : -GGGAGC----AACCAAT----TGACCTCTC----TCT----------------------------------CTCTCTCTCTTCCTCCTTTTCTAAAATCAATAAAAGAACACGTCCTTGAGTGATGATTAAAAAAAAATTCAAGATAATGAATTGAGACTGTTCTAG 

NW005871350.1_4 : -GGAGGC----AACCGGT----CAATTTTTC----TCAC-----ACATCTATGTTTCTC------TCTCTT-CTCTCTTTCAACATATCCTCAGGTGAGAATTTGAAAAAAAAAGAATGACTTCCATCAATTCTGGAAAGTTCTCAGGCACTATTTCTGTGAACACCA 

NW005871222.1_2 : -GGGGAC----TGTTGAT----TGATGTTTC----TCTTTTA--CACTCTCTCTCTCTC------TCTCT--CTCTCTCTCTCTCTCTCTCTCTCTCTCAAGCAAATTCTTGGGTGAGGAGAACAAAAAAACACACAAACAAACAAACAAAAACCCTAATGCTGTGTG 

NW005871099.1_1 : -GGTGGA----AACCAAT----TGACTTTCTCAATTCTCTC---TCTCTCTCCTTCCTC------CCTCTCTCTCTCTCTCCTTCCTCCCTCTCTAAAATCAATGAAAATGTATCCTTATAAGTATAAAAAAACAAACTATTGTTAATAAGTTACATCATTTGCCATT 

NW005872022.1_1 : AGAAGGC----AGCCAAT----CGATGTTC-----TCTCTCA---TATCGATGTCTGTC------TCCCC--TCCCTCCATCCCTCCCCCAATCTCCTCTCTCTAAAATCAATAAGCATAACCTTGGGTGAGGATTGAAAAGAAAAAAAACACCTTTGACAAAACCCG 

NW005871074.1_6 : -GGAGGC----AGC-AGT----GGGTGTTTC----TCTCACA---CATCTATGCTTCTC------CTTCT------------CCCTCTCTAAAAGTCAATAAAAATATTTTAAAAATAAACGAGGGCATATAACTTATAGCTTTTGTTTAAATGAGAAAAAAACTCAC 

NW005871050.1_1 : -GGAGAC----AGATGAT----CAATCGATGTCAAGCTCTCA---CGTTGGTGTTTCTT------TCTCT--CTCTCATCTCTATCTCTCAAGATTAACTCACATCATCTTGTACTTGGTCATATACCGTTTTTTTACACTGAGAGTTTTGACATGCCAACTCCATCA 

NW005871121.1_1 : -GGAGGC----AGCGTAT----CGATGCTCTTA------------CATTGATTTTTT---------------TTCTCCCATTCCCTTCCTCTCTCTAAAAAATAAAAAAAATCAATAAAAATCTTTTAAAAATCCCTTTCATAGCTATTTGTTTTTTGACTAAAAGTG 

NW005871053.1_1 : -GCAGGC----AGCCAAT----TGATGTTTC----GCTC-----ACATCTATGTTTCTC------TCTCT--CTCTCCCTCTCCCTTCCTCTCTCTCTAAAAATCAATAAAATAAAATGACTAAAAACTGCCTATAGTTAGGCATAACCCAGATTCCAAAGCTGCTGG 

NW005871081.1_1 : -GGAGGC----AACCAAT----TGATGTATC----TCTCTCA---CATCCATGTTTCTC------CTCTC--CCCTCTCTCTCCCTTCCTTCCTGTCTAAAAACAAAATAACAACAAAAACAAACAGCTGCAGAACTGTTTTATAGCCTGGCTGTTCCATTTTGTATT 

NW005871191.1_5 : -GGAGGC----AACCGAT----CAATGACTC----TCTCCCA--TTATTGATGTTTCTA-----TCTCTTTATCCCTCTCCCTTCCTCTCTCTCTAACATCAATTAAGAAAAATACATTTTTTTAAAAAAAAAAGTCCCTTTCTCATAGGGTATTTGAAAAATAGGTT 

NW005871136.1_3 : -GGAGGC----AGCCGAT----TAATGTTTC----CCTC-----TCATTGGTGTTTCTG------TCTCT--CTATCCCTCTCCCTTCCTCTCTCTCTAAAATCAATACATATTTTTAAAAAATAAATATTTGCCCACATTTCTGGGCTTTCAATTCTGTTCCATTGG 

NW005871092.1_3 : -GGAGGT----AGCTGAT----GGATGAGTC----TCTCTCA--GCATTAATCTTTCCA------TCTCT--CTCCCTCTCCCTTCATCTCTCTGAAATTATATTTTTAAAAAGTTGCTAGGTCTGCATACATCAAAATTAATACATTTTAAAAGATGGCATTTGTTT 

NW005871612.1_1 : -CAAGGC----AGCCGAT--------------------------TCATTGATATTTCTA------TTTCT--CTATCCCTCTCCCTTCCTCTCTCTTTAAAATATATATATATATATATATTTAAAAAAATGATATACCAAGCTCATCAAAAAGGAAGCTGAAAAGTC 

NW005871187.1_8 : -GAAGGC----AACCTAG----CAATGTTTC----TCTCTCA---CATAGACGTTTCC-------TCTCG--TTCTCTCTTTCCCTCCCTTTCTCTCTAAGCATGTCTTTGGGCGAGACTTATTTTCAAAAAGTGACAAAATTAAGCCGTGTTTGGCAATAGTAGTTT 

NW005874114.1_4 : -----------AGCTGCT--AGTGATGTTTC-------------TCATTGATGTTTCTA------TCTCT--CTATCCCTCTCCCTTCCTCTCTCTAAAAATAAATAAAAACATATTTTAAAAAAGAAAACAGGCTCAGTGGGAATTGCGCAACTTGCAGGAGACCAC 

NW005871171.1_2 : -GGAGGC----AGCCAAT----CAACGATTC----TCTCTCA--TCATTGATGTTTCTC------TCTCC--CTCTCCATTCCTCTCTCTGCAATCAATATATATATAATGTTATAGCAGCCTTCAGGGTTTTGTAATCATGTTCCTCTTAATATTTTTTAAGATATT 

NW005878227.1_1 : -GAAGGC----AGCTGAT----CCATGATTC----TCTCTCA--TCATTGATGTTTCTA------TCTCT--CTCTACCTCTCCCTTACTCCCTGAAACCAGTAAAAATATATTTTTAAAATAATAAATAAATTTTCTATAACGTGGTTCTCATGTCCAGAACATACA 

NW005871204.1_2 : -GGAGGC----AGCAAAT----CAATGATTC----TCTCTCA--CCATTGATGTTTCTG------TCTCT--CTCTCTCCCTCTCTGAATATTTTTTTAAAAAGACATTTTAATTCTAAAATATGGAGAGCACTTCCTGGTACAATGGCTGAGAGTGTTGGTTGGGGT 

NW005871141.1_1 : -GGAGGC----AGCTGAT----CAATGATTC--------TCA--TCATTGATGTTTCTC------TCTCC--CTTACTC----------TCTCTGAAATCAATAAAAGGATATTTTTTTAAAGTAGAATTCTCAATCAGTAGTGCAAAAGAGGACGTTTACTATGACA 

NW005872202.1_9 : -GGAGGC----AGCCAAT----CAATGATTC------TCTCA--TCATTGATGTTTCTA------TCTCT--CTCTCTCCCTC------TCTCTGAAACCAATAAAAATATATTAGAGAAAGGAAGGAAGGAAGGAAGGAAGGAGGAAGGAAAGAAGGAAAGGAGGAA 

NW005871118.1_2 : -GGAAGC----AGCCTAT----CAATTCTCC----GCTCTCA---CATTGATGGATTTT------TCTCT--CCCTCTATGTCTCTATTTCTTCTTCTCTCTCTGACAATCAATGAAGAACGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAA 

NW005871543.1_4 : -GGATTC-----------------------------------TCTCATTGATGTTTCTG------TCTTT--CCCTCTCCCTTCC----TCTCTGAAATCAACAAAATATATTTTAAAAAACATAGTTAGAATGGTAAACTAATTGTCATGTATATGGACCACAATGT 

NW005871135.1_2 : -TGGAAC----AACAAAC----CAATGTTCT----TCTCTCT--CTCTCTCCTTCCTTC------TCTCT--CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCAAATCAATCAATAAAAAAGTTTTAAGAATAGTAGCCCCATCTTCCTACCCCTATCTCTACA 

NW005872218.1_4 : -GGAGGC----AACCAAT----TAATGATTC----TCTCTCA---CATTGATGTTTCTC------TCTCT--CTCTCTCTTTCACTCTCTCTCCTAATTTTTTGAAAAAAATTAATAATTTTAAAGCAATCCATTTTATTTATTTTTTAAAATTGTTATTGTTGAAAG 

                   GGAGGC    AGC  AT    caATGaTTc    tcTctca  tCATtgATGTTTCT       tcTct  CtCTC ctctccct  CTcTct aaat AataaaAa a         aa                                                

Figure S25. Random Ves_b copies from the M. lucifugus genome. Nucleotide sequences are highlighted as follows: PAS, strong pol III terminators, 
medium terminators, rudimentary terminators, and oligo(A). 


