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Table S1. Results of univariate comparison between PolyStyr and PTFE biofilm classes. VIP scores reported in column 3
have been obtained after PLS-DA analysis shown in Figure 5B. Up = Upregulated in PolyStyr class; Down = Downregulated
in PolyStyr class. Identified metabolites can be tracked back to identified metabolites in Table 1 through the associated
ID_## string.

Name ID_## VIP p_Value Fold Change Trend
Trehalose, 8TMS ID_62 1.512 0.0001884 17.88 Down
D-Mannitol, 6TMS ID_26 1.500 0.0002933 2.14 Down
Glycerol monostearate, 2TMS ID_31 1.471 0.0003684 5.793 Up
Tromethamine, 4TMS ID_15 1.444 0.001048 1.491 Up
1-Monopalmitin, 2TMS ID_30 1.414 0.001973 3.451 Up
Succinic acid, 2TMS 1D_37 1.396 0.003483 4.23 Down
Phosphoric acid, 3TMS ID_8 1.360 0.00489 1.941 Up
L-Aspartic acid, 3TMS ID_16 1.256 0.01747 1.374 Up
Palmitic Acid, TMS 1D_27 1.167 0.03538 1.477 Up
L-Lysine, 3TMS ID_34 1.162 0.0413 4.39 Up
L-Proline, 2TMS ID_9 1.122 0.04607 1.57 Up
Stearic acid, TMS ID_28 1.013 0.08639 1.376 Up
Tromethamine N-acetyl, 3TMS 1D_19 1.036 0.09284 1.254 Down
L-Tyrosine, 3TMS 1D_25 0.971 0.1014 1.503 Down
Arachidic acid, TMS 1ID_29 0.887 0.1186 2.608 Up
Malic acid, 3TMS 1ID_14 0.935 0.1231 1.338 Up
Ei}:[’(s’tfi};;’jt;ylsﬁ;ﬁ’)xy]E;i;?ﬁiglsuﬂ) 2 Do 0921  0.1304 1.117 Up
Methyl bis(trimethylsilyl) phosphate ID_67 0.896 0.1517 2.408 Down
L-5-Oxoproline, 2TMS ID_17 0.884 0.1551 1.632 Up
L-Alanine, 2TMS ID_4 0.900 0.163 1.13 Up
Citric acid, 4TMS 1ID_36 0.830 0.192 1.711 Up
Leucine, 2TMS ID_32 0.779 0.2312 1.279 Up
Lactic Acid, 2TMS ID 3 0.788 0.2567 1.262 Down
L-Glutamic acid, 3TMS 1ID_20 0.695 0.3027 1.098 Up
Vitamine B6, 3TMS ID_24 0.664 0.3122 1.478 Down
Glycine, 2TMS ID_5 0.599 0.431 1.421 Up
Serine, 3TMS ID_11 0.556 0.436 1.099 Up
D-Arabitol, 5TMS ID_21 0.618 0.4942 1.263 Down
L-Valine, 2TMS ID_7 0.508 0.5171 1.108 Up
Fumaric acid, 2TMS ID_10 0.412 0.5942 1.076 Down
L-Threonine, 3TMS ID 12 0.442 0.6882 1.061 Down

L-Phenylalanine, 2TMS ID_39 0.159 0.8769 1.128 Down




Table S2. Results of univariate comparison between PolyStyr and PolyCarb biofilm classes. VIP scores reported in column

3 have been obtained after PLS-DA analysis shown in Figure 5C. Up = Upregulated in PolyStyr class; Down

Downregulated in PolyStyr class. Metabolites can be tracked back to identified metabolites in Table 1 through the

associated ID_## string.

Name ID_## VvIP p-Value Fold Change Trend
Vitamine B6, 3TMS ID_24 1.141 1.80E-07 2423 Up
D-Mannitol, 6TMS ID_26 1.139 4.71E-07 26.74 Up
L-Glutamic acid, 3TMS ID_20 1.134 1.95E-06 7.037 Up
Tromethamine, 4TMS ID_15 1.134 2.25E-06 7.731 Up
iﬁ?ﬁfﬂ;’:&wsﬁ;ﬁéxy]l;irif;ryiiztt}gls iy 23 5 1132 3.11E-06 5.842 Up
L-Alanine, 2TMS ID_4 1.129 8.32E-06 19.81 Up
L-Aspartic acid, 3TMS ID_16 1.125 1.63E-05 37.74 Up
9-Hexadecenoic acid, (Z)-, TMS 1D_46 1.127 1.66E-05 284.9 Down
Tromethamine N-acetyl, 3TMS 1ID_19 1.115 4.90E-05 47.16 Up
L-Proline, 2TMS ID_9 1.096 0.0001976 3.425 Up
Fumaric acid, 2TMS ID_10 1.101 0.0002055 15.86 Up
Phosphoric acid, 3TMS ID_8 1.092 0.0002459 6.733 Up
Serine, 3TMS ID_11 1.09 0.0002681 2.374 Up
L-Threonine, 3TMS ID_12 1.087 0.000326 6.863 Up
Glycerol monostearate, 2TMS ID_31 1.065 0.0005854 3.687 Up
L-Phenylalanine, 2TMS 1D_39 1.051 0.001145 4.095 Down
Malic acid, 3TMS ID_14 1.055 0.001221 4.897 Up
Succinic acid, 2TMS 1D_37 1.04 0.002126 4.297 Down
Leucine, 2TMS ID_32 1.037 0.002684 1.939 Down
Citric acid, 4TMS ID_36 1.034 0.002882 36.7 Up
Lactic Acid, 2TMS ID_3 1.028 0.003494 17.47 Up
1-Monopalmitin, 2TMS ID_30 1.018 0.003576 2.649 Up
Stearic acid, TMS ID_28 0.991 0.005386 87.32 Down
L-5-Oxoproline, 2TMS ID_17 0.953 0.01129 6.664 Up
L-Valine, 2TMS ID_7 0.941 0.01352 1.836 Up
L-Lysine, 3TMS ID_34 0.944 0.01539 30.27 Up
9,12-Octadecadienoic acid (Z,Z)-, TMS 1D_48 0.895 0.02407 4289 Down
Palmitic Acid, TMS ID_27 0.887 0.02608 63.07 Down
Arachidic acid, TMS ID_29 0.901 0.02667 5.934 Up
9-Octadecenoic acid, (E)-, TMS 1D_49 0.842 0.03767 2345 Down
Glycine, 2TMS ID_5 0.689 0.1044 1.559 Down
L-Tyrosine, 3TMS ID_25 0.284 0.6991 1.113 Up
D-Arabitol, 5TMS ID_21 0.208 0.8781 1.057 Down




Table S3. Results of univariate comparison between PTFE and PolyCarb biofilm classes. VIP scores reported in column 3
have been obtained after PLS-DA analysis shown in Figure 5D. Up = Upregulated in PTFE class; Down = Downregulated
in PTFE class. Metabolites can be tracked back to identified metabolites in Table 1 through the associated ID_## string.

Name ID_## VIP p-Value Fold Change Trend
L-Alanine, 2TMS ID_4 1.149 4.50E-08 17.53 Up
Lactic Acid, 2TMS ID_3 1.145 3.77E-07 29.54 Up
Phosphoric  acid, bis(trimethylsilyl)  2,3-

bis[(trimethylsilyl)oxy]propyl ester 1ID_22 1.145 6.86E-07 5.231 Up
Malic acid, 3TMS ID_14 1.142 1.26E-06 3.659 Up
Tromethamine, 4TMS ID_15 1.140 1.80E-06 5.184 Up
Phosphoric acid, 3TMS ID_8 1.139 2.23E-06 3.469 Up
Fumaric acid, 2TMS ID_10 1.141 4.63E-06 22.86 Up
L-Aspartic acid, 3TMS ID_16 1.135 5.68E-06 27.74 Up
Tromethamine N-acetyl, 3TMS 1ID_19 1.135 6.36E-06 79.25 Up
D-Mannitol, 6TMS ID_26 1.135 6.93E-06 76.69 Up
L-5-Oxoproline, , 2TMS 1D_17 1.129 1.50E-05 4.083 Up
9-Hexadecenoic acid, (Z)-, TMS 1D_46 1.131 1.66E-05 381.8 Down
L-Glutamic acid, 3TMS 1ID_20 1.126 2.31E-05 6.411 Up
L-Threonine, 3TMS ID_12 1.120 4.93E-05 7.284 Up
Leucine, 2TMS ID_32 1.111 0.0001643 2.48 Down
Trehalose, 8TMS ID_62 1.107 0.0001884 17.88 Up
L-Tyrosine, 3TMS ID_25 1.083 0.0005107 1.673 Up
Serine, 3TMS ID_11 1.075 0.0007716 2.161 Up
L-Valine, 2TMS ID_7 1.053 0.001654 1.657 Up
L-Phenylalanine, 2TMS ID_39 1.025 0.002859 3.693 Down
Stearic acid, TMS ID 28 1.000 0.005307 120.1 Down
Glycine, 2TMS ID_5 0.959 0.007792 2.251 Down
Vitamine B6, 3TMS ID_24 0.955 0.0154 48 Up
9,12-Octadecadienoic acid (Z,Z)-, TMS 1D_48 0.891 0.02406 5748 Down
Palmitic Acid, TMS 1ID_27 0.885 0.02557 93.12 Down
Methyl bis(trimethylsilyl) phosphate ID_67 0.891 0.02601 5.282 Up
L-Proline, 2TMS ID_9 0.899 0.02836 2.181 Up
Citric acid, 4TMS ID_36 0.878 0.02969 28.75 Up
L-Lysine, 3TMS ID_34 0.855 0.03681 9.24 Up
9-Octadecenoic acid, (E)-, TMS 1D_49 0.848 0.03767 3143 Down
1-Monopalmitin, 2TMS ID_30 0.887 0.04087 1.303 Down
Arachidic acid, TMS 1D_29 0.691 0.1341 3 Up
Xylitol, 5TMS 1ID_21 0.614 0.1767 1.195 Up
Succinic acid, 2TMS ID_37 0.560 0.2766 1.122 Down

Glycerol monostearate, 2TMS ID 31 0.460 0.4352 1.543 Down




Table S4. Name, acronym, sequence and references of used primer for RT-gPCR.

Name Acronym Primer sequence (5’-3’) References
hsp21 F  TTATGATTGTCGGGGTTGCT

heat shock protein 21 P2 [1]
hsp21 R GCCAATGGACCAGCATACCT
SAP1_ F  TATGACAATGTGCCAGTT

secreted aspartyl proteases 1 [2]
SAP1_R  TAAAGCAGTCAAAGTCCC
SAP2_ F  GCTGGTTTCTGTGCTTTG

secreted aspartyl proteases 2 [2]
SAP2_ R CCACGTAGGCATGTCITA
SAP3_F  ACTTGGATTTCCAGCGAAGA

secreted aspartyl proteases 3 [2]
SAP3_R  AGCCCTTCCAATGCCTAAAT

CYR1 CYR1_F CCAACAAACGACCAAAAGGT B3]
CYRI_R  TCTTGAACTGCCAGACGATG

L ALS3_F  AGGTGCTGTAGTITGTITCIT

agglutinin-like sequences 3 [2]
ALS3_R  AGCAGTCGGGTTGAAAGG

actin Actin F  GGCTGGTAGAGACTTGACCAACCATTTG (4]

Actin_R

GGAGTTGAAAGTGGTTTGGTCAATAC
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