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Supplementary Figure 1: Unsupervised clustering of 22q11.2DS and control
samples coloured be age. A. Hierarchical clustering. Each row represents one
microarray probe each column represents one sample. B. Multidimensional scaling.
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Supplementary Figure 2: Unsupervised clustering of 22q11.2DS and control
samples coloured be sex. A. Hierarchical clustering. Each row represents one

microarray probe each column represents one sample. B. Multidimensional scaling,
controls encircled in blue.



