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Dip a Y17(8) HERTTTGCAGTGGCTIGAGGCCCTGCGOITGCCCATTCTCTCTCTETCT eloouisnicipieiv:NEoiNeaielisiieuielsTC TCTCT(e(®
Dip a Y18(8) HIPA T T TGCAGTGGCTEGAGGCCCTGGIETGCCCATTCTCTCTCT®T C T NG ooy Nt

Dip a Y19(7) :
Dip a Y20(7)

(
Dip a Y22 (6)
Dip a Y23(6)
Dip a Y24 (6) GTTTGCAGTGGCTIHGAGGCCCTGGORNTGCCCATTCTCTCTCTETC TRMGYshleingd
Dip a Y25(5) 1T GYAGTGGCTHGAGGCCCTGG N GCCCATTCTSTC | CT T C Tt et
Dip a Y26 (4) GTTTGCAGTGGCTEGAGECCCTGGCGTGCCCATTCTCTCTCTCTCTCTCTCTCTCTCCT—TCCTGCCTAGT—TCTETCT—C
Dip a Y27(4) : chineloNeiyeleAle)Nelelolelohiele T CiNelololol-Yiiei 2/ 2 ShNehNCideoNiCTCC CCCA-GlopEhiGiy—
Dip a Y28(5)  : GTTTGCAGTGGCTRGAGGCCCTGGC‘TGCCCATTCTCECTCTCTCTCTCTT—
Dip a Y29(5) ‘TTTGCAGTGGCTEGA@GCCCTGGCGTGCCCATTCTCTCTCTCCC
Dip a Y30(5) GTTTGCAGTGGCTRGAGGCCCTGGE ChlehN Lo Gl GIeI GCCTCTCT
Dip a Y31 (4) ‘TTTGCAGTGGCTEGAGGCCCTGGTGTGCCCATTCTETCTCTCTCTTTCT
Dip a Y32 (4) 2 ATGCCCATRRTCTCTCTETCT(ONIeiiohiie ‘ WNNATAWHTI- - —-
Dip_a Y33 (3) ARVATAAATRAA-—-

Figure S15. Consensus sequences of 33 tribes of young Dip_a copies from the A. bullata genome. The numbers of tribe members are indicated in brackets
(in red). Specific 17-bp insertion in the TC-motif of Dip_a_Y1, Y2, Y3, Y7, and Y13 is highlighted in yellow.



