
Figure S1: Heatmap of top 20 significantly DE proteins in the intragroup comparison
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Figure S1. Heatmap of the top 20 significant DEPs in the intragroup comparison. A comparative analysis was done between 
each time point and its preceding time point intragroup (vehicle or DMB). Differentially expressed proteins (DEPs; p < 0.05) 
were identified and the log2 fold-change values from the top 10 downregulated and upregulated proteins at each time point 
were used to obtain the heatmap. (A) Heatmap of the top 20 DEPs at each time point in the vehicle group; (B) heatmap of 
the top 20 DEPs at each time point in the DMB group.



Figure S2. Top 30 biological processes of the unique proteins and DEPs in the intragroup comparison
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Figure S2. Top 30 biological processes of the unique proteins and DEPs in the intragroup comparison. The expression of proteins from 
each time point was compared to its preceding time point intragroup to identify unique proteins and DEPs (p < 0.05). A list containing all 
unique proteins and DEPs at each time point was uploaded on ShinyGO v0.61 and biological processes were obtained. Biological 
processes were clustered according to the amount of proteins they have in common, and the size of the blue dots represent p-values (the 
bigger the size, the lower the p-value). (A) Biological processes of unique proteins and DEPs in the vehicle-treated group; (B) biological 
processes of unique proteins and DEPs in the DMB-treated group.
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Figure S3. ShinyGO analysis of the top 30 biological processes of the unique and DEPs between 
DMB vs vehicle at each time point

Figure S3. ShinyGO analysis of the top 30 biological processes of the unique proteins and DEPs between DMB vs. vehicle at 
each time point (1, 3 or 7 days after PCAL) to identify unique proteins and DEPs (p < 0.05). A list containing all unique 
proteins and DEPs at each time point was uploaded on ShinyGO v0.61 and biological processes were obtained. Biological 
processes were clustered according to the amount of proteins they have in common, and the size of the blue dots represent p-
values (the bigger the size, the lower the p-value). (A) Biological processes modulated by DMB on day 1 post-PCAL; (B) 
biological processes modulated by DMB on day 3 post-PCAL; (C) biological processes modulated by DMB on day 7 post-
PCAL.



Figure S4. ClueGO analysis pie-charts of the biological processes identified as differentially 
modulated by DMB in the first week post-PCAL in mice
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Cysteine-type endopeptidase inhibitor activity 0.77% *
Ketone biosynthetic process 0.77% *
Dicarboxylic acid metabolic process 0.77% *
Protein homotetramerization 0.77% *
Cellular aldehyde metabolic process 0.77% *
Calcium ion import 0.77% *
Quinone metabolic process 0.77% *
Glutathione metabolic process 0.77% *

Proteasomal ubiquitin-independent protein catabolic process 0.77% **
Protein localization to cell surface 1.54% *
Response to interleukin-7 1.54% **

Positive regulation of cell-substrate junction organization 1.54% *
Sperm-egg recognition 1.54% *
Establishment or maintenance of apical/basal cell polarity  1.54% *

Glucose 6-phosphate metabolic process 2.31% **
Regulation of NIK/NF-kappaB signaling 2.31% *
Regulation of reactive oxygen species metabolic process 2.31% **
Endothelial cell development 3.08% **

Positive regulation of protein localization to plasma membrane 3.08% **

Striated muscle cell apoptotic process 3.08% *
Virion assembly 3.85% **

Mitochondrial transport 3.85% **

Muscle cell development 7.69% **

Figure S4. ClueGO analysis pie-charts of the biological processes identified as differentially modulated by DMB in the first week post-
PCAL in mice. A cross-comparative analysis was done at each time point (1, 3 or 7 days after PCAL) to identify unique proteins and 
DEPs (p < 0.05). A list containing all unique proteins and DEPs at each time point was uploaded on ClueGO and biological processes 
were obtained. (A) Total biological processes identified by ClueGO on day 1 post-PCAL; (B) total biological processes identified by 
ClueGO on day 3 post-PCAL; (C) total biological processes identified by ClueGO on day 7 post-PCAL. *p < 0.05; **p < 0.001


