Dip bl
PVKW010051495.1 3533-3
PVKW010004159.1 80593~
PVKW010025592.1 3255-3
PVKW010142159.1_1088-1
PVKW010026689.1 19174
PVKW010020638.1_ 790-11
PVKW010067327.1_5600-5
PVKW010006610.1 16371
PVKW010088773.1 2944-3
PVKW010045932.1 625-97
PVKW010001500.1 94351~
PVKW010051793.1 42944
PVKW010022920.1_6789-7
PVKW010022773.1 10476~
PVKW010015292.1 35231~
PVKW010036635.1 3327-3
PVKW010010233.1 27553
PVKW010016509.1 16608~
PVKW010009046.1 32095-
PVKW010025833.1 3359-3
PVKW010001043.1 110411
PVKW010002322.1 106694
PVKW010215985.1_75-475
PVKW010007730.1 335-70
PVKW010019229.1 37179~
PVKW010003896.1_1201-1
PVKW010029780.1 22529~
PVKW010005038.1 68491~
PVKW010001709.1_46746-
PVKW010717303.1 0-282

PVKW010192819.1 1-388

PVKW010044503.1_5190-5
PVKW010002233.1 14545~
PVKW010002238.1 112692
PVKW010008733.1_38606-
PVKW010023613.1 26446~
PVKW010002839.1 30013-
PVKW010005863.1 80131
PVKW010007860.1 15399~
PVKW010001237.1 42677~
PVKW010056307.1_751-11
PVKW010057662.1 3621-3
PVKW010009293.1 36126~
PVKW010012908.1 13543
PVKW010107935.1 22272
PVKW010071197.1 3150-3
PVKW010011433.1_51532-
PVKW010005174.1_9510-9
PVKW010133820.1 1242-1
PVKW010315483.1 190-52
PVKW010001908.1 35443
PVKW010009761.1 1526-1
PVKW010037256.1_1416-1
PVKW010026630.1_4438-4
PVKW010282957.1 37-379
PVKW010001519.1 23083
PVKW010000036.1 333285
PVKW010050868.1 8047-8
PVKW010092650.1_2412-2
PVKW010007175.1_4361-4
PVKW010000473.1_8971-9
PVKW010001374.1_52152-
PVKW010010378.1 36191~
PVKW010014760.1 30371
PVKW010016249.1_24573-
PVKW010168541.1 597-95
PVKW010208132.1 0-337

PVKW010019516.1 36697
PVKW010133475.1_92-439
PVKW010004452.1 16322
PVKW010060959.1 5326-5
PVKW010010614.19870-1
PVKW010001697.1_1809-2




PVKW010016926.
PVKW010000346.
PVKW010021495.
PVKW010014851.
PVKW010032534.
PVKW010037654.
PVKW010018714.
PVKW010038696.
PVKW010026779.
PVKW010041630.
PVKW010008032.
PVKW010022449.
PVKW010079800.
PVKW010009223.
PVKW010041428.
PVKW010524030.
PVKW010004522.
PVKW010068408.
PVKW010004820.
PVKW010009096.
PVKW010009879.

Dip bl

PVKW010051495.
PVKW010004159.
PVKW010025592.
PVKW010142159.

PVKW010026689
PVKW010020638

PVKW010067327.

PVKW010006610

PVKW010088773.
PVKW010045932.
PVKW010001500.

PVKW010051793

PVKW010022920.

PVKW010022773
PVKW010015292

PVKW010036635.
PVKW010010233.
PVKW010016509.
PVKW010009046.
PVKW010025833.
PVKW010001043.
PVKW010002322.
PVKW010215985.
PVKW010007730.
PVKW010019229.
PVKW010003896.
PVKW010029780.
PVKW010005038.
PVKW010001709.

PVKW010717303

PVKW010192819.
PVKW010044503.
PVKW010002233.
PVKW010002238.
PVKW010008733.

PVKW010023613

PVKW010002839.
PVKW010005863.
PVKW010007860.
PVKW010001237.
PVKW010056307.
PVKW010057662.
PVKW010009293.
PVKW010012908.
PVKW010107935.
PVKW010071197.
PVKW010011433.
PVKW010005174.
PVKW010133820.
PVKW010315483.
PVKW010001908.

139059~
1180365
1_2993-3
141271~
1.18382-
1-7898-8
134711~
1-4650-5
1°5772-6
1-1328-1
148848~
1_18959-
1-3962-4
1-9439-9
1_851-11
1-20-362
142777~
1_621-96
184511~
128923~
1_55385-

1_3533-3
1 80593-
1.3255-3
1-1088-1
.1.19174-
.1_790-11
1_5600-5
.1.16371-
1 2944-3
1625-97
1_94351-
.1_4294-4
1_6789-7
.1.10476-
.1_35231-
13327-3
127553~
116608
1_32095-
1_3359-3
1-110411
1106694
1_75-475
1-335-70
137179
1-1201-1
122529~
1 68491~
1 46746
.1_0-282

11-388

1_5190-5
114545~
1112692
138606
126446~
1.30013-
1 80131~
115399~
142677~
1 751-11
1-3621-3
136126~
113543~
12227-2
1-3150-3
151532~
1-9510-9
1 1242-1
1_190-52
135443~

GT-TCAC-AGCAGCT-GAGAGGCCGCTGGCGCGCCCATTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCARRAAAA A A A — = = = = = = = = = = = = = = o o o o o
AT-TCAC-AGCAGCT-GAGAGACTGCTGGCACACCCATCTCTATCTGTTTCCCTCTCCCTCTCTCTCTGTCTGTCTCTCTCTGTCTCTCTCTCCAAA MATRAATARAGT. B~ 2 GAAATACTCTGGACATTGATTCCAGCTGTGATTTGAGAGTAAAC

AT-TCAC-AGCAGCT-GAGAGGCTGCATGCCTGCCCATTCTCTATCTGTCTACCTCTCCCTCTCTCCCTGTCTCCCTCCAAAAAAAAAAAAAAAAAAAAAAAAAGAATAAGCAAATGCTTAGCCTTCATCTCCATGGTTATCTTTGTTAATACTCTTTCAGTCCCTTAAAG
AT-TTGC-AGCGGCT-GAGAGACTGCTGGTGCACCCATTTCTATCTGCCTTCCTCTCCCTCTCTCTCTGTCTCTCTCTCTCTCTCTCTCTGTGTGTCTCTCTCCCCCCTCAAAAAAAATTAAAAAATAATACAAAAAATTTAAARAATACAAAATTTGATTACCAGAGAATC
AT—TTGC—AGCAGCT—GAGAGACTGCTGGTGCACCCATCTCTCTCTGTCTCCCTCTCTCTCTGTGTGTCTCTCCCTGTGTCCCTCTCTAAAAATAAAAAATAAAAATAAATAAAAAAC-AACAATTCAATTCAAATTTTCATCAGAACCTGAGTCTTTGAACACTAGG
AT-TCAC-AGCAGCT-GAGAGACTGCTGGTGCGCCCATCTCTATCTGTCTTACTCTCCCTCTCTGTCTGTCTCTCTCCAAAAATAAATAAAATAATAATTAAAA, AAAAAAAGGAGAGGAAATCATCTGTTGATAATTACAATCTCTTGCCCATCTGTCCACA
GT-TCAC-AGCAGCT- GAGAGACTGCTGGCACGCCCATCTCTATCTGTCTCCCTCTCTCTGTGTGTCTCTCTCCAAAAATAAATAAAAAAATTAAAAAAG AAAAAAATAAATAAAATTAGAAATGAACCTAGAGTTTGGGGTTCAAGGACTTTCCTGGACCC
TT-TTGC-AGCAGCT-GAGAGGCTGCTGGTGTGCCCATCTCTATCTGTCTCCCTCTTCCTCTCTCTCTATCTCTCTCC GAATATAGTATCAGGTTCAAGTATTAAAACTAATAAGTCAATAGCATTCTGTTTTAATGGCAAGTGCCACC
AT-TCAC-AGCAGCT-GAGAGACTGCTGGCACCCCCATCTCTATCTGTCTCCCTCTCCCTCTCTGTCTGTCTCTCTCTCTGTGTCTCTCTCCAAARATAAATAANATA, TTAAAAAAGAAAAAGGGGGTGTTGCAGTCAGGTTTGCATTGTTGGTCGAAA
GT-TTGC-AGCAGCT-GAGAGACTGCTGGCGTGCCCATTCTCTATCTGTCTCCCTCTCTCTCTCTGTCTGCCTCTCTCTGTGTCTCTCTCTAAAAAAATARAAAAATTAAAAAAATTAAAAAAAGAAAGAGAATGGGCACACCAGGGCCTCTAGCCATTGCAAACGAACTC
GT-TCAC-AGCAGCT-GAGAGACTGCTGGCGTGCCCATCTCTATCTGTCTTCCTCTCCATCTCTCTCTGTGTCTCTCTCC AATAAATAAAARTAAT. [ AAGTTATTTATTGTACATAACATTTTTAAATAATTCAGCCTACTATCAGTCTTTATATA
GT-TCAC-AGCAGCT-GAGAGGCTGTTGGCATGCCCATCTCTATCTGTCTCCCTTTCCCTCTCTGTCTGTCTCTCTCTCTGTCTCTTTCCAAAAATAGATAAAATAATTAAAAAAAATARAAATAANTATATGTGATATTTATTAAGGGCTTAGGTATAAGATAATTC- -~
GT-TCAC-AGCAGCT-GAGAGACTGCTGGCGTGCCCATCTCTATCTGTCTCCCTCTCCCTGTCTGTCTGTCTCTGTCTGTGTCTCTCTCCAAAARATAAACAAAATAATTTAAAAAAATTAAAAATAATARA. TAAT. GAACTTGGGAAG
GT-TCAC-AGCAGCT-GAGAGACTGCTGGCGCACCCATCTCTATCTGTCTTCCTCTCCCTGTCTATCTGTTTCTCTCTGTGTCTCTCCCTCGAAAAARAATAAATAAAATA, TT. TCAGAGC GACTGAACAAACATTTCTCCCAAGAAAT
GT-TCGC-AGCAGCT-GAGACACTGCCAGCGCGCCCATCTCTGTCTTCCTCTCCCCCCCTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAAAAATAATAGAARATAAANAATAAAAAGTT. TAAATAAATAAATAGAATTCTAACACATACTACCATCTAGATGAC
AT-TCAC-AGCAGCT- GAGAGACTGCTGGTGTGCCCATCTCTATCTGTCTCCCTCTCCCTCTCTGTCTGTCTCTCTCTGTGTCTCTCTCCAAAAATAAATAAAATAATAAAAAAG-AAAAAAAAGAAACACTTGTCCAGAATAGGAAGTACTAGGCTGACAACCACAA
GT-TCAC-AGCGGCT-GAGAGGCTGCTGGCATGCCCATTCTCTCTCTGCCTCTCCCTCTTTCTCTGTCTCTCTCTGTGCCTCTCTCCAAAAATTARAATTAAATTAAATTAAA CTTCCCCAGGGCTGGGCAGAAGAGAGGGGAGCCCCGCATT
AT-TCAC-AAAGTCT-GAAAAGACCCTGGTACACCCATTCTCTCTCTGTCTCTTCCTCTCTCTCTTTCTCTCTCTCTCTCTCTGTGTGTGTGTGTGTGTGTGTGTCTCTCTCAAAATGGGAAATGTTATGAAGACTCTTGTCAAATATGGAAGGCCTCTTGAGTAGACCC
GT—TAGC—AGCAGCT—GACAAACTGCTGGCGCACCTAGTCTCTATCTGTCTCCCTCTCCCTCTCTCTCTGTCTGTCTCTCTCTGTGTCTTTCTCCAAAAAAA_AATGTTTGCTTTATTTTAGGTCATAGTGTGTTCTTGCCTAATTTAATTTAGATATGCTA—
GT-TCAC-AGCAGCT-GAGAGACTGCTGGCGTGCCCATTCTCTATATGTCTTCCTCTCCCTCTCTCTCTGTCTGTCTCTCTCTCTGTGTCTCTCTCCAAAAATAAAAARAATAATTTAAAAATTAAAAAARAGAATGTGCAAACATARAACTTGTAAAAGTTTATCATCAT -
GT-TTGC-AGCAGCT-GAGACGCTGCTGGCGCGCCCATCTCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCTCAAAAAAAAAAAAAAAAGCAACAAAGCCTATGTTGTTTAGGATATTTTAAAGAAAGAATAATAGGTGAAAATAACATTTTTCAATATATGAAAAACT
AT-TCTC-AGCAGCT-GAGACACTGCTGGTGCGCCCATCTCTGTCTCCCCCCCCCCCTTTCTCTCTCTGTGTCTCTCTCCAAAAAAAAAAGAAGATGATGCCCAGCAAATATTTGTTAGGTAAATGATTTTAATTCCAAACTCTATCCTTGAGCTGTTTTCTGACCTTGGG
AT-TCAC-AGCAGCC- TAGAGGCTGCTGGCGTGCCCATCTCTATCTGTCTTCCTCTTCCTCTCTCTCTCTCTCAAAAAAAAAAAAAC-CTAGGAAATTTGGCTTCTAAAAACACTAAAACATAGACCAATGTTGGACAATGTCCATCCAAGCACCAGCTCTGCCGCTG
GT-TCCC-AGCAGCT-GAGAGGCTTCTGGCACGCCAATTCTCTGTCTTCCTCTTCCTCTTCCTCCCTTTCCCTCTCCCTCTCACTCTCC TAG GAGAATAATAATAATTTTTTTTTGGTTTGGTTTTTGAGGTAGGGTCTCACTCTAGCTCA
GT-TCAC-AGCAGCT-GAGAGGCTGCTGGCACACCCATTCTCTATCTGGCTTCCTCTCCCTCTCTGTCTCTCTCAAAAACATTAACATTTTAATACAATTCTGTATCATGTGCTGAGTTCGAGAAATATTTGTATTTACAATCATGTCACTATACACTTCATGTAGCAGTC
AT-TCAC-AGTGGCT-GAGAGGCTGGGGGCATGTCCATTCTCTGTCTTCCTCTCTCTCTCTGTCTCTCAAAAAAAAAARAAGATAAAAAGGGGGGGGTGCTTCTCTAACCAAAAGCAAAAACAACACTAATATAAGGGCATCATCATTTAGAAGGCAATCTGATGGGCATGG
GT-TCAC-AGCAGCT-GAAACGCTGCTGGCACGCCCATCTCTATCTGTCTTCCTCACCCTTTCTCTCTGTCTCTCCAATATATATATATATATATATATATATAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGATTTATATATCTATACATATAACAAACACATATATG
GT-TCAC-AGTGGCT-GAGAGGCTGCTGGTGCGCCGATCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTGTCTCTGAGCAGCAGCGTGGATCTCTCTCGGCTTCCTCGCCATGACCAGCTGCCTCAAGCTCCCACCACCCTGCCTTCCCCACCATGATGGACTACAACTT
GT-TTGC-AGCGGCT-GAGAGGCTGCTGTCGCGCCCATTCTCTCTCTCTGTGCCTCTCTCTGTCTCTCTCTGTATCTTTCTCCAAAAGTTAAAARAARAAGCATATATATTACATGCATGTATATATACATCTARAACAGAACTAATTTTTTCTAGTACTTAATTTGTATTC
AT-TCAC-AGCAGCT-GAGAGGCTTGTTGGCGCATCTATTCTGTCTTCCTC-TCTCTCTCTGTCTCTCTCTGTCTCTCTCTGTGTCTCTCTGCAAAGAARAAARATGACGTTGAGTTGCATCTTGCTTTTGCTCCTGAGACTGTACCTTTCTCTATGAGTTGTGGCGTTGCT
AT—TTGC—AGCAGCT—GAGA—CTGCTGGCGCGCCCATTCTGTCTCTTTC—TCCCTCTCTGTTTCTCTCTGTCTCCAAAAATAAATTAAAAAAAAA_AAAGTATTAGGAGCCGGGCGTGGTGGCACACGCCTTTAATCCCAGCACTTGGGAGGCAGAGGTAGGA——
GT-TCAC-AGCAGCT-GAGAGGCTGCTGGAGCGCCCATTCTCTATCTGTCTTCCTTTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAARAAATAARAAARACAAACAAACAAAACARAAAGCCCARACCAARAATAAARAACAAACAAAACARAAARACCAAAACARACARACAA
GT-TCGC-AGCAGCT-GAGAAGCGCTGGTGCACCCATCTCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCTCCARAAAAAAAAAAAAAAATCCCACTTGATCAGGGTGTGGTAGCTTGAATGTGATAATGTARATGTATGACTCCATAGGCACAGGTGTTTTATTCARA
AT-T----AGTGGCT-GAGAGGCCGCTGGTGCACCCATTCTCTCTCTCTCTCTCTCTGCCTCTTCCTCTCGCTCTGCTTCTCTCTGTCTCATTCTCTCAAAAAAAAATTTAATTTATTTATGAGAGAGAGAGGGCACACTGGGGCCTCCAGCCACCACAAACARAACTCCA-
AT7TCAC7AGTGGCT7GAGAGGCTGTTGGCACACCCATTCTCTCTCTCTCTCTCTCTCTGACTCTCTCCAAAAA-ATTTATTTGGAATCAGAGAGAAATAGAGAGGCAGAGAAATGGAATGGGCATGCCTAGGCTTCCAGCTGCCACAGACAAACTGCAGATGCAT
GT*GCAC*GGCAGCT*GAGAGGCTACTGGCACTCCCATTCTTCTGTCGTCTTCTCCCTCTTTCTGTCTCTCTCCAAAAACAAGAAACAAZ—\GG-ATTAAAAACCTTTACACATAACAGTCTAAGAGACACACTTTTTTTTTCCTTCTCAGGCTGAATTTTTGTGACAAC
GT—TCTT—AGCAGCT—GAGACTGCTGGCACGCCCATCTCTGTCTCCC—TGTCTGTCTCTCTCCAAAAATAAATAAAA-AAAAAGTATGGGTTCCAGGGCTTAGTACACTTTCTTCCCATGTCCTTGGAGACTCAACTGCAGTTAAGTCTCTGTACAAAATTTCTTCC
GT*TCGC*AGCAGCT*GAGACTGCTGGCACGCCCATTCTCTGTCTTCTCCCTCTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAAAATAAATAAAATAA-AAAAAAGAGAATATTATCTTTACTGATGATGTTTAATATATACAACTACTGTGTTACAATAGTTTAGA
GT-TCAT-AGCGGCT-GAGAGGCCGCTGGTGCACCCATTCTCTCTCTCTGCCTCTTCCTCTCTGTCTCTCTCTCTGTGTGTCTCTCAAATTAAARAAGAAAAAGGTTGTAACTTATATTTGCCCTCCTTACTTAGTTCCTTCCTCTACTAGGAAGCAATTATTGATGGCTT
GT-TCAC-AGCAGCT-GAGAGACTGCTGGCTTGCCCATTCTCTATCTGTCTCCCTCTCTCTCTGTCTCTCTCTCTCTCTGTGTCTCTCTCCAAARATAAAAATAAAAAAAAAAAAACTAGTGAGGAGCTGAGCATGCTCAGCATGCTCTTCACTGTGTGTGCAGTGTTTCT
GT-TCAC-AGAGGCT-GAGAAGCCCTGGCATGCCCATTCTCTCTCTCTCTCTCTCTCTCTCTGCCTCTTCCTCTCTCTCTTTCTCTCTCTCTCTCTCTCTATCTCTCTCTCTCTCTCTGTCTCTTTCAAATAATAARAGAATTTAAAAAGAGACARAGACTGATACGACAT
GT-TCAC-AGCGGCT-GAGAGGCCCTGGCGTGCCCACTATCTCTCTGTCACTCACTGTCTCTGTCTCTCTGAGCCAGATGCACAAAGTAAGGCATACATCTGGAATATGTCTGCAGTGCAAGAGGCCCTGGTGCACCCATTCTCTCCCTGCTTGCAAATAAATAATARARAA
GT-TCACAAGCAGCT-GAGAGGCTGCTGGTGCGCCCATTTTCTGTCTCTGTCTTTCTCTCTCTCTCAAAAAAAAAATCATGGCTATGGGAAACTTCACAAGATAGTAGATGCCCTCCTGTGTTCCTCCAAGAAGTAACTGGTAAGGGGTGGGGGCAAGAGGCAGGTTGAAA
GT-TCGC-AGCAGCT-GAGAGGCTGCTGGAGCGCCCATCTCTATCTGTCTTCCTCTCTGTCTCTCTCCAAAAGAAAAAAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGA
AT-TCAC-AGCTGCT-GAGAGGCTGCTAGCGCACCCATTCTCTCTCTCTTTCTCTCTCTGACTC-TCTCCAAAATAATAATAATAATAATAATAATATTAATAATAAGATTAAGAAGAAGAAGGAGGAGGAGGAGGAGAAGGAGAAGAAGCAGCAGCAGCAGCAGCAGCAG
GT-TCAC-AGCAGCTGAGAGGCTGCTGGTACACCCATTCTCTCTCTCAAAAAAAAAAAAAAATGATTCAAATTACATCCTTCTAACTACCTTCACTATATCAGTTTTAAGTTCAACATGCTCAAAACTTACTCTTTTTGATATAGCCTTACCTTTCTTTCTTCTTTCTTT -
AT-TCAC-AGCAGCT-GAGGCCCTAGCCTCATTCTCTCTGCCTC-TCTCTCTCTCTCTCTCAAATTAAAAAAAAAATCTTATTTATTTATTATTAGAGAGAGAGATAGGAAGGGGGGAAACACATGTGCCATGATGTGCATCTGGTTTACATGAGTTCTGAGGAATCACA-
AT-TCAC-AGTGGCT-GAGAGGCCCTGGCATGTCCATTCTCTCTCTGTTTCTCTGTCTCTCTCCAATTAAAAAGAGAGAGAGAGAAGTAACATTGAACAATAAAAAATAAAATCAATGGGCTAGAGAGATTTAATCATTTAATCATTTAAGATGCTTACCTGCAAAATCT -
GT-TCAC-AGCAACT-GAGAGACCCTGATGTGCCCATTCTCTCTCTCTCTCTCTCAAAAAAAAAACAAACAAAAAAACAAAAAACAAAAAACTGAGCATGCTCCACAGACCCAGAGCAGGGAGTGTTAAAGGAGACCACAGGAGCATGTCCCCAGATTCTGATGTGGT -~
AT-TCAC-AGCAGCT-GAAAAGGCCCTAGTGTGCCCATTCTCTCTCAAGTAAAAAATAAAAATAAANATAGAAAGCTTATTCTGAGTAAAGACACAAATAACTATAGTTCCTTATCATCTATTTCCCTTGGACCTTCAGCTGGTCTGGTCTGTTTTTCTTAGGATCCTCCT
GT-TCAC-AGCAGCT-GAAAAGGCCTGGTGTATCCATTCTCTCTCTGCCTCTTCCTCCCTCCATATCTCTCCCTCTCTCTCTCTCTCTCAAATAAAARAATAAAAAATAAATTAAAAAACTTACTCTGAGCARAGAAACAAATAACTATAGTTCCTTATCATCTACTTCCC
GT-TCAC-AGTGGCTGAGAGACTGCTGGCGCGCCCATCTCTATCTGTCTTCCTCTCCCTCTCTGTGTCTCTCCAAAAAAAAAAAAAGTAAATGTTAAATGTTGTCACCACAAACATAAGTATGTAGGTATTTGTTATTTAGCTAGATCTATTCATTGTACAATGTGTATAT




PVKW010009761.1_1526-1 GA-CCAC-AGCAGCT-GAGAGACTGCTGGCGCGCCCATCTCTATCTGTCTCCCTCTCCCTCTCTGTCTGTCTCTATCTGTGTTTCTCTCCAANNRTARATAAGATAATTT TTTTTCTAAGAGCAATTTACAGATTCAATGCAATCACCATTAAAATTTCAATGTCAT
PVKW010037256.1_1416-1 GT-TAGC-AGCAGCA--—-- CCCATCTCTATCTGTCTTCCTCTCCCTCTCTCCAAAAAAAAAAAAAAAAAAAAAAAGGAATGAATATATGCTTAAAGGAAAAAAAARATARNGCACATTTAGAAAACATTCCAACGTAACTACACAGTGT TCAAGTTTCATAAGTATGAGG
PVKW010026630.1 4438-4 AT-TCAC-AGCAGCT-GAGAGGCTGCTGGCGCGCCCATCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTATATATATATATATATATATATATATATATATATTTTTTTTTTTTTTTTTTTTTTAAAAAGAACTTGTCAAGCCAGACCTARGAG
PVKW010282957.1_37-379 GT-TCGC-AGCAGCT-GAGACACTGGTGGCGCGCCCTTCTCTGTCTTCCTCTCCCTCTCTCTCTCTCTCTCTCTGTGTCTCTCTCCAAAAAAARATAAT RATARATAAAAAGHMAAAATTAGAACCTTTAATACATATAACCCAAGTCTATTATCACTTTAAAATGTTT
PVKW010001519.1_ 23083~ GT-TCAC-AGGGTCT-GGAAGTCCCTGGTGTTCCCATTCTCTCTCTCTTTCTCTCTCTGTCTCTCCCTCTTCCTCCTTCTTTCTGACACTCTTTCAGAAATAAAATTTTARAAGACCAAGGTCACTAGACCTTGTAGGCAAGCACCTAACCTCTGAGTCATCTCTCCAG-C
PVKWO010000036.1_333285 AA-TTTC-AGTGGGT-GAGGCCCTGGTATGTCTATTCTCTCTCTCTCTCTGTCTGTCTTTGTCTCTAANATAAAARARATARAAACTGGGCGTGGTGGCCCATGCCTTTAATCTTTGCATCTGGTTTTAAGCARACCCTGGCTAAGGCTTTGCAAGTARACAATTTTAAG

PVKW010050868.1_8047-8 GA-TTTC-AGTGGCT-GAGGCCCTGGCATACCAATTCTCTCTCTCTCTCTCTCTCCCTCTCTCTTTCTCTARAATAAAAGTCTTGGCACTTGGGAGGCAGAGGTAGGAGGGTCACTGAGAGTTCAAGGCCACCCTGAGACTACATAGTGAACTATGTAGCTTGAGCTACAG
PVKW010092650.1_2412-2 AA-TTTC-AGTGGCT-GAGG-CCCTGGTGCACCAATTCTCTCTCTCTAAAAATAATAATAATAGCCGGGTGTGGTGGCTCACGCCTTTAATCCCAGCACTTGGGAGGCAGAGGTAGGAGGATCACCATAAGT TTGAGGCCACCCTGAGAATACAGAGTGAATTCCAGGTCA
PVKW010007175.1_4361-4 AA-TTGC-AGTGACT-GAGGCCCTGGTGCATCTAATCTCTTTCACTCTCTCTCTCTCTCTCTCTCTGTCTCATATAAAAAAAGCAAACATAGAGGCACAAAACAAAAATTTTCTTTTGAAATAATCCTAGTAAGTAGCAACAATTCGATAAATGCATGGGCTTATACTTGG
PVKW010000473.1_8971-9 GA-TTGC-AGTGGCT-GAGACCCTGGCACACCAATTCTCTCTCTCTCACTCT. TCTGCAATATCATTAATTAAAATAACAAAC TAATCTATATTCTTTATTTTCTTCTTTT TATTTTTATTTTATTTTTATTTATTTATTTTAGA
PVKW010001374.1_52152- GG-TCAC-AGCGGCT-GAGAAGCATGGTTCACCCATTCTTTCTCTCTCTCTCTCTC GGACAGTGGAGAGAAACTGAGGGAGACACCCAACATCGATATCTGGCCTCCTACAGACATGTATGCATGCATACCCAACCACGCACATGTATT
PVKW010010378.1_36191- AA-TTGC-ATTGGCTAGAAG-CCATGGTGCACCATCTCTCTCTCTCTCTCTCTCTCTCTCACACACACACACACACACACACACACACACTTGCTCTTTCHBMMCATAAAAAATACAAAAAAGGAGCCAAGTCATTATAACCTCTTTTACCTTTGAAACTTTTCCATCTA
PVKW010014760.1_30371- AA-TTAC-AATGTCTGGAGGCCCTGGCATGCCAATTCTCTCTCTCTCTCCCTCTCTCTCTTGCTCTCGCTGCCTCTCATAAAAAAAGGGGGGAGGCAGTCTGTTGGGCTTGCCTCARAAACAGATTTAGTAGATTGATAGTTCTTCCTGATCCTGCAGGATTAAGCARACA
PVKW010016249.1_24573- AT-TTGC-AGTGGCTGAAGGCCTTGACGTGCCCATTCTGTCTCTCTCAAACAAA A AGTAACHEMMAAAAAATGACTGTTTCATGGAAACAATGTAGAAGAGTGATAGAGGATACCCAATGTTCACCTCTGCCCTCTGAACACATGTGCATGGGGAAAGTGCT
PVKW010168541.1 597-95 AATTTAC-AATGGGTAGAGGCCCTGGCGCACCCATTCTCTCTCTCTCTCTCTCTCACTCTTGCATAAAAAAAAATCTATTCTTATCAACAAACTGTCTTCGGGAAAGAGGGCAGAGGTGGCTGGGACATACCTGCAGAGTTGGCARAGTCAAGATGGTTTGCACTGATCAG
PVKW010208132.1_0-337 GA-CTAC-AATGACTGGAGG-CTCTGGTGTGCCAATTCTCTCTCTCTGTCTCTCACTCTCTCAT TGAAGTTCTAATCTGTGCTATAACACAGATGAACCTTGGAGACATTATGCTAAG. GCAAACTTTACCATTTCTT
PVKW010019516.1_36697- AA-TTGC-AGTGGCTGGAGG-CCCTGGCGTGCCAGTTCTCTCTTGCTCTCTCTCGC. TATTTGIHMMA 2 TGGCAGAAGAGAAGGGAAGAAAGAAGACAGAACTCTGGGCAGGACAGAAGAGARATCTCATTTCCAT
PVKW010133475.1_92-439 ATGAACACCTATATGCACAACACATGCAAAGATTTTAGATAATATCTAGATACAGGCATATGCATGTATGCACGCAGCATACACACACGTGTCTGTCCATTTATCTAAC
PVKW010004452.1_1632-2 AA-ATGC-AGTGGCT-GAGG-CTCTGGCGCACCAATTCTCTATCTCTCCTCTCTGTCTCTCTCACTAACTCCCTTTTTAAAACAAAAGCCAAGAACATAGGGCTGAGCTCCCCACTCAGGTCAAGATTACAGCCTAAGCCATGACTTCTGAGAACTTTCCCATCTCARGG
PVKW010060959.1_5326-5 AA-TTGC-AGTGGCT-GAGGTCCTGGTGCATCAATCCTCTGTCTGTCTGTCTCTCTTAGCTCTCTATGTCTTTTGCTTTCTCTAAAAAAAAAAAAGTTCTTAGGGATGTGCTAGAGAAATGGGTCAGCAATAAGTACTTCCTGCACAAGCACAAGGGCCTCAGGGGCCTGA
PVKW010010614.1_9870-1 GA-TTGT-AGTAGTT-GAGGCCCTGGCATGCCAATTTTCTCCCCCCCCCCCTCTAANATARAAARATARAGAAAGAGTCTAATTC] GGTGAGCTTTATCTCCTCTAGAGAACATTCTATGGCACTTCATAAGATAGTGAAGAGGAAAATGGAGCTGTAGATTAGACC
PVKW010001697.1_1809-2 AA-TTGC-AGTGGCT-GAGG-CCCTGGCATGTCAATTCTCTCTCTCTCTCTGTCTCTCTCACTCTTTCTCTAARAGTAGAAAAC. TCTTTACCTATGAGAGAGAGGCAGAGAGAGAGAGACAGAGAATAGGTGTGTCAGAGCCTCTTGCCACTGGAAATGAACTT
PVKWO010016926.1 39059~ AA-TTGC-AATGACC-GAGGCCCTGGCTTCTCTATCTCTTTCCCACCCCCTCTCTAANATANA A AATANAAATANAAATTAAGAAAAAAAGAACACCATGGCTGGCAGAAGCCCCCAGGCTCTGGTCTATGTGGAAGACATTTCCAAGTGACCAGATAGTAGGGCTTGGCC
PVKW010000346.1_180365 AA-TTGC-AGTGGCT-GAGACCCTAGTATGACAATTCTTTCTCCCCACATCCTCTCACTCGCTTGCTCTTGCTGGCTCTAAN NATARATARATACATAAATAAGTAACCATCAAATTTCCATTACCAATGTTGGAAGAAATACAGATTTTT TGTTTACCTAAT-
PVKW010021495.1_2993-3 AA-TTGC-AGTGGCT-GAGGCCCTGCTGTGCCAATTCTCTCTCTCCTCCTCCTCCCTCTCTTCTCCCCTCCCTTTCTTGTTGTCTCAAAAAAAAAAAAAATTTAAAAACCATTGCCCATTAACCTTGCAAAACCGACACTGTGTCAAGAGTAGAGT TATCAGTGGGTGTTT
PVKWO010014851.1_ 41271~ GA—TTTC—AGTGGAT—GAG—CCCTGGCACACCAATTCTCTCTCATGCTCTCTCTCTCTAA_AATCCTAAGCAGAGTCACACAGTAACAGAAATGCCAAGTCCATATCTTTCCTTTGAGATGCTCATGAATTAAAAACACACATTTCTCTATATTTAGAACA
PVKW010032534.1_18382- TA-TTGC-AGTGGCT-GAGA-CCCTGGCATGCCAA-TTCTCTCTCTCTCTCTCTCTTACACTCTCTCTAAAGCAAAC CCACCTCAAACAAT. T TAACAC TTACACCAACTCTCAGAGCTTTCAAAGGACTCAGAGTTTTAG
PVKW010037654.1_7898-8 GA-TTTC-AGTAGCT-GGGACTGGCACACCAAATTCTCTCACTCTTGCTCTCTCTAANATARAATARATARAA G GATGTGGAGG. TATGGAGATAGACTGAAGTCTGATACTGAAGGTTGGGTTTCTATGACAGTACAGAATGCTCACTCATCTGCAG
PVKW010018714.1_34711- GA—TTTC—AGTGGCT—GAGAATTCTCTATTTCTCCTCTCTCTGTTCCTTTCTCTCTCTCTCTCTCTCACTCGCTCACTCTCTAAAA-AAAAAAATTAAAAGGCTACAATATAATGTTGAAGTGTTTTCATAAGAGTTAATTAAAATTTTACTGTAACTTGTTCTAA
PVKW010038696.1_4650-5 GA-GTGC-AGTGGCT-GAGACCCTGGTGTGCCAATTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT. GAAGAAGGAAGG TGGTTTATGGAAGGAAATGGTTTATTTTTGGCTTACATTTGCAAGACGAAGTCTATCCTGGTGGGGARAATATGGC
PVKW010026779:1 57726 GA-TTGC-AGTGGCTAGAAGCCCTGGCATGCCAATTCTCTCTCTCTCATAAATTANATARATAAATARATARATAAATANATARATAAATARATARATARAACATATATATT TTGTCAAT TTGAG TTATGAAAG CTAATTTTTTTTAAAGTAA
PVKWO010041630.1_1328-1 --------AGTAGCTAGAGG-CCCTGGCATGCCAA-TTCTCTTTCTCTTTCACTCTTGCATAAAAAAAGGCCAGTCTGTTGGGCTTGCCTC GTAAATTAATAAATGGGAGAAGGGAAAGTATTTCCTTTAAAAGCAGGAATGAGACAAGGTGTCAACTATTGGACGG
PVKW010008032.1_48848- AC-TCAC-AGCAGCC-CTGGAAACCCATTCTCTCTCTCTGTGTCTCCCTCTGTCTCTCCCTCTCTCTCTCAAA NATARAA TGAGACAAAGGAGAAAGATTATCGAAGAGAACAGTAAGTTAGTTCACCATTGTTTTTAGGATTTCTGGGAGGGGAGGGTGGATTT
PVKW010022449.1_18959- GT-TCCC-AATGGCT-GAAAGGCCCTGCTGCACCCATTCTCTATCTCTC-TCTGCCTCTTTCTCTCTCTCTATCTCTCAAAAAATGAATAATAATAATGATAAAAGAAAACACAARREARAATTGCAGAGTAAAAATTTCTTCCAATTTCATTGTCACAATCAGGTATATT
PVKWO010079800.1 3962-4 GT-GCAC-AGCATCT-GAAAGGCCTTGGCATACCCATTCTCTCTCTCTCTCTCCTTCTCAAAAGTAANATANAAAATMEEATTTCAAGAGTGAGAGAGATGACTCAGTGGTT TACTTACTGCATAAGCATGAGGGCCTGAGACTGCCAAGTTCARATCCCCAGAAC
PVKW010009223.1_9439-9 AT-TTGC-AGTTGTT-AAGGCCTTGGTGTACCAA-TTTTCTCTCTCCTCTCTCTTGCTCTTTCTTTTATAAAAAAAAAAATGAGCAAGTGATTGAGTGT TGCCCATCTTAATTAAGGT TTGAGCATTCTTCAGTCAGATGAT TAAGTAGCCAGGAAACACAGAGGCAAGGG
PVKW010041428.1_851-11 AT-TCAC-AATGGCT-GAGAATGACGTACCCATTCTCTATTTGTCTGTCTCTCTCTTTCTCTGTCTCTCTCAAAAAAAAATCGCAATGAGATAACACCTCATTCTACTTAGGTAGGCTATTGTTTAAAAAAACAAT TAGCAATGCTGAAGAGGATGTACAG, GAT---
PVKW010524030.1_20-362 A------- AGTGTCT-GAGGCTGCCCACAGCCAATTCTCTCCCTCTCTCTCTGTCTCTCACTCTCTAAAAAAAAAATTACTGTTTATGACATTGAATTTARACACAGAAAAGTAATCTGCTGTAATAAACTGATAGCTTTGATACAGATATGATTGTATCATCCACTTCTA
PVKW010004522.1_42777- CA-GTAT-AGTAGCCACAGGCCCTGGTATGCCAATATTCTCATTCTTTCTCTTTATCACTCTGTCTTTCTCACTTTTGCTCCCACTCTCGCTCTCTCATATAARMBARAGGCCAGTCTGTTGGGCTTGCTTCG TAATTGTCT. TAGTTGTTGCTATTACGAGGC
PVKW010068408.1_621-96 GT-CCAC-AGTGGCT-GAAAGGCCCTGGCTCACCCATTCTCTGCCTCTTCCTCTCTCTGTCTCTCTCTCTCAAATTTAAAAAAAAAAAATTGCTGTTCTTATGTTGACCATCTCATGCTTTTCTGTGTTCCAGGCTGCCCTGCAACCCCTGTGCCACCACCAATGCCTGTG
PVKW010004820.1_84511- AT-TCAC-AGTGGCT-GAAAAGACCCTGGCATGCCCATTCTATCTCTCTCTCTCTCTCTTTCTCTTTCTGCTTCTTTCTGTCTCTCAARAATARAATARAATATTAAGCATTCAGGATATGATGGAGTATGGAGTTGTGAAGAAG. GTAAGAGAACATCTGAG TGT
PVKW010009096.1_28923- TT-TCAC-AG- AGCTGAAAGGCCCCACTGTGTCCACTCTGTGTATGTGTGTGTGTGTGTGTGTGTGTTTGTCTGTCTGTCTCTCAAA_GATC TAAATAATAATAATAGTAATAAACCTCTTGACCTTCTCCCTGCATTGCATTTAAAGCTACCCACTACTG

PVKW010009879.1_55385- GC-CTGA-GAAGCCT- AAGGACCCTGGTGCACCAATTCTTTCTCTCTATCTCTCTCTCTATCTAAAAA_A_A GG G. TTCTGACATGTCGTACAGCACAGGTGAACCTTGAGGACATCATGCTATGTGTTTACAGATGGTAAAC
Copy number Proportion

T* copies 20 21%

Conventional T* copies 7 8%

T~ copies 67 71%

Total 94

Figure S10. Random Dip_b1 copies from the A. bullata genome. Nucleotide sequences are highlighted as follows: -, _, -

_, rudimentary terminators, and oligo(A). Conventional T* copies do not contain either a terminator or an oligo(A).



