
                                                                                                                                                                                                               

                 

Dip_b2          GGGCTGGAGAGATGGCTTAGCGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010000232.1  GGCTGGAGAGATGGCTTAGTGGTTAAGGCGTCTGCCTGCTAAGCCT-----AAGAACGCCGGGTCCAATCTCCAGTG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGATGCAAGGGTGCAA-TGCTGCACTTGACCACAA-GGGGGCACACACATCTGGA-TTTCATTCGCA 

PVKW010000296.1  GACTGGAGAGATGGCTTAGGGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACTTTTAGCCAGATGCAAAGTGAGTCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010007572.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGTGCTTGTCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCACAA-TGCCGCACTTGACCACAA-GGGGGCGCACGCATCTGGA-TTTCGTTCACA 

PVKW010012865.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGTGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010391374.1 GGGCTGGAGAGATGGTTTAGGGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCTGCACTTGACCACAA-GGGGGCGAACACATCTGGA-TTTCGTTCGCA 

PVKW010044268.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGTG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGTACAA-TGCCACACTTGACCACAA-GGGGGCACACACATCTGGA-TTTTGTTCGCA 

PVKW010005974.1  GGCTGGAGAGATGGCTTAGCTGTTAAGGCGACTGCCTGCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGCCCACAA-GGGGGCACACACATCTGGA-TTTCATTCACA 

PVKW010166869.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTGCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACGTGTCTGGA-TTTCGTTCACA 

PVKW010136149.1 GGGCTGGAGAGATGGCTTAGCAGTTAAGGCGCCTGCCTCCTAAGCCC-----AAGAACGCTGGTTCCAATCTCCAGTG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGATGCAAGGACGCAA-TGCTGCACTTGACCACAA-GGGGGCGCATGCATCTGGA-TTTCGTTCACA 

PVKW010047025.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGCGCCTGCCTGCTAACCCT-----AAAAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCCAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGAGCACACATCTGGA-TTTCGCTCGCA 

PVKW010024963.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGCGTCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCAATTGACCACAA-GGGGGCGCACACATCTGGA-TTTCATTCACA 

PVKW010062383.1 GGGCTGGAGAGATGGCTTAGCGGTTAAGGCACCTGCCTCCTAAGCCT-----AAGAATGCTGGTTCCAATCTCCAGCT--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGTGCAA-TGCTGTACTTGACCACAA-AGGGGGGCATGCATCCAGA-TTTCGTTCACA 

PVKW010101163.1 GGGCTGGAGAGATGGCTTAGCGGTTAAGGCGCCTGCCTGCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGTGCAA-TGCCGCACTTGGCCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010000753.1  GGCTGGAGAGATGGCTTAGCTGTTAAGGCGCCTGCCTGCTAAGGCT-----AAGAACGCTGGTTCCAATCTCCAGTG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCGCAA-TGCCGCACTTGCCCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010001046.1  GGCTGGAGAGATGGCTTAGCGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAAATGCAAAGTGACGCAAGGGCACAA-TGCCGCACTTAACCACAA-GGGGGCATGCGCATCTGGA-TTTCATTTGCA 

PVKW010067368.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGTG--GTTCCAATCTCCAGG----TCCCACGTTTAGTCAGATGCAAAGTGATGCAAGAGCGCAA-TGCCACACTTGACCACAA-GGGGGCACACACATCTGGA-TTTCGTTCACA 

PVKW010011336.1 GGGCTGGAGAGATGGCTAAGGGATTAAAGCGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCGCAA-TGCTGAACTTGCCTACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010005627.1 GGTCTGGAGAGGTGGCTTAGCGGTTAAGGCACCTGCCTGCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGTG--GTTCCAAACTCCAGG----TCCTACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGCCCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010004993.1 GGGCTGGAAAGATGGCTTAGTGGTTAAGGCACCTGCCTGCTAAGCCT-----AAGAACGCCAGTGCCAATCTCCAGCC--ATTCCAATCTCCAGG----TCCAACGTTAAGCCAGATGCAAAGTGACACATGGGTGCAA-TGCTGCACTTGACCACAA-GGGGGCACACACATCTGGA-TTTCGTTCGCA 

PVKW010000246.1 GGGCTGGAGACATGGCTTAGCAGTTAAAGCGCCTGCCTGCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCCCCAGG----TCCCACGTTTAGCCAGATGCAACGTGACTCAAGGGCGCAA-TGCCGCACTTGCCCACAA-GGGGGTGCACTCATCTGGA-GTTCGTTCACA 

PVKW010006328.1 GGGCTGGAGAGATGGCTTAGCGGCTAAGGCACCTGCCTGCTAAGACT-----AAGAACGCTGGTTCCAATGTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGAGGCAAGGGTGCAA-TGTTGCACTTGCCCACAA-GGGGGCACACACTTCTGGA-TTTCATTCACA 

PVKW010112535.1 GGGCTGGAGAGATGGCTTAGCGGTTAAGGCACCTGCCTGCTAAGCCT-----AAGAATGCTGGTTCCAATGTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGTAA-TGCCGCACTTGATCACAA-GGGGGCTCACGCATCTGGA-GTTCGTTCACA 

PVKW010134666.1  GGCTGGAGAGATGGCTTAGCGGTTAAGACGCCTGCCTGCTAAGCCT-----AAGGACTCTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCACAA-TGCCATACTTGACCACAA-GGGGGTGCACGCATCTGGA-TTTCGTTCACA 

PVKW010033776.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGACTGCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCGCAA-TGCCGCACTTGCCCACAA-GGGGGCGTACACATCTGGA-GTTCATTCACA 

PVKW010050130.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTGCTAAGCCT------AGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCGCAA-TGCCGCACTTGCCCACAA-GAGGGCACACACATCTGGA-TTTCATTCACA 

PVKW010002497.1  GGCTGGAGAGATGGCTTAGCAGCTAAGGTGCCTCCCTGCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--ATTCCAATCTCCAGA----TCCCACGTTTAGCCAGATGCAAAGTGATGCAAGGGCGCAA-TGCCACACTTGCCCACAA-GGGGGCGCACGCATCTGGA-TTTCGTTCACA 

PVKW010145510.1  GGCTGGAGAGATGGCTTAGCGGTTAAGGTGCCTGCCTGCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCTCACGTTTAGCCAGATGCAAAGTGACATAAGGGCGCAA-TGCCGCACTTGATCACAA-GGGGGCGCAGGCATCTGGA-TTTCGTTCACA 

PVKW010203109.1 GGGCTGGAGAGATAGCTTAGCAGCTAAGGTGCCTGCCTGCTAAGCCT-----AAGAACGCTGGTTCCAATGTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATG-AAAGTGATGCAAGGGCGCAA-TGCCACACTTGCCTACAA-GGGGGCGCATACATCTGGA-TTTCATTCACA 

PVKW010002079.1 GGGCTGGAGAGATGGCTTAAGGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCACAA-TGCTGCACTTGACCACAA-GGGGGCACACGCATCTAGA-TTTCATTCGCA 

PVKW010002052.1  GGCTGGAGAGATGGCTTAGCGGTTAAGGCGCCTGCCTCCTAACACG-----GAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TTCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGGCCACAA-GGGGGCGCTCACATCTGGA-TTTCGTTCGCA 

PVKW010013620.1 GGGCTGGAGAGATGGCTTAGCAGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTACCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCATGTTTAGCCAGATGCAAAGTGACTCAAGGGCGCAA-TGCCGCATTTGACCACAA-GAGGGCACATGCATCTGGA-TTTCATTCTCA 

PVKW010068910.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTCCTAAGCCT-----TAGAACGCTGGTTCTAATCACCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGTGCAA-TGCCGCACTTGACCACAA-GGGGGCGGACACATCTGGA-TTTCGTTTACA 

PVKW010015763.1 GGGCTGTAGAGATGGCTTAGTGGTTAAGACGCCTGCCTCCTAAGCCG-----AAGAACGCTGGTTCCAATCTCCAGCG--TTTCCAATCTCCGGG----TCCCACGTTTAGCCAGATGCAAAGTGACTCAAGGGTGCAA-TGCCGCACTTGACCACAA-GGGGGCGTACACATCTGGA-TTTCGTTCACA 

PVKW010101536.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGCACCTGCCTCCTAAGCTG-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGC--AGTGACGCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCGCA 

PVKW010149234.1  GGCTGGAGAGATGGCTTGG-GGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGC--AGTGATGAAAGGGCGTAA-TGTCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCTTTCGCA 

PVKW010001911.1 GGGCTGGACAGATGGCTTAGCCGTTAAGGCA-TTGCCTCCTAAGCCT-----AAGAATGCTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCATGTTTAGCCAGATGCAAAGTGACACAAGGGTGCAA-TGCCGCACTTGACCACAA-GAGGGCGCATGCATCTGGA-TTTTGTTTGCA 

PVKW010676655.1                                       TCTAAGCCT-----AAGAACGCTGGTTCCAATCTACAGCA--ATTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAATGACTCAAGGGTGCAA-TGCTGCACTTGACCACAA-GGGGACACGCGCATCTGGA-TTTCCTTCACA 

PVKW010088921.1 GGGCTGAAGAGATGGCTTAGCGGTTAAGGTGCCTACCTGCTAAGCCT-----AAGAACACCGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TTCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGCGCGCGCATCTGGA-TTTCATTCACA 

PVKW010198829.1  GGCTGGAGAGATGGCTTAGTGGTTAAGGTGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACATTTAGCCAAATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACGCATCTGGA-TTTTGTTCACA 

PVKW010024894.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTCCTAAGCCT---TAAAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATTTCCAGG----TCCCTCGTTTAGCCAGATGCAAAGTGACACAAGGGTGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCGCA 

PVKW010006781.1  GGCTGGAGAGATGGCTTAGCGGTTAAGGTGCCTGCTTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCACACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCACA 

PVKW010012478.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGTGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTTCAGG----TCCCACGTTTAGCCAGGTGCAAAGTGATGCAAGGGCGCAA-TGCCACAATTGACCACAAGGGGGGTGCACACATCTGGA-TTTCGTTTGCA 

PVKW010001726.1  GGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTCCTAAGCCT----AAAGAATGCCGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACATTTAGCCAGATGCAAAGTAATGCAAGGGCGCAA-TGCTGCACTTGACCACAA-GGGGGCGCACGCATCTGGA-TTTTGTTTGCA 

PVKW010001449.1 GGGCTGGAGAGATGGCTTAGCAATTAAGGTGCTTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCACCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGATGCAAGGGTGCAA-TGCCACACTTGACCACAA-GGGGGCGCATGCATCTGGA-TTTCGTTCACA 

PVKW010003485.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGTG--GTTCTAATCTCCAGG----TCCCACATTTAGCCAGATGCAAAGTGACACAAGAGCACAA-TGCTGCACTTGACCACAA-GGGGTCACATGCATCTGGA-TTTCATTCGCA 

PVKW010005006.1  GGCTGGAGAGATGGCTTAGCGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCC--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCACAA-TGCCGCGCTTGCCCACCA-GGGGGCGCACGCATCTCGA-TTTCATTCACA 

PVKW010043933.1 GGGCTGGAGAGATGGCTTAGCGCTTAAGGCACCTGCCTCCTAATCCT-----AAAAATGCTGGTTCCAATCTCCAGTG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCGCTA-TGCCGCACTTGACCACAA-GGGGGCGCACGCATCTGGA-TTTCGTTCACA 

PVKW010040692.1  GGCTGGAGAGATGGCTTAGCAGCTAAGGCGCCTGCCTGCTAAGCCG-----AAGAATGCTGGTTCCAATGTCCAGCA--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGAGGCAAGGGCACAA-TGCTGCATTTGCCCACAA-GGGGGCGCACGCATCTGGA-TTTCGTTCACA 

PVKW010002946.1 GGGCTGGAGAGATGGCTTAGGGGTTAAGGCTCCTGCCTCCTAAGCCTAAAAAAAGAACGCCGGTTCCAATCTCCAGCA--GTTCCAATCTTCAGG----TCCCATGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCACACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCATTCACA 

PVKW010022497.1 GGGCTGGAGAGATGGCTTAGCGGTTAAGGCACCTGCCTCCTAAGCCT-----AAGAATGCTGGTTCCAATCTCCAGTG--GTTCCAATCTCCAGG----TCCCACAGTTAGCCAGATGAAAAGTGATGCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGAGGCACACACATCTGGA-TTTCGTTCTCA 

PVKW010014085.1  GGCTGGAGAGATGGCTTAGCGGTTAAGGCGCCTGCCTGCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACTTGCCCACAA-GGGGACGCACGCATATGGATTTTTGTTCACA 

PVKW010041458.1  GGATGGAGAGATGGCTTAGCGGTTAAGGTGCCTGCCTGCTAAGCCT-----AAGAACGCAGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCACAGGCGCAA-TGCTGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTCGCA 

PVKW010047843.1 GGGCTGGTGAGATGGCTTAGCGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAGTCTCCAGCA--GTTCCAATCTCCAGG----TCTCACGTTTAGCCAGATGCAAAGTGATGCAAGGGTGCAA-TGCCACACTTGACCATAA-GGGGGAGCACACATCT-GA-TTTCATTTGCA 

PVKW010109024.1  GGCTGGAGAGATGGCTTAGGGGTTAAGGTGCCTGCCTCCTAAGCCC----AAAGAATGCTGGTTCCAATCTCCAGCG--GTTCCAATCTACAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGTGCACACGTCTGGA-TTTCGTTCGCA 

PVKW010012339.1  GGCTGGAGAGACGGCTTAGGGCTTAAGGCACCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCAAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGATGCAAGGGCGCAA-TGCTGCACTAACCCACAA-GGGGGCTCACACATCTGGA-TTTCGTTTGCA 

PVKW010004996.1  GGCTGGAGAGATGGCTTAGCAGTTAAGGTGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCT--GTTCTAATCTCCAGG----TCCCACATTTAGCCAGATGCAAAGTGACACAAGGGCACAA-TGCTGCCCTTACCCACAA-GGTGGCGCATACATCTGGA-TTTCGTTCACA 

PVKW010062488.1 GGGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTGCTAAGCCT-----AAGATCGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACACAAGGGCGCAG-TGCCGCACTTGCCCACAA-GGGGGCGCATGCATCTGGA-TTTTGTTCACA 

PVKW010046796.1  GGCTCGAGAGACAGCTTAGCAGTTAAGGTGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATTTGCAGCT--ATTCCAATCTCCAGG----TCCCACATTTAGCCAGATGCAAAGTGAAGTAAGGGCGCAA-TGCCACACTTGATCACAA-GGGGGCGCATACATCTAGA-TTTTGTTCTCA 

PVKW010011365.1  GGCTGGAGAGATGGCTTAGCAGTTAAGGTGCCTGCCTCCTAAGCCT---AAAAGAATGCTTGTTCCAATCTCCAGTG--GTTCCAATTTCCAGA----TCTCACATTTAGCCAGATGCAAAGTGACGCAAGGTCACAA-TGCCGCACTTGACCACAA-GGCGGTGCACACATCTGGA-TTTCATTCACA 

PVKW010006850.1  GGCTGGAGAGATGGCTTAGGGGTTAAAGTGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGCAAACTGACTCAAGGGCGCAA-TGCTGCACCTGACCACAA--GGGGCGCACGCATCTGGA-TTTCGTTCTCA 

PVKW010009979.1  GGCTGGAGAGATGGCTTAGCGGTTAAGGTGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCA--GTTCCAATCTCCAGG----TCCCATGTTTAGCCAGATGCAAAGTGACGCAAGGGCACAA-TGCCGCACTTGACCACAA--GGGGCGCACACATCTGGA-TTTCTTTCGCA 

PVKW010019386.1 GGGCTGGAGAGATGGTTTAGCGGTTAAGGCACCTGCCTCCTAAGCCC-----AAGAACGCTGGTTCCAATCTCCAGTG--GTTCCAATTTCCAGG----TCCCATGTTTAGCCAGGTGCAAAGTAATGCAAGGGCGCAA-TGCCGCACTTGACCACAAGGGGGGCGTATGCATCTGGA-TTTCGTTCACA 

PVKW010050442.1  GGCTGGAGAGATGGCTTAGGGGTTAAGGCGCCTGCCTCCTAACCCC-----AAGAACATTGGTTCCAATCTCAAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGC--AGTGACGCAAGGGCGCAA-TGCCGCACTTGGGCACAA-GGGGGCGCGCACATCTGGA-TTTCGTTCCCA 

PVKW010018656.1   GCTGGAGAGATGGCTTAGGGGTTAAAGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--TTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGC--AGTGACGCAAGGGTGCAATTGCCGCACTTGACCACAA-GGAGGCGCACACATCTGGA-TTTCCTTCATA 

PVKW010019198.1 GGGCTGGAGAGATGGCTTAGCGGTTAAGGCACCTGCCTCATAAGCCT-----AAGAACGCCGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGGTCCCTCCCACGTTTAGCCAGATGC--AGTGACGCAAGGGCGCAA-TGTCACACTTGACAACAA-GGGGGCGCACGCATCTGCA-TTTCATTCACA 

PVKW010039191.1  GGCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTTCTAAGCCT-----AAGAACGCCGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAGCCAGATGC--AGTGACACAAGGGTGCAA-TGCCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCGTTAGCA 

PVKW010084254.1  GGCTGGAGAGATGGCTTAGGGGTTAAGGCACCTGCCTCCTAAGCCT-----AAGAATAGTGGTTCCAATCTCCAGCA--GTTCCCATCTCCAGG----TCCCACGTTTAGCCAGATGCAAAGTGACGCAAGGGCGCAA-TGCCGCACATGATCACAA-GGGGGTGCACACATCTGGA-TTTTGTTCACA 

PVKW010020145.1  GACTGGAGAGATGGCTTAGCGGTTAAAGCGCCTGCCTCCTAAGCCT-----AAGAATGCTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCATGTTTAGCCAGATACAAAGTGATGCAAGGGCGCAA-TGCCGCACTTGACCACAA-GGGGGCACATGCATCTGGA-TTTCGTTCGCA 

PVKW010059942.1 GGGCTGGAGAGATGGCTTAGCGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGGACGCTGGTTCTAATCTCCAGCG--GTTCCAATCTCCAGG----TCCCACGTTTAACCAGATGCAAAGTGACGCAAG---------GCCGCACTTGCCCACAAGGGGGGCGCACACATCTGGA-TTTCATTCACA 

PVKW010159600.1 GGGCTGGAGAGATGGCTTAGCAGTTAAGGTGCCTGCCTCCTAAGCCT-----AAGAACGCTGGTTCCAAACTCCAGCG--GTTCTAATCTCCAGG----TCCCACATTTAGCCAGATGCA---------AAGGGCACAA-TGCCGCACTTGACCACAA-GGGGACGCATGCATCTGGA-TTTCGTTTGCA 

PVKW010000100.1   GCTGGAGAGATGGCTTAGTGGTTAAGGCGCCTGCCTCCTAAGCCT-----AAGAACACTGGTTCCAATCTCCAGCG--GTTCCAATCTCCAAG----TCCCACATTTTGCCAGATGCAAAGTTACATAAGGGCACAA-TGTCGCACTTGACCACAA-GGGGGCGCACACATCTGGA-TTTCATTC--- 

PVKW010072700.1 GGGCTGGAGAGATGGCTTAGCAGTTAAGGCGCCTGCCTCCTAAACCT-----AAGAATGCTGGTTCCAATCTCCAGTA--GTTCCAATTTCCAGG----TCCCACGTGTAGCCAGATGCAGACTGACGCAAGGGCGCAA-TGCTGCACTTGACCACAA-GGGGA-GCACACATCTGGA-TTTCATTAGCA 

PVKW010000146.1 GGGCTGGAGAGATGGTTTAGCGGTTAAGGTGCCTGCCTCTTAAGCCT-----AAGAACGCTGGTTCCAATCTTCAGTG--GTTCCAATCTCCAGG----TCCCACATTTAGCCAGTCGCAAAGTGATGCAAGGGTACAA-TGCCACACTTGACCACAA-GGGGG--------TCTGGA-TTT-------- 



                GCAGCTGAGAGACTGCTGGCGC GCCCA TCTCTgTCTgtCTccCTCTCtCTCTCTCTCTcTCTCTCTCTcTctctctataaAaAAAaaaAaAaAAaaAAaaaaaaaaaAaaaaaaaaaaaaaawaaaaagtaaaaaaa aattaaaaawraaaaaaattaat ga awt a ataaa   t  aa 

Dip_b2          GCAGCTGAGAGACTGCTGGCGC-GCCCA-TCTCTGTCTGTCTCCCTCTCTCTCTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAAAAAAAAA---------------------------------------------------------------------------------------------- 

PVKW010000232.1 GCAGCTGAAAGGCTGCTGGGGC-ACCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTGTCTCTCTCTCTGTGTCTCTCTCCAAAAAATAATAATAATAATAAAAATAAACACAAAAAACAGCCATGCTTGGTACACAATAGCAATTCAGGCATATTACCTTTGTGGGTAGGACTTAACCCTTTAA 

PVKW010000296.1 GCAGCTGAGACACTGTTGGTGC-ACCCA-TTTCTGTCTTCCTCTCCCTCTCCCTCTCCCTCTCTCTCTCTCTCTCCCTCTCCCTGTGTGTCTCTCCCCCAAAAAATAATAAAAAAAATAAGAGTACATTGTGAAAGCCTGTAGTAGATAAGAGTGAATGAAAAAGAGTCATGAGATGCAGTCAGAA 

PVKW010007572.1 GCAGCTGAGACACTGCTGCCGC-GCCCA-TCTCTGTCTCCCTCTCCCTCTCCCTCTCTCTCTCTCTCTCTTTCTGTCTCTCTCTCTCTGTCTCTCCAAAAAAATAATAAAAAGTAAAAAGTTTAAAAAAATAAAAAGAAAAGAAAACAACATGAGATGCTGCTCTTAGGTCTTGGCCAGAACTGTA 

PVKW010012865.1 GCAGCTGAGACACTGCTGGTGC-GCCCA-TCTCTGTCTCCCCCCCCCCACCCCCGTCTCTCTGTCTCTCTCTCTCTCTATGTCTCTCTCCAAAAAAATAACAACAACAAAAAAAAAAACTGCATTATGTTGGGGAAACTTGTAAGAAAGTGGTAAAAGAAACAATGAGCTCCCCTCCCCCAATTTG 

PVKW010391374.1 GCAGCTGAGACACTGCTAGCGC-GCCCA-TCTCTGTCTTCCTCTCCCCCTCTCTCTCTCTGTCTCTCTCTCTGTGTCTCTCTCCAAAAAAATAATAGAAAATAAAAAATAAAAAGTTTAAAAAATAGGGCTGGAGAGATGGCTTAGCGGTTAAACGCTTGCCTATGGAGCCT               

PVKW010044268.1 GCAGCTGAGACACTGCTGGCGC-GCCCA-TCTCTGTCTTCCCATTGCTCGCTCTCTCTCTCTCTCTCTGTCTCTGTCTCTCTCTGTGTGTGTGTCTCTCTCCAAAAAAAAAAAAAAGAGTTAAATTTCCCATATCTAAGAACATTGTGACTTTAAAGATAGCTCATGCTTTATTTATGCTAATTCT 

PVKW010005974.1 GCAGCTGAGAGACTGCTGGCAC-GCCCA-TCTCTATCTGTCTCCCTCTCCCTCTATGTCTGTCTGTCTCTCTCTCTGTGTGTCTCTCCAAAAATAAATAATAAAAATTTTAAAAAAGAATCTCAGAACCTCCTCCTCTTTCTACCTCCCCTTTCCCCTTCCCAACCAGCCGTAATTGAGACCTCAA 

PVKW010166869.1 GCAGCTGAGAGACTGCTGGCGC-ACCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCTCTGTCTCCCTCCAAAAAAAAATGATTTTGACAATGATCTTATGATTAGGATTATTATACATTGATTACTTTAGAATTAGGATCAGGGCTGGAGAGATGGCTTAGCGATTAAGGCTC 

PVKW010136149.1 GCAGCTGAGACACTGCTGGCGC-ACCCA-TCTCTGTCTTCCTCTCTCTCTCTCTCTGTCTCTCTCTGTGTGTCTCTCTCCAAAAAAAAAAAATAAAAAAAAAAGAAAGGTAGTCCGAGACCACTGTGGTGGTGACCCCGGTGGGGGCAAGAGTTCCCGACAGGAGAGCGTGACTGGGAGGGCGTGC 

PVKW010047025.1 GCAGCTGAGACACTGCTCTCGT-GCCCA-TCTCTGTCTTCCCATTACTCTCTCTCTCTCTCTGTCTCTCTTTCTGTCTCTCTCTCTCTGTCTCTCTCCAAGAAAATAATAAAAAATAAAAAGTTTAAAATGTCCAAGAAGCTCTGACAATTCCTGGCTCTGAAGGGAATGTATGGAATCTCTGGGC 

PVKW010024963.1 GCAGCTGAGACACTGCTGGCGC-GCCCA-TCTCTGTCTTCCTCTCCCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAAAAAAAATTTTTTTTAATTTAAAAAATATATATATATGTATGTCACCAACACTCATGAGGCTAGAGCAAGAGGATTGAAAGTTCCAGGCCAGCCTGCACTACAGAGAGAA 

PVKW010062383.1 GCAGCTGAGAGGCAGCTGGCGT-GCCCT-TCTCTATCTGTCTTCCTCTCCCTCTCTCTGTTCTCTGTTTCTCTTTGTGTATCTCTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                                                               

PVKW010101163.1 GCAGCTGAGAGACTGCTGGCAC-GCCCA-TCTCTGTCTCCCTCTCCCTCTCTGTCTATCTCTCTCTGTGTCTCTCTCCAGAAATAAATAAAATAAAATAAAAATTTAAAGGAGATATGAGGAGAGGTTTGGAGGTGAAGCAGGGTCAGTCAGCATTGCTGCCTCAGAGCTCCTGGGCCTGTGAGGT 

PVKW010000753.1 GCAGCTGAGAGACTGCTGGTGC-ACCCA-TCTCTATCCGTCTTCCTCTCCCTCCCTCTCTGTCTGTCTCTCTCTCTCTCTGTGTCTCTCTCCAAAAATAAATAATAAAAATAATTTAAAAAAATTTAAAGGTCTGGGTGACTAATTGTAGAAAAGGTTAGGCTAATGAAAATGGACTTCAGATGGA 

PVKW010001046.1 GCAGCTGAGAGGCTGCTGGAGC-GCCTA-TCTCTGTCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAAAAAAAAAAAAAAAAAAAAGTATTTGAGGGGCTGGGGAGTTGGCTCACCATTTAAAGGTTTTATTTGCAAAGCCCATGGACCCAACATGGATCCAAGATAGA 

PVKW010067368.1 GCAGCTGAGAGACTGCTGGCAC-GCCCA-TCTCTATCTGTCTCCCTCTCGCTCTCTGTCTCTCTCTGTGTTTCTCTCCAAAAATAAATAAAAAATAATAAGAAAATTAAAAAAAAACTATGAAAGCAGATTAGGACATTATTAGAAATTTTTGACAGACTCAGTATTGAATACTTCTAAATCTATA 

PVKW010011336.1 GCAGCTGAGAGACTGCTGGCGC-ACCCA-TCTCTGTCTTCCTCTCCCTCTCTCTCTCTCTTTGTGTCTCTCTCCAAAAATAAAAAAATAAATAAATAAAAAATAAAAAGAAAAAAATATACGTCTGGAGAGATGGTTTAGTGGTTAAGGCGCCTTCCTGACAAGCCTAAGAACACCAGTTCGATCT 

PVKW010005627.1 GCAGCTGAGAGACTGCTGGCGC-GCCCA-TCTCTGTCTCCCTCTCCCTCTCTGTCTGTCTCTGTGTCTCTCTCCAAAAATAAATAAAAAATAATAAAAAATTTTTTAAAAAGTATGCATAGTCTTTAACAGTCCCAATACTGTTTAAAAGTCCAAAGTATCTTCTGACATGCAAGACAGTCTCTTT 

PVKW010004993.1 GCAGCTGAGAGGCTGCTGGCAC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAGAAAAAATGTAAAAATTTATCT 

PVKW010000246.1 GCAGCTGAGAGACTGCTGGCGC-GCCCA-TCTCTGTCTCCCTCTCCCTCTCTGTCTATCTCTCTCCGTGTCTCTCTCCAAAAATAAATAAAATAATAAAAAATTTTTAAAAAAGAATATACATAAATAAAATTAAGAAGGCTCTAATAACTCACAGGGATTATGGTAGAGGACATAAAAGGTAAGG 

PVKW010006328.1 GCAGCTGAGAGACTGCTGGCAC-GCCCA-TCTCTGTCTCCCCCTCCCTCTCTGTCTATCCCTCTCTGTCTCTCTCTCCAAAAAAAATAAAAAATAATAAAAAAATTTTTTTGAAGAGTGGAGTTTCTAAGGGAAAAATGGGGGGAGGGAGTGGATTACCATGGACTATTGTCTATAATTATGGAAG 

PVKW010112535.1 GCAGCTGAGAGACTGCTGGCAT-GCCTA-TCTCTGTCTCCCTCTCCCTCTCTGTCTGTCTGTCTCTCTCTCTGTGTCTCTCTCCAAAAATAAATAAAATAATTTAAAAAAAATTAAAAAAAAACACAAAACTGAGGCATTGTTATTTCTTTGTCTCCATGCAGATCCGTCCTCAGAAATGCCCAAG 

PVKW010134666.1 GCAACTGAGAGGCTGCTAGCGC-ACCCA-TCTCTGTCTCCCTCTCCCTCTCTCTGTCTCTCTCTATGTCTCTCTCCAAAAAATAAATAAAATAAATAAATAAAAATTTTTTTTAAAAGAATAATTTGAACAGCTACCTTGCCTACCACATGCTTCAGAGACTTGAGTAATCAAAATTTCCCCTCCA 

PVKW010033776.1 GCAGCTGAGAGACTGCTGGTGC-ACCCA-TCTCTGTCTCCCTCTCCCTCTGTCTGTCTTTCTGTGTCTCTCTCCAAAAATAAATAAAAAAATTTTAAAAATGTTATGTTAACTATAAAGAGGTATCTCATCCCCTTTAATTTTATGGGCTGCCATCAGGGTGGCATGCTAAGTTTTTGGGTATGAT 

PVKW010050130.1 GCAGCTGAGAGACTGCTGGCGC-GCCCA-TCTCTGTCTTCCTCTCCCTCTCTATCTCTCTCTGTGTCTCTCTCCAAAAAAAAATAAAATAAAATAATTTTAAAAATTAAAAAAAAAAAAAGAACTGGGTAACACCAGAGGTTAATGGTAAGACCCTACTGCTAAAGGCACCATACACTGTCAGCAC 

PVKW010002497.1 GCAGCTGAGAGACTGCTGGCGC-ACCCA-TCTCTGTCTTCCTCTCCCTCTCTATCTCTCTCTGTGTCTCTCTCCAAAAATAAAATAATTTTTAAAAACTTTAAAAAAATAAATTTAAAAATAGAAACATGCTTAACTTTTTGCATCTAGAATATTAGATGAAAGGAAGTTGTTATTAATATCTATT 

PVKW010145510.1 GCAGCTGAGAGACTGCTGGCGT-GCCCA-TCTCTGCCTTCCTCTCCCTCTCTATCTCTCTCTGTGTCTCTCTCCAAAAATAAAATACTTTAAAAAAATTTAAAAAAATAAAATAAAATAAAATAAAATACAGACAAACAATGGATAATATAATTCCAATATTTTATTATTTAGTAGTTTCTAAAAA 

PVKW010203109.1 GCAGCTGAGAGACTGCTGGTGC-GCCCA-TCTTTGTCTCCCTCTCCCTCTCTGTCTATCTCTCTGTGTCTCTCTCTCCAAAAATAAATAAAAATAATTTTAAAAATTTTTAAAAAGAAAGTGAATACAAGGTGGTACATCCAATTGAGGGGAAGAAAACTAAATCATGTGAGGAGATAACAGGGAT 

PVKW010002079.1 ACAGCTGAGACACTGCTGGCGC-GCCCA-CTTCTGTCTTCCTCTCTCTCTCTCTGTGTCTCTCTCCAAAATAAATAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATTTTCTACAACAAATACATATTACAAACTAATGATAAGCATATAAAATAATAATCAGGTAAAAGG 

PVKW010002052.1 GCAGCTGAGACACTGCTCTCGC-GCCCA-TCTCTGTCTTCCTCCCTCTCCCTCCCTCCCTCTCTCTCTCTCTCTCTTTCTCTCTCTCTCTCTCTCCAAAAAATAAGATAAAATAAAAAGTTTAAAAAAAAAAAAAAAAAAAAGGAAAAGACCAGGACGTGATGGAGTCTTAGCTGAATTCTACCA 

PVKW010013620.1 GCAGCTGAGACACTGCT-GCGT-GCCCA-TCTCTGTCTTCCCCTCTCCCTCTCTCTCTCCCTCTCTCTCTCTTTGTGTCTCTCTCCAAAACTAACTAAATAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAAATATGCCACAAGTAGAATAAGTTTGTGTGTGTGAGAGT 

PVKW010068910.1 GCAGCTGAGAGAATGCTGGCGC-GCCCA-TCTCGGTCTCCCTGTCCCTCTCTGTCTCTGTGTCTCTCTCCAAAAATAAATAAAATAATTTTTAAAAAAATTAAGAAAAGAATGTAGAGCAAGAAACCCTCACTCAAATACACTGAACAGTCCAGAATGACCAGAAACTTATTTTCTGACCTTCCAT 

PVKW010015763.1 GCAGTTGAGAGACGGCTGGCGC-GCCCA-TCTTTATCTCTCTCTCTCTATCTGTCTTCCTCTCTCTCTGTCTCTGTCTCGCTCCAAAAAAATAAAAATAAAATAAGAAAGAAATATCCTGAAGTACAACCCAGACTGAGGCCCTAATTATCACACATGAACACCAATAACCATACTAAGAAAGACC 

PVKW010101536.1 GCAGCTGAGACAGTGCTGGTGC-GCACA-TCTCTGTCTTCCCCCCTCTCTCTCTCTCTGTCTCTCACTCTGTGTCTCTCTCCAAAAAAATAATAAAAAATAAAAAGTTTAAAAAAATGAAAAAGAGAAATGAATTGTGGCTATCTGTTCCCTAGTTATAACTTTTATTTTATTTCACAAAGTGTTA 

PVKW010149234.1 GCCAGTGAGACACTGCTGGCAC-GCCCA-TCTCTGTCTTCCTCTCCCTCTCTCTCTCTCCCCCCCTCCCCCGTCTCTCTCCGTGTCTCTCTCCAAAAAAATAATAAAAAATAAAAAGTTTAAAAAAAAAATAAGGTGGAAAGTGAGTGAGTGAAGAAGACACTTGATGTTGCCCTCTAGCCTCCAC 

PVKW010001911.1 GCAGCTGAGAGGCTGCTGGCGC-GCCCT-TCCCTATCTGTCTTCCTCTCCCTTTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAAATAAAAACAAAATGCTATAGAATATCAGATAAAAACTGGGCTGTGTTGTTGGAGCCCAAGTTGGGTGATATGCTTTCTTGCTTGGGCATTTCCATGTTATT 

PVKW010676655.1 GCAGCTGAGATGCTGCTGGCAC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTTTCTCTCTCTGTGTCTCTCTCCAAAAATAAAAAGCAAAAGCAGAGACTTATGTGTTGTTCCTTGGGAATTTTCCCCCTCCTTAAATCAGAGTAC------------------------------ 

PVKW010088921.1 GTGGCTGAGAGGCTGCTGGCGC-GCCCA-TCTCTATCTGTCTCCCTCTCCCTCTCTCTCTCTGTCTCTCTCAAAAAAAAAAAAAAAGGGCCTAAGACCCAAGTTCAATTCTCTAGGACCCATCCTATAAAGGCAGATGCAATCAAGTGCTGGGATTACAGGCCTGAGCCACCTCAATCTGCTTCAA 

PVKW010198829.1 GCAGCTGAGAGGCTGCTGGCGC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCCAAAAGAAAAAAAATCAAAGCCAAGATCTTGTTGTTTAGTCCTTTTAATTCAGAGTATTTTTAAGAACTACCATGCACTTAGATTCCAGTTCAATGACTAGAACTGCCACAGCCCTA 

PVKW010024894.1 GCAGCTGAGAGGCTGCTGGCAT-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCCAAAAAAAAAAAAAAAATGGTAAAAGACACTTGCTTGCAAAGCCTGCTGGCCTGGGATCAATTCTCTAATACACACATAAAGCCAGATGCACAAAGTGGCACATGCATCGGGAATTT 

PVKW010006781.1 GCAGCTGAGAGACTGCTGGCGC-GCCAA-TTCTCTGTCTCCCTCTCTGTCTCTCTCTCTCTCCAAAAATAAATTTAAAAAAAAAAAAAAAGAAGAAGAAATGTTAAATGTGGGGCTGGAGAGAGGGTCCAGCAATTAAGGGTCTTGTCTGAAAATACTAAGGACCTGGGTTTGATTCCTTAGT 

PVKW010012478.1 GCAGCTGAGAGGCTGCTGGCAC-GCCCA-TCTCTGTCTTCCTCTCCCTCTCTCTCTCTGTCTCTCTCTGTGTCTCTCTCAAAAAAAAAAAAAAAAAAGAAGAAAATGTTCTTCTTCACATATTAAAGATAACCAAAGTTCAGTGATATTAAGTATTTTGTCCAAACTCTTGGGCTATGAAAATGAA 

PVKW010001726.1 GCAGCTGAGAGGCTGCTGGTGG-GCCCA-TCTCTATCTGTCTTCCTCTCCTTCTCTCTCTCTGTGTCTCCAAAAAAAAAAAAAAAAAAGATAGGGTCTCTTTTAGCTCAGGTTGGCCTGGTGATGACCTTGAACTTCTAATCTTCCTACTACTATCACCTAGTTCTGTGGTTATGGGCATGAGTC 

PVKW010001449.1 ACAGCTGAGAGGCTGCTAGTGC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTTTCTGTTTCTCTCTCCAAAAAAAAAAAAAAATTATATGTGCGATTCTCATAGCAGCATTTGTACAAAAAACAAGCACAGACTCTGTAGTGCATGGACCTTAAAAATTCTAGGTGGGGGGGGGCTGGAGAG 

PVKW010003485.1 GCAGCCAAGAGGCTGCTGGTGC-GCCCA-TCTCTATCTGTCTTCCTCTTCCCCTCTCTCTGTCTCTCTCTCTCAAAAAAAAAAAAAAAAAAAAAACTTAGTGGGTCTCCTGGTCAGTGATCCTGAAGAATTTCAAAATGTTAACAGCAGAGTATTAAACTATATGGTAAGTAGGAAGGAGTTTCTG 

PVKW010005006.1 GCAGCTGAGAGAATGCTGGCGC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTGCATCTCTCTCCAAAAAAAAAAAAAAAAGTTCTTGCCCCTTCACATGCTAAATAGGTGATTTGCACGTGTTAGTTTTTTCCCCATTCATCAAAGATAATGTCACAGGAACCTGCCAGAGACTGTCATG 

PVKW010043933.1 GCAGCTGAGAGGCTGCTGGCGT-GCCCA-TATCTATCTGTCTTCTTCTCCCTCTTTCTCTGTCTCTCTCCAAAAAAAAAAAAAAATACTTTCAAAACCTCACCAGACACCTGAGCTGGCTGTGCACACGTGTGCATTGTCTATTTAGAGATCAGACTAACCAACAGCAATGCACCATGAGGTGCTT 

PVKW010040692.1 GCAGCTGAGAGACTGCTGCCGC-GCCCA-TTTTTGTCTCCCTCTCTATCTCTCTCTGTCTCTCTCTCCAAAAATAAATAAAAATAATAATAATAAATTTATTTTTAAATTGCCTTAAGGGGCCTGGAGAGGTGGCTTAGCGGATAAGCCCTTGCCTGTGAAGCCTAAGGACCCTGGTTTGAGGCTT 

PVKW010002946.1 GCAGCTGAGAGGCTGCTGGCAC-GCCCA-TCTATGTCTTCCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTGTGTCTCTCTCCACAAAAAAAAAGTACAAAAGGGGGGATTTGTCCAGGCATCAGTATTGTTAGAGGTTCCTCTGGGGCTTGAAGTGCTGTCTTTCTTGCAGGCCATGGGTCTGAAA 

PVKW010022497.1 GCAGCTGAGAGACTGCTGGCGC-GCCCA-TCTCTATCTGTCTTCCTCTCCTTCTCTCTCTGTCTCTCTCAGTTCCTCTCAAAAAAAATTGTGTAAACTTCCTTTGACTCAGGGAACATATGGTCAGTGCCTCCTTTAGTTAAGTTCAGAAGATTAAGTTTGATTATGAAAAAAACACTATGAACAT 

PVKW010014085.1 GCAGCTGAGAGACTGCTGGCAT-GCCCA-TCTCTCTCCCTCTCCCTCTCTGTCTGCCTCTCTCTGTCTCTCTCCAAAAATAAATAAGTAAATAAAAAAGAATGAAAAAAATCACCTCTGGTGGCGAAAACTAGCCTCTTGTTAGAAGTAACCGTCAACTTTTCTGTCCATCCCAACCAGGCAGCAA 

PVKW010041458.1 GCAACTGAGAAACTGCTGGCGC-GCCCA-TCTCTATCTGTCTTCCTTTCCCTCTCTCTCTGTCTCTCTCTCTCTCTCTCTCTGTCTCTCCAAAAATTAAAATATATATATATATAGACCAATTTTATCCAAGGCTTTCTAGGGACATATATCTGAAAATAAACTTTACCAGGAGATAATCACCGG 

PVKW010047843.1 GCAGCTGAGAGACTGCTGGCGC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTTTGTCTCTCTCTGTGTCTCTCTCCAAAAATAAATAAAAATAATTTTAAAAAATC-TCATTCTTGTTCTAGTGGCACCACTAACATGGAGAGGATATAAATCTGAAATTTCCAATGGGAAAACCTCTGG 

PVKW010109024.1 GCAGCTGAGAGGCTGCTGGTGC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTGTGTCTCTCTCTCTCTCTCAAAAAATGAATGAAAGGACCTTTTATTTTATTTTATTTTATTTATTTTCAAGCAGAGGGAGATAGAGACAGGCAGAAAAAATGGGCATGCCAGAGCCTTTAGCTGTTGC 

PVKW010012339.1 GCAGCTGAGAGACTGCTGGCGA-GCCCA-TCTCTACCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTCTGTGTCTCTCTCCAAGTAAAAAAACAATAAGTTGTTTATTTATTTATTGCAAGGAGATAAAGAGAGAGGTAAAGAAAGAAAGAGACAATGGGCACACCAGGGCCTGTAACCTCTGCA 

PVKW010004996.1 GCAGCTGAGAGGCTGCTGGCAT-GCCCA-TCTCTATCTGTCTTCCTCTCCCTATCTCTCTGTGTCTCTATCCAAAATAAAAAACATAAATATATTAAAAGAAGTTATTATTGAAAGATATGTATTTAAACAACCTGACATAAGGCTCAAACAAGTGCAGTAGTGACACACAGTCATGGTGGGCAAC 

PVKW010062488.1 GCAACTCAGAGACTGCTGGTGC-ACCCA-TCTCTGTCTGTCTCTCTCTCTCTGTGTCTCTCTCCAAAATAAATAAAATAATAAAAAATAAATAAAGTGAGCGAGTGAGTAAGAGAAGAGAGAGAGAGAAAGAGAGGCTCCACAAATCCCAAGAACACAAGATGGTCCCTTTTTATATGTTTTCAGG 

PVKW010046796.1 GCAGCTGAGAGGCTGCTGGCAC-GCCCA-TCTCTATCTGTCTTCCTCTCTCTCTGTCTCTCTCCAAAAAACAAAAAACAAAAACAAAAACAAAAAAACAAAGGACTTGAAAAGCAACTTAGTATAGGGTCACAGATAAACAGCGTACTAAACTTTTTTTTTTGTTGTTTTTTCAAGGCTGACCTAG 

PVKW010011365.1 GCAGCTGAGAGACTGCTGGCAT-GCCCA-TCTCTGTCTTCCTCTCCCTCTCTCTCTCTCTCTGTCTCTCTCCAAAAAAAATAAAAGAATGTACAAAGCAAGAAAGTTTGAACTTGCTGTATTCAACCCTTTTTGTACAAAAGCAACTCATTCAAAGGGTTGAACAAGCTTATTACACACAGTACAG 

PVKW010006850.1 GCAGCTGAGACACTGCTGGTGC-GCTCA-TCTCTGTCTTCCTCTCCCTCCCTCTCTCTCTCTCTTTCTCTCTCTCTCTCTCTGTGTGTCTCTCTCCAAAAAAACAAGAAAAGAAAAAAAGAAAAAAGGGGGGAAAAAGACACTTCTCTTGAGTCACTTCTGCAGTGAGTCACAGACGTATATATT 

PVKW010009979.1 GCAGCTGAGAGGCTGCTGGCAT-GCTCA-TCTCTATCTGTCTTCCTCTCCCCCGCCCCCTCTCTCTCTGTCTCTCTCAAAAAAAAACCATGTTCCCAGTTGAACATCCAATGGAAACAGCCACCTGGAATTTTTTCCACCACTTCTGTTTGTGCAGCATATTCTTGAATCCTACATGATAAAAAA 

PVKW010019386.1 GCAGCTGAGAGACTGCTGGCGC-GCCAATTCTCTATCTGTCTCCCTCTCCCTCTCTCTCTGTCTCTCTCTGTGTCTTTCTCTAAAAAAAAATATTAATAAATAAAATAAAATAAAGTAAAAAG-ACAAAGACTTCCTGGTAAGATGGTGGCATAGGAGCCATGCCAAACCAGCCTAGGGAGGGAT 

PVKW010050442.1 GCAGCTGAGACACTGCTTGAGT-GCCCA-TCTCTGTCTTCCTCCCTCTCTCTCTCTCTCTCTCTCTCTGTGTCTCTCTCCAAAAAAAATAAGATAAAATAAAAAGTTAAAAAAAAGTGAGAAGATGGAAAGGCAAAGCCAGTATCTTGTTGGGTGAAGTGTTTTGTCACTTGACACAGTAGTCCTT 

PVKW010018656.1 GCAGCTGAGATACTGCTGACGC-GCCCA-TCTGTCTTCCTCTCCCTCTCTCTCTCTGTGTCTCTCTCCAAAAAAATATTAAAAAATAAAAAGTTAAAAAAAAATAGGGCTGGAGAGATGGCTGAGCAGATACGGTACAAGTCTGCAAAGCCTAAGAATACAAGTCTGATTCACCAGTACCCATGTA 

PVKW010019198.1 GCAGCTGAGAGGCTGCTGGTGT-GCCCA-TCTCTATCTGTCTTCATCTCCCTCTCTCTCTGTCTCTCTCCAAAACAAAAAAAAGTTCAGGCATGAGTGTATCAAGGGTTAGAAAGCTTTTCATGTGCCCTTTCCAGTTGTTAAAACAAACACGTTCTCATTACTTATTCATGCCAAACATTTCTGT 

PVKW010039191.1 GCAGCTGAGAGGCTGCTGGTGT-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTCTCCAAACAAAAAAAAACCACATTATTCAAGGCTGGGTACATGACTTGCCCGGCATATGTATGGTCCTGGATTTAATCCTCATCACCAAAAAGAAATAAAAATAAAAACTACTAGACAGGTAAA 

PVKW010084254.1 GCAGTTGAGAGACTGCTGGCAC-GCCCA-TTC---TCTGTCTCCATCTCCTTCTCTCTCTACAAAAACATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAAAATAAAATAAAAATGAAATAAAATAAAATAAATAAAAATCTAAAAACAAACAAACAAAAAAA 

PVKW010020145.1 GCAGCTGAGAGACTGCTGGCGC-GCCCA-TCTCTGTCTTCCTCTCCACCCCCCCCAAAAAAGAAAAAAATACTATGGAATGCTAACAAATATTTACATGTCTGTTTGAGGATTACAGATAATTCTAGTATTTTGTGGATTTGTTTTGTTGTTGTTTTTTTTCAGCATGTACAGATTTTCTCTACTT 

PVKW010059942.1 GCAGTTGAGAGACTGCTGGCAC-GCCCA-TCTCTGTCTCCCTCTCCCTCTCTGTCTGTCTCTCTCTGTGTCTCTCTCCAAAAATAAATAAAATAATAAAAAAAATTTTTAAAAAGTGAGAGTAGCATTATATATGGGTGTTAACATTAACAGAAGTGCTTACCAGGCAGTTTGGTGAGCAAAATAA 

PVKW010159600.1 GCAGCTGGGAGGCTGCTGGCAT-GCCCA-TCTCTATCTGTCTTCCTCTCTCTCTCTCTCTCTCTCCAAAATAAATAAATAAATAAACAAATAAAAATAAATAAATAAATAAAATCCCCACCAATAAACAAGTAAATGAGCATTTACTGTTGAAATAAGCATTTCAACAAAAGTACAAATGTCTAA 

PVKW010000100.1 GCAGCTGAGGGACTGCTGGCGT-GCCCA-TCTCTGTCTTCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTGTCTCTCTCCAAAAATAAAAATTAAAAATTAAAAAGTGACTTCCAAAAAATGCATTGTTCTCCATAAGTTTTGGTAATGATTATTATAATAAACAGACAA 

PVKW010072700.1 GCAGCTAA--------------TGCCCA-ACTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTTTCCTAAAAAAATTTTTTAATGCATAATGGTGCATGTTAACTAAAAATAAAAGAATAAAATAATGATAGTACATACTGACAACATGCTCAATACTGTGGACAGAAATTTTATGTTGCATT 

PVKW010000146.1 -------------TGCTGGCAC-GCCCA-TCTCTATCTGTCTTCCTCTCCCTCTCTCTCTGTCTCTCTTTGTGTACTCTTCTCCCCCCAAAAATTAATAAGTGATATAGTTCTAATGAACAAGAACATAGAGTAAGCCATTCATTCATCCAAAAGGGAATAATGGGGGTATAGCCAGGAAAGATCA 



                        Copy number      Proportion 

T+ copies                     22                30 % 

Conventional T+ copies        6                 8% 

T– copies                   4 5                62% 
Total                       73 

 

Figure S11. Random Dip_b2 copies from the А. bullata genome. Nucleotide sequences are highlighted as follows: PASs, strong pol III terminators, medium 

terminators, rudimentary terminators, and oligo(A). Conventional T+ copies do not contain either a terminator or an oligo(A). 

  
 


