CLUSTAL O(1.

E1|KJ950914.
EF1|EF108713.
E1|AY781152.
E1|FJ1527854.
E1l|LCPBESTO.
E1|GQ888686.
E1|KX096718.
E1|JF714967.
E1|KT875169.
E1|HQ258810.
E1|KT832818.
E1|AB567658.
E1|KJeBe672.
E1|31Q799141.
E1|ABB78950.
E1|IN4B0273.
E1|KX987157.
E1|LT631725.
F1|KF896608.

2.4) multiple sequence alignment

1|Pestivirus_J NrPV/NYC-D23
2 |Porcine Bungowannah

3 |Pronghorn_antelope pestivirus
1|BVDV_XJ-04

1|BVDV_2 KZ-91-CP
2|BVDV 2 1705-1

1|BVDV_2 HB-1511

1|BVDV_2 HLJ-10

1|BVDV_2 91W

1|BVDV_SH-28

1|BVDV_2 USMARC-60765
1|BVDV_Hokudai-Lab/©9
1|BVDV_2_SD1381

1|BVDV_1 sichuan

1|BVDV_1 KS86-1ncp

1|BVDV_1 SD@8A3

1|BVDV_1 SLO/1178/2000
1|BVDV_ 1 UM/126/87

1|BVDV_1 Bega-like

E1|M96751.1|BVDV_1_SD1

E1|KC757383.
E1|AF526381.
E1|KP941591.
E1|LCPB9RT6.
E1|KC853441.
E1|KX577637.
E1|KP313732.
E1|FJe406215.
E1|KC297709.
E1|KC788748.
E1|JX469119.
E1|JX985409.
E1|AB871953.
EF1|HQ231763.
E1|JQ612704.

1|BVDV_1 183J1-SKR
3|BVDV_1 7ZM-95

1|BVDV_1 USMARC-55925
1|BVDV_1 Shitara/02/06
1|BVDV_1 SuwaCp
1|BVDV 1 SLO/2407/2006
1|BVDV_1 Carlito
1|BVDV_3 Th/84 KhonKaen
1|BVDV_3 LVRI/cont-1
1|BVDV_3 Italy-129/07
1|BVDV_3 Js12/@1
1|BVDV_3 CH-KaHo/cont
1|BVDV_3 D32/00 'HoBi'like
1|BVDV 3 Italy-1/168-1
1|BVDV_3 Italy-83/10-ncp

E1|NC ©18713.1|BVDV_3 LVO3/12

E1|KJ660672.
E1|MHA18816.
E1|AF144617.
F1|KJ463422.

1|Pestivirus PG-2
1|Pestivirus PG-2 GIRAFFE

2 |Pestivirus giraffe-1 H138
1|BDV_FNK2012-1

E1|U78263.1|BDV_BD31

EF1|KF925348.
E1|AB897785.
E1|AF144618.
E1|KC963426.
E1|AF407339.
E1|AY646427.
E1|KP233670.
E1|KC851953.
E1|AF407339.
E1|FJ529205.
E1|KJ619377.
E1|KU584339.
E1|KM362426.
F1|GQ923951.

1|BDV _Coos Bay-5_nc
1|BDV_X818

2 |Pestivirus_reindeer-1 V60-Krefeld

1|BDV_J1SLS12-01
1|BDV_Aveyron
1|CSFV_94.4/IL/94/TWN
1|CSFV_GXF29/2013
1|CSFV_IND/UK/LAL-290
1|CSFV_39
1|CSFV_Zj8se1l
1|CSFV_Bergen
1|CSFV_GD19/2811
1|CSFV_IND/AS/GHY /G4
1 |CSFV_SXCDK

E1|J104358.2|CSFV_Alfort/Tuebingen
F1|AY259122|CSFV_Alfort/Tuebingen

E1|KF669877.

1|CSFV 37379811

EF1|X87939.1|CSFV_Alfort/187
E1|X87939|CSFV_Alfort/187

E1|KJ660672.
E1|GU270877.
E1|KF918753.
E1|JX428945.
E1|AF®37405.
E1|KMA@8491.

E1|KJ950914.
EF1|EF108713.
E1|AY781152.
E1|FJ1527854.
E1l|LCPBE9TO.
F1|GQ888686.
E1|KX©96718.

1|CSFV_Riems

1|BDV_H2121 Chamois-1
1|BDV_Gifhorn_genotype-3
1|Pestivirus_Aydin/@4-TR
1|Pestivirus_ Aydin/@4-TR
1|Pestivirus_Burdur/@5-TR

1|Pestivirus_J NrPV/NYC-D23

2 |Porcine Bungowannah
3|Pronghorn_antelope pestivirus
1|BVDV_XJ-04

1|BVDV_2 KZ-91-CP
2|BVDV 2 1785-1

1|BVDV_2 HB-1511

NKIYCEKFHVLGDLVYVNSCLPMGLPTGARFVSKNVISLEPEKTAQIIPRLTHHLDSGIL
-SPYCPVAKRVFNIIYTNNCTPLGLPDKSKIIGPGTFDISGR-DEFIFPKLPYHVDDFIL
SEVYCKVEKRVGSLWYTRNCTPACLPGHTEILGAGVFDTNPQ-GRSLIPRLPGHITEAVI
ASPYCDVERKIGYIWYTKNCTPACLPRNTRIIGPGKFDTNAE -DGKILREMGGHLSEFRVL
ASPYCDVERKIGYIWYTKNCTPACLPRNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFRVL
ASPYCEVERKIGYIWYTKNCTPACLPRNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFAL
ASPYCDVERKIGYIWYTKNCTPACLPRNTRIIGPGKFDTNAE -DGKILHEMGGHLSEFVL
ASPYCNVERKIGYIWYTKNCTPACLPRNTRIIGPGKFDTNAE -DGKILHEMGGHLSEFRVL
ASPYCDVERKIGYIWYTKNCTPACLPRNTRIIGPGKFDTNAE -DGKILHEMGGHLSEFAL
ASPYCDVERKIGYIWYTKNCTPACLPRNTRIIGPGKFDTNAE -DGKILHEMGGHLSEFVL
ASPYCDVERKIGYIWYTKNCTPACLPKNTRIIGPGKFDTNAE -DGKILHEMGGHLSEFRVL
ASPYCDVEKKIGYVWYTKNCTPACLPKNTKIIGPGKFDTNAE -DGKIIHEMGGHLSEFRVL
ASPYCNVEKKIGYIWYTRNCTPACLPKNTKIIGPGKFDTNAE -DGKIIHEMGGHLSEFAL
ASPYCNVERKLGYVWYTKNCTPACLPKNTKIIGPGMFDTNAE -DGKILHEMGGHLSEFIL
ASPYCEVKRKIGYIWYTONCTPACLPKNTKIIGPGKFDTNAD-DGKILYEMGGHLSEVLL
ASPYCAVERKIGYIWFTKNCTPACLPKNTRIVGPGKFDTNAD -DGKILHEMGGHLSEVLL
ASPYCDVERKIGYIWYTKNCTPACLPRNTKIVGPGKFDTNGD -DGKILHEMGGHLSEVLL
ASPYCNVERKIGYIWFTKNCTPACLPKNTKIVGPGKFDTNAD -DGKILHEMGGHLSEVLL
ASPYCDVERKLGYIWFTKNCTPACLPKNTKIVGPGMFDTNGD -DDKILHEMGGHLSEVLL
ASPYCDVDRKIGYIWFTKNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEVLL
SSPYCDVERKLGYIWFTKNCTPACLPKNTKIVGPGKFDTNAE -DGKIMHEMGGHLSEVLL
ASPYCEVERKIGYIWYTKNCTPACLPKNTKIVGPGRFDTNAE -DGKILHEMGGHLSEVLL
ASPYCEVERRLGYVWYTKNCTPACLPRNTKIIGPGRFDTNAE -DGKILHEMGGHLSEVLL
ASPYCDVDREKVGYIWYTKNCTPACLPKNTMIIGPGKFDTNAE -DGKILHEMGGHLSEMLL
ATPYCEVEQKIGYIWITKNCTPACLPKNTKIVGPGKFDTNAE -DGKILHEMGGHLSEVLL
ATPYCEVDRKLGYIWYTKNCTPACLPGNTKIVGPGKFDTNAE -DGKIIHEMGGHVSEVLL
ATPYCEVERKLGYVWYTKNCTPACLPGNTKIVGPGKFDTNAE -DGKILHEMGGHLSEVLL
ATPYCNVSRKIGYVWYTNNCTPACLPMNTRIVGPGKFDTNGD - DGKILHEMGGHLSELAT
ATPYCNINKRIGYVWYTNNCTPACLPKNPRIVGPGKFDTNGD -DGKILHEMGSHLSELTI
ATPYCNINKKIGYVWYTNNCTPACLPKNTRIVGPGKFDTNGD -DGKILHEMGSHLSELAIL
ATPYCNINKKIGYVWYTNNCTPACLPKNTRIMGPGKFDTNGE -DGKILHEMGSHLSELAIL
ATPYCNINKKIGYVWYTNNCTPACLPKNTRIVGPGKFDTNGD -DGKILHEMGSHLSELAIL
ATPYCNINKKIGYVWYTNNCTPACLPKNTRIVGPGKFDTNGD -DGKILHEMGSHLSELAIL
ATPYCNINKKIGYVWYTNNCTPACLPKNTRIVGPGKFDTNGD -DGKILHEMGSHLSELAIL
ATPYCNINKKIGYVWYTNNCTPACLPKNTRIVGPGKFDTNGD -DGKILHEMGSHLSELAI
ATPYCNINKKIGYVWYTNNCTPACLPKNTRIVGPGKFDTNGD -DGKILHEMGSHLSELAIL
-SPYCEVNRKLGYIWYTNNCTPACLPGNTKIIGPGKFDTNAE -DGKILHELGGHISEFLL
-SPYCEVNRKLGYIWYTNNCTPACLPGNTKIIGPGKFDTNAE -DGKILHELGGHISEFLL
ASPYCEVNKKLGYIWYTNNCTPACLPGNTKIIGPGKFDTNAE -DGKILHELGGHLSEFIL
QSPYCNVTRKIGYIWYTNNCTPACLPRNTKIIGPGKFDTNAE -DGKILHEMKGHISEFIL
QSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMKGHISEFIL
QSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMKGHISEFIL
QSPYCNVTRKIGYVWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMRGHISEFIL
QSPYCNVTKKLGYIWYTNNCTPACLPRNTKIVGPGKFDTNAE -DGKILHEMRGHISEFLL
QSPYCNVTRKIGYIWYTNNCTPACLPGNTKIIGPGKFDTNAE -DGKILHEMRGHISEFLL
QSPYCNVTKKLGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMRGHISEFLL
MSPYCNVTREVGYIWYNNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYRNVTRKIGYIWYTNNCTPACLPRNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPTNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTREKVGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
MSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
LSPYCNVTSKIGYIWYTNNCTPACLPKNTRIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
LSPYCNVTSKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
LSPYCNVTSKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
LSPYCNVTSKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHLSEFLL
QSPYCNVTKKIGYVWYTSNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMKGHVSEFLL
QSPYCNVTRKIGYIWYTNNCTPACLPGNTKIIGPGKFDTNAE -DGKILHEMRGHISEFLL
QSPYCNVTRRIGYIWYTNNCTPACLPRNTKIIGPGKFDTNAE -DGKILHEMGGHISEFLL
QSPYCNVTRRIGYIWYTNNCTPACLPRNTKIIGPGKFDTNAE -DGKILHEMGGHISEFLL
QSPYCNVTRKIGYIWYTNNCTPACLPKNTKIIGPGKFDTNAE -DGKILHEMGGHISEFLL

LVLVAMSDFMPETSSALYLILHFMIPNSRHRTISEEGLTMALMLTSTEPVSSVIPTSVYVY
LSLIAMSDFAPETSSIIYLALHYLMPSNDNRDFVMDLDPNKLMNLTATKSVASVWPTSVNY
LSLVALSEVMPETSSALYIALHYFLHPMN --ETIGYCDKNQLNLTITTTVDKVIPNSVYV
LSLVVLSDFAPETASAIYLVLHFAIPQSH--ISVDTCDEKNQLNITVAITVAEVIPGSVWN
LSLVVLSDFAPETASVIYLVLHFTIPQSY --VSVDTCDKNQLNLTVATTVAEVIPGSVWN
LSLVVLSDFAPETASVIYLVLHFAIPQSH--INVDTCDKSQLNLTVATTVAEVIPGTVWN
LSLVVLSDFAPETSSAIYLVLHFAIPQSH--VNVDTCDKNQLNLTVATTVAEVIPGSVWN
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E1|JF714967.
E1|KT875169.
E1|HQ258816.
F1|KT832818.
E1|AB567658.
E1|KJ00ee6e72.
E1|J1Q799141.
E1|AB®78950.
E1|IN4BB273.
E1|KX987157.
E1|LT631725.
E1|KF896608.

1|BVDV_2 HLJI-10
1|BVDV_2 91l
1|BVDV_SH-28

1|BVDV_2 USMARC-60765
1|BVDV_Hokudai-Lab/©9
1|BVDV_2_SD1301
1|BVDV_1 sichuan
1|BVDV_1 KS86-1ncp
1|BVDV_1_SD8883
1|BVDV_1 SLO/1170/2000
1|BVDV_1 UM/126/67
1|BVDV_1 Bega-like

E1|M96751.1|BVDV_1_SD1

E1|KC757383.
F1|AF526381.
E1|KP941591.
E1|LCP89876.
E1|KC853441.
E1|KX577637.
E1|KP313732.
E1|FJ040215.
E1|KC297709.
E1|KC788748.
E1|JX469119.
E1|J1X985409.
E1|AB871953.
E1|HQ231763.
E1|JQ612704.

1|BVDV_1 18331-SKR
3|BVDV_1 7M-95

1|BVDV_1 USMARC-55925
1|BVDV_1 Shitara/02/06
1|BVDV_1 SuwaCp

1|BVDV_1 SLO/24087/2006
1|BVDV_1 Carlito
1|BVDV_3 Th/04 KhonKaen
1|BVDV_3 LVRI/cont-1
1|BVDV_ 3 Italy-129/87
1|BVDV_3 Js12/01
1|BVDV_3 CH-KaHo/cont
1|BVDV_3 D32/00 'HoBi'like
1|BVDV 3 Italy-1/10-1
1|BVDV_3 Italy-83/10@-ncp

E1|NC ©18713.1|BVDV_3 Lve3/12

E1|KJ660672.
E1|MHA10816.
E1|AF144617.
E1|KJ463422.

1|Pestivirus_PG-2
1|Pestivirus PG-2 GIRAFFE

2 |Pestivirus_giraffe-1 H138
1|BDV_FNK2812-1

F1|U78263.1|BDV_BD31

E1|KF925348.
E1|AB897785.
E1|AF144618.
E1|KC963426.
E1|AF407339.
E1|AY646427.
E1|KP233670.
F1|KC851953.
E1|AF407339.
E1|FJ1529205.
E1|KJ619377.
E1|KU5084339.
E1|KM362426.
E1|GQ923951.

1|BDV Coos Bay-5_nc
1|BDV_X818

2 |Pestivirus reindeer-1 V60-Krefeld
1|BDV_J1SLS12-01
1|BDV_Aveyron
1|CSFV_94.4/TIL/94/TWN
1|CSFV_GXF29/2013
1|CSFV_IND/UK/LAL-290
1|CSFV_39
1|CSFV_7Zj0801
1|CSFV_Bergen
1|CSFV_GD19/2811
1|CSFV_IND/AS/GHY /G4
1|CSFV_SXCDK

E1|J04358.2|CSFV_Alfort/Tuebingen
E1|AY259122|CSFV_Alfort/Tuebingen

F1|KF669877.

1|CSFV_1J9811

E1|X87939.1|CSFV_Alfort/187
E1|X87939|CSFV_Alfort/187

E1|KJ660672.
E1|GU278877.
E1|KF918753.
E1|J1X428945.
E1|AF©37405.
E1|KMA488491.

E1|KJ950914.
E1|EF100713.
E1|AY781152.
E1|FJ1527854.
E1|LCPBES70.
E1|GQ888686.
E1|KX0896718.
E1|JF714967.
E1|KT875169.
E1|HQ258816.
F1|KT832818.
E1|AB567658.
E1|KJPeees72.
E1|31Q799141.
E1|AB®78950.
E1l|IN4B0273.
E1|KX987157.
E1|LT631725.
E1|KF896608.

1|CSFV_Riems

1|BDV _H2121 Chamois-1
1|BDV_Gifhorn_genotype-3
1|Pestivirus_ Aydin/@4-TR
1|Pestivirus_Aydin/@4-TR
1|Pestivirus Burdur/@5-TR

1|Pestivirus_J NrPV/NYC-D23
2 |Porcine Bungowannah
3|Pronghorn_antelope pestivirus
1|BVDV_XJ-04
1|BVDV 2 KZ-91-CP
2|BVDV 2 3J705-1

1|BVDV_2 HB-1511

1|BVDV_2 HLJI-10
1|BVDV_ 2 91W

1|BVDV_SH-28

1|BVDV_2 USMARC-60765
1|BVDV_Hokudai-Lab/©9
1|BVDV 2 sD136@1

1|BVDV_1 sichuan

1|BVDV_1 KS86-1ncp
1|BVDV_1_SD8883
1|BVDV_ 1 SLO/1178/2000
1|BVDV_ 1 UM/126/07

1|BVDV_1 Bega-like

E1|M96751.1|BVDV_1_SD1

LSLVVLSDFAPETASVIYLVLHFAIPQSH--VSVDTCDKNQLNLTVATTVAEVIPGTVWN
LSLVVLSDFAPETASAIYLVLHFVIPQSH--VSVDTCDEKNQLNLTVATTVAEVIPGTVWN
LSLVVLSDFAPETASVIYLVLHFAIPQNH--VNVDTCDKNQLNLTVATTVAEVIPGSVWN
LSLVVLSDFAPETASVIYLVLHFAIPQNH--INVDTCDKNQLNLTVATTVAEVIPGSVWN
LSLVVLSDFAPESASVIYLVLHYAIPQNH--AEVTTCDKNQLNLTYTTTTADVIPGSVWN
LSLVVLSDFSPETASVIYLVLHYVIPOQNH--VEVT TCDKNQLNLTIATTTADVIPGSVWN
LSLVVLSDFAPETASALYLVLHFTIPQSH--TPVMDCDKSQLMNLTYGLTTADVVPSSVIWN
LSLVVMSDFAPETASAIYLILHFSIPQSH--TEVSDCDKSQLMLTVGLTTADVIPGSVWN
MSLVVLSDFAPETASVVYLILHFSIPQGH--TDVLDCDKGQLNLTVGLRTEDVIPGSVIWN
LSLVVLSDFAPETASAVYLILHFSIPQSH--SDILDCDKNQLMLTVELTTEQVIPGSVWN
LSLVVLSDFAPETASVMYIILHFFIPQSH--IDVSDCDKNQLMLTIGLKTDDVWPNSVIWN
LSLVVLSDFAPETASAMYLILHFSIPQSH--TDITDCDKNQLMLTIGLTTADMVPGSVIWN
LSLVVLSDFAPETASAMYLILHFSIPQSH--VDITDCDKTQLNLTIELTTADVIPGSVIWN
LSLVVLSDFAPETASTLYLVLHFSIPQRH--TDILDCDKSQLNLTVGVTTADVIPGSVWN
LSLVVLSDFAPETASVAYLALHFGIPQRH--TEVLDCDKNQLNLTVGVTTEDVIPGSVWN
LSVWVLSDFAPETASLIYLILHFSIPQGH--TDIHDCDRNQLMLTVELTTAEVIPGSVWN
LSLVVMSDFAPETASVIYLILHFSIPQGH--TEVLDCDENQLNLTVGLTTADVIPGSVWN
LSLVVLSDFAPETASVIYLVLHFTVPQSH--TDVLDCDKNQLNLTIGVTTADVIPGSVWN
LSLVVLSDFAPETASVVYLILHFSIPQRH--TDILDCDKNQLMLTVELTTADVIPGSVIWN
LSLVVLSDFAPETASVMYLVLHFSIPQSH--TDILDCDKDQLMLTVKLTTADVIPGSVWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDKNQLNLTVGLRTDEVWPSS5VIWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDRNQLNLTYSLRTDEVWVPSSVIWN
LALVVMSDFTPESTSVLYLILHFSIPQAH--EEVDQCDRNQLMLTYSLRTDEVWPSSVIWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDRNQLMLTYSLRTDEVWPSSVIWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDRNQLNLTYSLRTDEVVPSSVIWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDRNQLNLTYGLRTDEVVPSSVIWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDRNQLMLTYSLRTDEVWPSSVIWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDRNQLNLTYSLRTDEVWVPSSVIWN
LALVVMSDFAPESASVLYLILHFSIPQAH--EEVDQCDRNQLMLTYSLRTDEVVPSSVIWN
LSLVVLSDFAPETASAIYLVLHYTIPQKH--EVVENCDMNQLNLTYTKRVKDVIPSSVIWN
LSLVVLSDFAPETASAIYLVLHYTIPQKH--EVVENCDMNQLNLTYVTKRVEKDVIPSSVWN
LSLVVLSDFAPETASAIYLVLHYTMPQKY - - EVVGSCDRNQLMNLTVKTRVEDVIPSSVIWN
LSLVVLSDFAPETASTLYLVLHFTLPQTY --EVPSGCDTNQLNLTYDLRVDDVIPSSVWN
LSLVVLSDFAPETASTLYLVLHFTLPQTY --EVPSECDTNQLMNLTYGLRVDDVIPSSVIWN
LSLVVLSDFAPETASTLYLVLHFTLPQTY --EVPNECDTSQLNLTYVGLRVDDVIPSSVWN
LSLVVLSDFAPETASTLYLVLHFALPQTH--EVPSVCDTNQLNLTYSLRVDDVIPSSVIWN
LSLVVLSDFAPETASTLYLILHFTIPQSH--EAPSECDTNQLMNLTIGLRVDEVVPSSVIWN
LSLVILSDFAPETASSLYLILHFAIPQSH--EIPDGCDTNQLNLTYNLRVEDVIPSSVWN
LSLVVLSDFAPETASALYLLLHFAIPQSH--ENPSSCDTNQLMLTTGLKVEDVIPSSVWN
LSLVVLSDFAPETASALYLIFHYTIPQIH--EVPEDCDTNQLNLTVELRTEDVWPSS5VIWN
LSLVILSDFAPETASTLYLILHYAVPQSY --GEPEGCDTNQLNLTYGLRTQDVVPSS5VIWN
LSLVILSDFAPETASTLYLILHYAIPQSH--EEPESCDTNQLMNLTVGLKTEDVWPSSVWN
LSLVILSDFAPETASTLYLILHYAIPQSH--EEPEGCDTNQLNLTYVGLKTEDVVPSSVIWN
LSLVILSDFAPETASTLYLILHYAIPQSH--EEPEGCDTNQLNLTVGLRTEDVWPSSVIWN
LSLVILSDFAPETASTLYLILHYAIPQSH--DEPEGCDTNQLNLTYGLRTEDVVPSSVIWN
LSLVILSDFAPETASTLYLILHYAIPQSH--EEPEGCDTNQLMNLTYVGLRTEDVWPSSVWN
LSLVILSDFAPETASTLYLILHYAIPQPH--KEPEGCDTNQLMNLTYGLRTEDVWPSS5VIWN
LSLVILSDFAPETASTLYLILHYAIPQSH--EEPEGCDTNQLMNLTYVGLRTEDVIPSSVWN
LSLVILSDFAPETASTLYLILHYAIPQSH--EEPEGCDTNQLNLTYKLRTEDVVPSSVIWN
LSLVILSDFAPETASTLYLILHYAIPQSH--EEPEGCDTNQLMLTVKLRTEDVWPSSVWN
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