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Figure S1: Figure S1: The expression levels of IM1 (A), IM2 (B), in control flies and the CR11538-
overexpressing flies were measured at 6h after M. luteus infection. The expression levels of [ncRNA-
CR11538 (C), Drs(D), Mtk(E) in control flies and the dsRNA-mediated IncRNA-CR11538 knockdown
flies were measured at 6h after M. luteus infection. For all tests, P value < 0.05 was considered as

statistically significant. * P <0.05; ** P <0.01, *** P <0.001 and ns, no significance vs. the control groups
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Figure S2: The dynamic expression levels of [ncRNA-CR46018 (A), IBIN(B), VINR (C) in the wild-type
Drosophila infected with M. luteus were detected by qRT-PCR at 0 h, 3 h, 6 h, 12 h, 24 h and 48 h after
stimulation. For all tests, P value < 0.05 was considered as statistically significant. * P < 0.05; ** P <
0.01 and *** P < 0.001 vs. the control groups.



