Supplementary Materials

Table S1. List of miRNAs used in current study with their sequences, used prediction tools and

conservation status.

Target gene microRNA Sequence Tools Conservation (based on
TargetScan)
hMANF hsa-miR- CAUCUUCCAGUACAGUGUUGGA D N/A
141-5p
hsa-miR- UACAGUAUAGAUGAUGUACU M N/A
144-3p
hsa-miR- AUUCUGCAUUUUUAGCAAGUUC M N/A
544a
hsa-miR- UCCAGCAUCAGUGAUUUUGUUG M, T Conserved
338-3p
hCDNF hsa-miR- UGUGACUGGUUGACCAGAGGGG M, T,D Poorly conserved
134-5p
hsa-miR- CAUCUUCCAGUACAGUGUUGGA DT Poorly conserved
141-5p
hsa-miR- ~ UGAUAUGUUUGAUAUAUUAGGU M, T Poorly conserved
190a-5p
hsa-miR- GAAGUUGUUCGUGGUGGAUUCG M, T, D Poorly conserved
382-5p
hsa-miR- GGAGAAAUUAUCCUUGGUGUGU M, T,D Poorly conserved
539
hsa-miR- GUUGUGUCAGUUUAUCAAAC M, T, D Poorly conserved
599

M - miRanda; T — TargetScan; D — Diana Tools microT-CDS



Table S2. List of miRNA mimics used in this study

miRNA mimic

miRIDIAN catalog number

hsa-miR-134-5p
hsa-miR-141-5p
hsa-miR-144-3p
hsa-miR-190a-5p
hsa-miR-338-3p
hsa-miR-382-5p
hsa-miR-539-5p
hsa-miR-544
hsa-miR-599
NC (Scrb) mimic

C-300628-05-0002
C-301056-01-0002
C-300612-05-0002
C-300639-03-0002
C-300706-05-0002
C-300691-03-0002
C-300859-01-0002
C-300860-03-0002
C-300923-01-0002
CN-001000-01-05




Table S3. List of PCR primers used for amplification of 3'UTRs of MANF and CDNF (both human
and mouse).

PCR primers Primer sequences (F: forward; R: reverse)

Human MANF F5 TCGCTCGAGTCTGCTCAATCTCTGTTGCAC
3'UTR R: 5 AGAGCGGCCGCAGGAGCCTCCTGGGGCA

Human CDNF F: 5 TCGCTCGAGTCTCCAATGCCAGCACATITGT
3'UTR R: 5 AGAGCGGCCGCCCAAGTTGCCTATGAGTGTTTITA

Mouse MANF F:5 TGCCTAAATACGCCCCCAAG
fragment R: 5 GTTTCGCTCGCTGCCTATCA

Mouse MANF F: 5" TAGGCGATCGCTCGAGTCTGCCCAATTCCTGCTGCACCTG
3'UTR R: 5 TTGCGGCCAGCGGCCGCCTCGGGGCCACGCCC

F: 5% TAGGCGATCGCTCGAGCCCCGTCGGCTGTCAG
Mouse CDNF  R: 5 TTGCGGCCAGCGGCCGCAATGTATATTTATTATCTGAATTTAAGTTATTC
3'UIR TCTTGCGGCCAGCGGCC




Table S4. List of PCR primers used for site-directed mutagenesis.

miRNA, which binding

. Primer sequences (F: forward; R: reverse
site to be mutated q ( 4 )

miR-134 F: 5-TTCATTCCTTACAacCACATATCAGACAAG
R: 5-AAAGACCTTGAGCTTGGTTCAATTAACAAT

miR-141 F: 5-AAGTTTTTGATGGggGATTAAAGCATAT
R: 5-GTCTGATATGTGACTGTAAGGAATGAAAAA
hCDNF
miR-190a F: 5'-CCTTACAGTCACACcgTCAGACAAGTT
R: 5-AATGAAAAAGACCTTGAGCTTGGTTC
miR-382 F: 5-TATCTAATGCACggCTTCAATCCCAAATAC
R: 5-AGCTGACTGTTGTGTCTTTTGTTTTAGTCC
miR-144 F: 5-TCCTGACAATAagGTATCAGATGTGA
R: 5-GCCCACTTAAAAAATAAATTACAAAAAGG
hMANF

miR-544 F: 5-TAGCTGTCCTTGCtcAATTATAGTGAA
R: 5-GAAATTTTTTTTCTTTAATAAAAAAATCCC




Table S5. List of PCR primers used for RT-qPCR analysis of ER stress markers expression.

PCR primers Primer sequences (F: forward; R: reverse)

F 5 ACCCTGACTCGGGCCAAAT
R: 5 AGACCGGAACAGATCCATGTTG

Human BiP

F: 5 GGATGAAGTTGTGTCAGAGAACC
R: 5 GACAACTCTTCGCTTTGGACTAG

Human ATF6

F: 5 CCAGCAGAGGTCACAAGCA
Human CHOP
R: 5 TGACTGGAATCTGGAGAGTGAG

N «gp1e F:5 GAGICCGCAGCAGGTG
uman AbYIS - . 5 CCGCCAGAATCCATGGG

o capppy 5 TIGAGGTCAATGAAGGGGTC
uman R: 5 GAAGGTGAAGGTCGGAGTCA




Supplementary Figure S1. miRNAs predicted to target 3’'UTRs of mouse A) CDNF and B) MANF.
Only miRNAs, included in the current study, are shown. Alignment is adapted from
TargetScan and miRanda.

mCDNF 3'UTR

CCCCGUCGGCUGUCAGGAAGCAUGGACUGCAGUUAGAAGAAAAUGACUGUCUAAGAUGAGAGUGUGCUGGUUAGGGCUAACC
AGGGACUGCCCAGUUGGCCGUCAGUUUUGCUGUUGUAUUGUGGAGUUGUGUUGUUUAGGCAUAUGAUCAACCCGUGCUUC
UGUGUGGUUCCUAUUAAAGAGG
111 Ll
CUCAUGGUCGCUAAAAUUGCAGAGCACAGAGACCUCAAGGUGCUUUUCUCAUCCUUCUUGGAGGAUGCAGUGGUUGCCUUUG
CAUUGCUAUGACAAUAAUGCUUAUUGAGAGAGGCUGGCCAUGGCCACAUGGAGAGAGGGGGAAGGGAGUGAGAGAAAGAGGG
CUAGAGAUGAGAGUAAGAAAGGUGAGGGCUUAAAGAGAGAGAGGAAGGGCCAAGCAGCCCCCUUUAUAGUGGGCUGGGCUAC
CUUGCUGUUGCCAGGUAACUGAAACAAGUGUGGGGAGGGAAGAGUCACUUGGGCUCAGGGAUUUGGUCCAUCACAGCAGGGU
AGCUAAGGGCAGCACAGCUCAGAGCAGGGCGACAAGAGCUUGUCAUAGAGGCUGUUGUGAUUAUAGAGAGGCAGAAAGUGAU
GUCCAAAUAAUGAUAAGGCUGUAACCUUCAAAGGGAUAGCCCUAUUCAUCCACUUCUGUCAGUCAGACACCCACCUCACAGUUU
CCCCAAAUUACCACUAGCUAGGGAACAAACCUUCAAAUCAAACCGAUGCCAGGUGUGGUGGUGAAUGCCUUUAAUGCCAGCAC
UCUGUCUGGAGGCAGAUCUCUGUGAGUCUGAGGCCAGCCUGGUCUACAAAGUGAGUCUAGGACAGCCAGGGUCACACAGAGA
AACACUGUUUUGAAAAACAAACAAACAAACAAACAAACAGACAAACACUAAAAUAAAAUCCAACCAAUGAACCAACCAAACAACCA
AACAACCCAAACCAAACAAAAAACUGAGCUGGAGGAGGACAGUUCAGAUCCAAGGCACAGCAGAAGGACAAUGUAGUUUAUCAC
UACUGACUCAAGUGUGCUAUGGAUAUGAUGGGAUAAUACAUUUUAAGGAAGGAAAGAGACAAGAGGCAUCUCUUUGGUCAAGG
UUUUUAAAAAGAGUGCAUAACAGAAACUAUAGCUUAUCUAAUGUGCGACUUCAAUCUCAAUAACCACCUAACAUAGUUCAGAAG
GUUCUUGUUUCAUUUUGCUUUUUAAAAAUAGAUUUUUUAAAAAACUUCAUUCACUCUAAAUAUUUUCUCUCUUUUGCACAGCAA
GGAGGGAAGCAUUCAUUACUUUAUAGGCUCUUGAGACAAAAUACCUAAAAAAACAAUCGAGAAAGGAGUUAAUUUAGUUCAUGG
UUUGAGAUUACAGUUCAUCACGGCAGCAGGAGUGUGAGGCCAUUGGUCAAACUCAUCCAUGUCCUAGAAGCAGAGAUGGAAGU
AGAUGCUCUGCUAGCUGUCAGUCUGACCCCAGCACGGGAAUGCCACUGCUCACAUUCAGGAUGGGGUCUUCCUUCCACAGUU
AAACUCUCUCUAGCAACGCCCUCCCACUCGUGCCCAGAGGUAUGUGUCACCUAGGCAAUUCUAAAUUCCACCAAGUUAACAA
UGUGUGGUUCCUAUU- - -AAAGAGG

11 NN
UGGCGAUUAAGCAUUGCACAGCACGAAUGGAAGUUUCCGUUUCUCAUAUAAAGAAAACUGAUCGGAAGAAUACAAAUCAGCAAU
CCAUAAAAAGUCUGUGCUUGGCCUAUUUAUAACUACCUUUUUUUGUUGUUGUUUUUUGUUUUUUGUUUUUUUGUUUUUUUGUU
UGUGUGGUUCCUAUUAAAGAGG

RN
UUCUUGAAGCAGGAUUUCUCUGUAUAGUUCUGGCUGUCCUGGAACUCACUCUGUAGACCAGGCUGGCCUCAAACUCAGAAAUC
CGCCUGCCUCUGCUGGGAUUAAAGGCGUGCGCCACCACGCCCGGCUUGUAACCACCUUGAAUUGCCACGUGACCCAAGCUCA
GAGUCUUCUUCACUGCCCCGUGUCAGGCAGGAUGAAAGCAUGCUCCCCACGUGCAGGCAGCAGGGGCGCUUGUGGUUUCUAA
UGCUAGCCUAUCAGUCUUAAGAAGCAGGCAAUGUUUCAGCUCCAUUCUCUGUCCAUAGAUCAAUAAGAAGCACAUGGUUAAAU
GGUUGCCUUUGGGAAAUAGGUCAGGGUGUGGCUACUCAAGAAAGCAUUCUCUUUAAAGUUUCUGGGGUGAUGGGACUGUACU
UUAUCAAGGCAGGAGGUGAGAGAUAUGAUCAUCAUAUUGAUAUAGAGGUACAAUUAAGAUGUGGGUAUUCUAUUGUACAUCAA
UUCUAUUUCAUAAAAAGUUGUAGGAGCUAUUUGAAAAUUACCCAAAAUUAAUUGAUUAAAAGCAACUGUUCUUUUAAAUAAUCAA
AUGUACUCAUAGCCAUCUUUUUUGUAGAGUAGAGAAUAACUUAAAUUCAGAUAAUAAAUAUACAUUG

mMANF 3'UTR

UCUGCCCAAUUCCUGCUGCACCUGAAGGGGAAAAAGCAGUUUAUCUGUCUCUUCCCCAAAUAACCAUUUUGUAAUUUAUUUUU
GUUGUUUUAGUGACUACGACCU
(ARER RN

UAAGCGGGCUCCUGACAAUGAGAUGUGAACCUAGAGCUUUCCUAGUGAUGCUGGCUCUGCAGUUCCCUCUUGCCCAUCCCCG
AGUGGGGACAAUUUCCCCAUCCCCAAGUGGGGACAAUUUACUUCCUUCUUUGCUGGUUUACUCUAGGACUUCAAAGUUUGUC
UGGGAUUUUUUUAUUAAAAAAAAUUGUCUUUGGAGAGUUGAGCUGGCACAGUAUUCUGUCCUAUAGAUUACUGGUUUAUCUU
UCCAGUCUGAAAAGAUCCCUCAGCCUGCCAGUGCUGAGGGCCUGAAACUCCCAUAACAGGACUUAAGAGCUUGGGCAGCCAA
UGUCUUGUGGGUUUGGGCUUCUGGGUGUCUGAUACUUCAGCCUGGUGAGGUUAGACUUGACCCCUGACCCCCACCCCCAUC
CAGUCCAGUAGCAGGGGCUGAAGGUUCUUGAGCUGCUGUUAAGUCUAAAGGACAUUUACAUUUGGCUCAGCCUAUGCAGAAG
GAGAACUGUGAGCUGAGUACAGGUGGUCAGACCAUAGCGUAUCUUUACCCCGCCUGGUACUUAAACUAUUCAUUCAUCGGGG
UUCCAGUCUAGCAUCAGAACAAGGACCCUUGCUUACCUAUAUUUUUGGCAAAGUUGGCAGGAAUCGGUUUACAAAGAAGCAGU
GUGAGCUGGUUGUAGUGGAAGGCCUGAGGGAGUUGUGUGCACUGUGGUUUUCAGUUGCUCCCUUUGCUGGCACUUGUGAAC
UGUGCCUCAGUGGGGAAACUUUGCUCCUGCUGCCUCCAGAGAUAAUGAGAAAGGAGCAACUGCUAAGAAGUUAUGUUUUCCA
AAAGGCUCGUCUUAGCUAUCUUCUUGUGUGGUCCCCAAAUUCACUUUGCAUUCGCAGGGCCUUACAUGAAGCCCUCUGCUGU
UUCUUCCAAGUUCCUCCUGCACUUUCUCCUCCUGCUGGUUGCUUUCUGCUUAUGGGAGGAGGGAAGAGCUGGGUGCGUUCU
UCGACAUCCUACAGAUGCAUCAAUGAUCCAGCAACCGUCUGUGGAGAGCAUAAGCCCUAGGGGCCUUUGAGUACUCUUGCCG
GUACUUCACCUCAUCUCCUGGAUGUGGUCAGAACACUGGCCAGCAGUCUGUCAACUUGGCAAGAAGUGAUAAUGGCAUUACC
UGCUCUUUACCCUUGGCUCAGCAGCCCCACCUUCCCAGCCUCCUGUCCGCCCAGACACCUACAGCAGAAAUUUGGACCCAGU
GGCACCAAGAUGCCUGUCUGUAGGUUGCAAACGCAUUCUAGUUUCUGUACCUGGACCCCGGGGAGGUCUCACCUGUGUCUA
UCAGGACAGUGCCUGAAGAAUUCGAAUGCAUAAGAUGCCUGGAUGUGGGUCCUAGGCAGGGUGUAGGCAUCCUUGUGUGUC
UAUUUUCAAGGGGGCCAACUCUGGUCCUAAUCAGAAAACUCCAUGGAAGGAAAUAGAGUUUCUUCAAUCUAGUGGCAGGUUG
GAGUGGGACGCGCAACACUUGGCUUCGGGCCAAGCGGCCACACCUGCUCCGGUGGGCGUGGCCCCGAGGCG



