Table S1. Summary significant SNP of all traits under the two P conditions and LPTI

SNP Chr. position —log,, P Trait Condition Gene Maker position
chr2.S_ 215941022 2 216609992 5.16 APCPP LP GRMZM2G158766 WithinGene
chr8.S_119905885 8 119432925 5.1 APCPP LP GRMZM2G004703 WithinGene
chr8.S_119905885 8 119432925 5.1 APCPP LP GRMZMS5G895362 WithinGene
chr8.S_153045260 8 152583441 5.51 APCPP LP GRMZM2G032484 WithinGene
chr8.S_153045337 8 152583518 5.51 APCPP LP GRMZM2G032484 WithinGene
chr8.S_153045506 8 152583687 5.51 APCPP LP GRMZM2G032484 WithinGene
chr8.S_153047685 8 152585866 5.51 APCPP LP GRMZM2G032484 WithinGene
chr8.S_153047929 8 152586110 5.36 APCPP LP GRMZM2G032484 WithinGene
chr2.S_197529123 2 198182721 5.48 APUtE LP GRMZM2G312501 WithinGene
chr7.S_146244617 7 146280765 5.09 APUtE LP GRMZM2G042666 WithinGene
chr7.S_146244618 7 146280766 5.09 APUtE LP GRMZM2G042666 WithinGene
chr3.S_140852927 3 140881141 5.05 ADWPP LP GRMZM2G463464 WithinGene
chr3.S_140853493 3 140881707 5.05 ADWPP LP GRMZM2G463464 WithinGene
chr3.S_140857207 3 140885421 5.16 ADWPP LP GRMZM2G463464 WithinGene
chr2.S_ 196383637 2 197033528 5.44 SePCc LP GRMZM2G151122 WithinGene
chr5.S_ 205781313 5 205838208 5.13 SePCc LP GRMZM2G140150 WithinGene
chr8.S_168286541 8 167837049 5.25 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168287312 8 167837820 5.27 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168287510 8 167838018 5.25 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168287559 8 167838067 5.25 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168289605 8 167840113 5.25 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168290170 8 167840678 5.25 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168290213 8 167840721 5.44 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168290214 8 167840722 5.44 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168290216 8 167840724 5.44 SePCc LP GRMZM2G149230 WithinGene
chr8.S_168290339 8 167840847 5.25 SePCc LP GRMZM2G149230 WithinGene
chrl.S_28643451 1 28644019 5.12 SePCPP LP GRMZM2G040828 WithinGene
chr3.S_5580300 3 5581618 7.03 SePCPP LP GRMZM2G143235 WithinGene
chr5.S_ 21933463 5 21954744 5.43 SePCPP LP GRMZM2G096372 WithinGene
chr8.S_162559636 8 162109084 7.17 SePCPP LP GRMZM2G030762 WithinGene
chr9.S 26819179 9 26832567 7.87 SePCPP LP GRMZM2G475293 WithinGene
chr10.S_26090270 10 26098212 7.06 SePCPP LP GRMZM2G050394 WithinGene
chr10.S_77270047 10 77283397 5.4 SePCPP LP GRMZM2G110145 WithinGene
chr2.S_ 196383637 2 197033528 5.11 SePUtE LP GRMZM2G151122 WithinGene
chr5.S_ 205781313 5 205838208 4.95 SePUtE LP GRMZM2G140150 WithinGene
chrl.S_5532257 1 5525913 5 ShPCc LP GRMZM2G055704 WithinGene
chrl.S_5532257 1 5525913 5 ShPCc LP GRMZM5G802002 WithinGene
chr2.S_44201877 2 44830522 11.13 ShPCc LP GRMZM2G171254 WithinGene
chr2.S_44201877 2 44830522 11.13 ShPCc LP GRMZM2G171277 WithinGene
chr2.S_ 216686343 2 217355313 5.67 ShPCc LP GRMZM2G001297 WithinGene
chr9.S_4221767 9 4221990 5.16 ShPCc LP GRMZM2G563453 WithinGene

chr5.S_61803436 5 61831685 4.98 ShPCPP LP GRMZM2G069923 WithinGene
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SePUtE
SePUtE
SePUtE
SePUtE
SePUtE
SePUtE
SePUtE
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc
ShPCc

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

LPTI

GRMZM5G828820
GRMZM2G074580
GRMZM2G093186
GRMZM2G361593
GRMZM5G863590
GRMZM2G361593
GRMZM5G863590
GRMZM2G158502
GRMZM2G158502
GRMZM2G158502
GRMZM2G063949
GRMZM2G174598
GRMZM5G883632
GRMZM5G883632
GRMZM5G883632
GRMZM5G883632
GRMZM5G883632
GRMZM2G155849
GRMZM2G155849
GRMZM2G421256
GRMZM5G832890
GRMZM2G127426
GRMZM2G072791
GRMZM2G533536
GRMZM2G084296
GRMZM2G084314
GRMZM2G039848
GRMZM2G523025
GRMZM2G068854
GRMZM2G367941
GRMZM2G132212
GRMZM2G076630
GRMZM2G377761
GRMZM2G076630
GRMZM2G377761
GRMZM2G076630
GRMZM2G377761
GRMZM2G080816
GRMZM2G356817
GRMZM5G821769
GRMZM2G356817
GRMZM5G821769
GRMZM2G356817
GRMZM5G821769

WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
InterGene
InterGene
InterGene
WithinGene
InterGene
InterGene
InterGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene
WithinGene

WithinGene



chrl.S_68438365 1 68446088 4.95 ShPCPP LPTI GRMZM2G003530 WithinGene

chr2.S_ 63789107 2 64419510 9.39 ShPCPP LPTI GRMZM2G001084 WithinGene
chr5.S 23184282 5 23204307 7.79 ShPCPP LPTI GRMZM2G339562 WithinGene
SYN38866 5 212368556 4.99 ShPCPP LPTI GRMZM5G885644 WithinGene
chrl.S_46865308 1 46869830 5.33 ShPUtE LPTI GRMZM2G129302 WithinGene
chrl.S_270558127 1 270624812 5.06 ShPUtE LPTI GRMZM2G133183 WithinGene
chrl.S_270558159 1 270624844 5.06 ShPUtE LPTI GRMZM2G133183 WithinGene
chrl.S_270558168 1 270624853 5.06 ShPUtE LPTI GRMZM2G133183 WithinGene
chrl.S_270558191 1 270624876 5.06 ShPUtE LPTI GRMZM2G133183 WithinGene
chrl.S_270558206 1 270624891 5.06 ShPUtE LPTI GRMZM2G133183 WithinGene
chrl.S_270558316 1 270625001 5.08 ShPUtE LPTI GRMZM2G133183 WithinGene
PZE-102018940 2 8997706 5.01 ShPUtE LPTI GRMZM2G000052 WithinGene
chr7.S_8178590 7 8183534 5.15 ShPUtE LPTI GRMZM2G076630 WithinGene
chr7.S_8178590 7 8183534 5.15 ShPUtE LPTI GRMZM2G377761 WithinGene
chrl.S_105151135 1 105159610 5.1 SDWPP LPTI GRMZMS5G868757 InterGene
chrl.S_105325156 1 105335709 5.08 SDWPP LPTI GRMZM2G457147 WithinGene
chrl.S_273899522 1 273966524 5.62 SDWPP LPTI GRMZM2G361593 WithinGene
chrl.S_273899522 1 273966524 5.62 SDWPP LPTI GRMZM5G863590 WithinGene
chrl.S_273899582 1 273966584 5.62 SDWPP LPTI GRMZM2G361593 WithinGene
chrl.S_273899582 1 273966584 5.62 SDWPP LPTI GRMZM5G863590 WithinGene
chr6.S_106351747 6 106520193 5.11 SDWPP LPTI GRMZM2G129375 WithinGene
chr6.S_153257357 6 153451214 5.02 SDWPP LPTI GRMZM2G169943 WithinGene
chrl.S_290933926 1 291006770 5.56 YPP LPTI GRMZM2G104125 WithinGene

Note: Position: The physical position (B73 RefGen_v3) of significant SNP; YPP: Yield per plant; ADWPP:
All dry weight per plant; SDWPP: Shoot dry weight per plant; SePCc: Seed P concentration; SePCPP: Seed
P content per plant; SePUtE: Seed P utilization efficiency; ShPCc: Shoot P concentration; ShPCPP: Shoot
P content per plant; ShPUtE: Shoot P utilization efficiency; APCPP: P content per plant; APUtE: All P
utilization efficiency. Maker position: The significant SNPs were in the target gene (WithinGene) or

between two genes (InterGene).



