‘Table S5A. ANCOM analysis of differentially abundant ASVs within segments of treatment

and control group. Table S5B. ANCOM analysis of differonti 2
ASVID___BLASTn Identity ar W etacve ID or W
Stomach Stomach
'ASV-634  Lactococous awanenss siran 0905C15, 315 4% PWY-6876  Tsopropandl biosvninesis 782 265
ASV:654  Clostridium saudiense sirain JOC 755 43 PWY-4%84  u 73
ASV:S78  Clostridium saudiense sirain JOC 651 432 PWY-7377  cobllvrinate a.c-diamide biosvnthesis | (early cobalt insertion) 695 285
ASV-A79  Clostidium saudiense sirain JCG 58 4z P441-PWY  superpathway of N-acetyineuraminate dearadation 449 215
ASV-756  Clostridium saudiense sirain JOC 543 421 PWY-7371  1.4-dinvdrox-6-naphthoate biosynthess I 549 284
ASV540  Turicbacter sanguinis srain MOL361 537 391 PWY-6263 _superpathway of 590 288
ASV:603  [Clostridium] scindens sirain ATCC 35704 505 425 Duodenum
ASV-542 [Eubacterium] rectale ATCC 33656 494 424 PWY-4984  urea cycle 6.35 292
ASV678  [Clostridium] scindens strain ATCC 35704 a5 ars PWY-6876  isopropanol bosvnthesis 682 292
ASV-815 [Clostridium] asparagiforme strain N6 419 381 PWY-7377 b thesis | (early cobalt insertion) 6.89 292
ASV-635  Anaerotignum lactatifermentans strain G17 384 371 Jejunum
ASV-501 [Clostridium] scindens strain ATCC 35704 363 381 PWY-6876  isopropanol biosynthesis 6.89 287
ASV-564  Kineothrix alysoides sirain KNHs200 358 380 PUIY-4%84  urea cyce 581 286
ASV-862  Acetatifactor muris sirain CT-m2 345 357 PAYTSTT  coliinte o damds osrivess ety coalt nsaion) 6i2 28
ASV:546  [Clostridium] scindens sirain ATCC 35704 345 ar2 PUY-6263 _ superpattwan 307 o1
ASV628  Anacrostipes caccae sirain L1-92 340 3 Toum
ASV-791  Neglecta timonensis strain SN17 324 38 PWY-6478  GDP-D-glycero-Galphar-Dmanno-heptose biosynthesis G0 2i
ASV-651 [Clostridium] scindens strain ATCC 35704 3.01 353 6353 urine nucleotides degradation Il (aerobic) 4.45 232
ASV-792  Bacteroides xylanolyticus sirain X5.1 ELY SALVADEHYF adenosine nucleolides degradaton I sg 2
ASV-895  Eisenbergiela tayi strain BO86362 239 38 PAN-G588 . pyraats fameiaon o acone 501 251
ASV-708 ifactor muris siran CT- a6 32 PUY-4984 574 251
ASV:574 Blauia faecicola sirain KGMBO1 1 475 30 P contime dlamid bisyivei | (car obaltnsrion) 714 258
ASV- Lachnoclostridium pacaense sirain Marseille-P3100 e a1 PVY-6676 _isopropanol bisvnthesis 757 25
ASV-517 [Clostridium] scindens strain ATCC 35704 -4.38 380 Cecum
ASV-746  Duncaniella dubosi stran HS a5 307 PWY-S677  succinate fermentation o butanoste s a7
ASV733 Kineothrix alysoides strain KNHs209 400 a7 PWYS022  d-aminobutanoate desradation V ass 27
ASV:649  [Clostridium] asparagiome sirain NG 45 407 PWY6263  suceroathuiav of menaoinol-8 blosvnthess I am 9
ASV-526__ Alistpes onderdonki sirain JCM 16771 557 420 PWYTI7I Ladivcron-Gmaphthoste bioswnthes: ass 9
Duodenum PIGLPWY  Lelutamate desradation V lvia huroxvelutaate) w2 s
ASV-634  Lactococous awanenss siran 0905C15, 748 35 PWY-7237 - chiro-and silo-inostoldesradation 2 s
ASV:654  Clostridium saudiense sirain JOC 658 35 Pwv7377 s o
ASV540  Turicbacter sanguinis srain MOL3G1 500 38 /16470 peptidosivcan bioswnthesisV &beta-actam resistancel ass 3
ASV-733  Kineothrix alysoides sirain KNHs200 470 38 PWY5265  oeotidosivcan bosvnthesis I staohviococe) 519 w4
ASV-517 [Clostridium] scindens strain ATCC 35704 -4.75 345 Y6876 isopronanol biosvnthesis. 657 259
ASV-746_ Duncaniella dubosi stran HS 548 350 Pwyasss ureacvle 658 250
Jejunum ion
'ASV-634  Laclococcus awanenss siran 0905CTS. 84978 328 PWY-6876 isopropandl bisynthesis G122
ASV:654  Clostridium saudiense sirain JCC 642007 327 PWY-4984  urea cycle 60 262
ASV-540  Turicbacter sanguinis strain MOL361 57765 321 PWY-7377  cob(llyrinate a.c-diamide biosynthesis | (early cobalt insertion) 526 251
ASV:578  Clostidium saudiense sirain JCG 519645 327 PWY-6470  peptidoglycan biosynihesis V (8beta;-actam resistance) 328 237
ASVA479  Clostridium saudiense sirain JOC 357336 201 PWY-5265  peptidoglycan biosynthesis I (staphylococel) 20 2%
ASV-756  Clostidium saudiense sirain 330088 290 PWY-7237  myo-, chiro- and scilo-nositl degradation 21
ASV-496 ccharobactr celatus strain JCM 14611 338223 208 PWY-7431  aromatic biogenic amine degradation (bacteria) XTI
ASV-603 [Clostridium] scindens strain ATCC 35704 3.03965 308 P162-PWY  L-glutamate degradation V (via hydvoxyg\utavale) -3.21 242
ASV815  [Clostridium] asparagiforme sirain N6 284924 306 PWY-5677  succinate fermentation to butanoat a5 255
ASV-678 [Clostridium] scindens strain ATCC 35704 232251 292 PWY-7371 1.4+ dmydvoxyé naDMmale hmsw‘nssls " -5.15. 253
ASV-791  Neglecta timonensis strain SN17 201916 280 PWY-6 5% o8
ASV-651 [Clostridium] scindens strain ATCC 35704 201016 271 “negative CLR indicates mﬂerem\a\ ‘abundance for control group.
ASV:554  Blauta faccs strin M2 ‘24673 267
ASV521  Marvinbryantia formatexigens strain -52 30688 279
ASV:S75 Muricomes intestini strein 2PG-424-CC-1 20857 284
ASV-798  Murimonas inestin irain SRB-530-5-H 3,006 289
ASV:695  Ruminococcus lactaris ATCC 20176 22879 288
ASV588  Paraeggerthella hongkongensis JCM 14552 strain HKUT0 35708 301
ASV-733  Kineothrix alysoides sirain KNHs20 35758 290
ASV-574  Blautia faecicola sirain KGMBOT111 4726 301
ASV-G77  Murimonas inestin sirain SRE-530-5-H -ag220 303
ASV-517 [Clostridium] scindens strain ATCC 35704 -4.9538 317
ASV-746 _ Duncaniella dubosi stran HS 58069 324
leum
ASV-63  Laclococcus tawanenss siran 0805CTS. 87060 163
ASV:654  Clostidium saudiense sirain JCG 696201 192
ASV-540  Turicbacter sanguinis strain MOL361 581858 189
ASV-526  Clostidium saudiense sirain JCC 460089 178
ASV-746 _ Duncaniella dub Hs -5.0004 100
Cecum
ASV-63  Laclocoocus amanenss siran 0905CT5. 74363 460
ASV-678 [Clostridium] scindens strain ATCC 35704 6.98061 428
ASV542  [Eubacterium)] rectale ATCC 33656 638162 440
ASV-815 [Clostridium] asparagiforme strain N6 6325 418
ASV603  [Clostridium] scindens strain ATCC 35704 62849 428
ASV:654  Clostidium saudiense sirain JCG 612195 436
ASV-564  Kineothrix alysoides sirain KNHs200 579501 417
ASV-558 [Clostridium] scindens strain ATCC 35704 567119 438
ASV-862  Acetatfactor muris sirain CT- 565718 414
ASV:626  Pseudobutyribrio uminis sirain DSM 9787 558964 413
ASV:546  [Clostridium] scindens sirain ATCC 35704 546683 431
ASV-706 [Clostridium] methylpentosum strain R2 535642 416
ASV:653  Faccalimonas umbilcata srain EGHT 530622 362
ASV-791  Neglecta timonensis sirain SN17 5285 419
ASV:STT  [Clostridium] scindens sirain ATCC 35704 407984 415
ASV-595 [Clostridium] scindens strain ATCC 35704 49381 415
ASV651  [Clostridium] scindens strain ATCC 35704 402577 414
ASV-515 [Eubacterium] rectale ATCC 33656 4.90725 415
ASV:540  Turicbacter sanguinis strain MOL361 489784 371
ASV:562  Roseburia ntestinalis L1-62 488669 367
ASV-518 massilensis strin Marseile-P2769 47916 401
ASV-854  Acetatifactor muris sirain CT-m2 479106 404
ASV:G81  Murimonas inestin sirain SRE-530-5-H 478048 411
ASV-526  Clostidium saudiense sirain JCG 473688 388
ASV:636  [Clostridium] asparagiomme sirain NG 472845 391
ASV-T74 [Eubacterium] rectale ATCC 33656 4.59478 407
Asv-29 tatfactor murs sirain CT-m2 442008 383
ASV-522  Fusicatenibacier saccharivorans sirain HT03-11 436441 370
ASV:612  Fusicatenibacler saccharivorans strain HTO3-11 434410 368
ASV635  Anacrotignum lactatfermentans sirain G17 430486 377
ASV-500  Extbacter muris sirain 40cc-B-5824-ARE 426062 368
ASV-841  Anaeroiruncus rubinfanti strain MT15 423683 403
Asv-722 massilensis strin Marseile-P2769 44790 375
ASV-345 [Clostridium] scindens strain ATCC 35704 41288 353
ASV822  [Clostridium] amygdalinum strain BR-10 392265 356
ASV:628  Anaerosiipes caccae siain L1-92 375191 379
ASV-623  [Clostridium] algidixylanolyticum strain SPLT 346523 377
ASV-642 [Clostridium] leptum strain DSM 753 3.39343 364
ASV-354  Anaerotruncus colihominis strain WAL 14565 201023 347
ASV-578 Harryflintia acetispora strain V20—281a 279771 347
ASV-798  Murimonas inestin sirain SR ‘agae 358
RSVt stnbaclus massnss svan orsilo 73215 39647 366
ASV-753  Roseburia hominis A2-183 20705 370
ASV-731 IC\Wstnmum] scindens strain ATCC 35704 -4.0234 361
ASV-344  Anaerotaenia torta strain FHO52 41527 384
ASV-G34  Muricomes intestini sirin 2°G-424-0C-1 42146 391
ASV-792  Bacleroides wylanolyticus sirain X5-1 4237 35
ASV-G77  Murimonas inestin irain SRB-530-5-H 42027 367
ASV808  Anaeroplasma bactoclasticum sirain JR 425 305
ASV-574  Blautia faecicola srain KGMBOT111 44011 38
ASV:539 [Clostridium] aldenense sirain RMA 9741 44189 302
ASV:G74  Roseburia ntestinalis L1-62 44426 397
ASV-805  Eisenbergiela tay strain B086562 50762 427
ASV644  Lachnoclostridium pacaense sirain Marsaile-P3100 52616 434
ASV5T5  Alistipes onderdonkii strain JCW 16771 58671 455
ASV-733  Kineothrixalysoides strain KNHS209 66002 462
ASV-649 [Clostridium] N6 -7.0004 462
Colon
ASV-63%  Laclococcus amanens's siran 0905CTS. 6
ASV-678 [Clostridium] scindens strain ATCC 35704 6.71699 446
ASV:654  Clostridium saudiense sirain JOC 641507 456
ASV-603 [Clostridium] scindens strain ATCC 35704 6.18609 452
ASVA542  [Eubacterium) rectale ATCC 33656 605788 452
ASV-815 [Clostridium] asparagiforme strain N6 6.04324 430
ASV:578  Clostridium saudiense sirain JOC 543171 443
ASV-564  Kineothrixalysoides strain KNHS209 518454 410
ASV:546  [Clostridium] scindens sirain ATCC 35704 499065 436
ASV540  Turicbacter sanguinis srain MOL361 496008 383
ASV-862  Acetatfactor muris sirain CT- 488418 399
ASV-501 [Clostridium] scindens strain ATCC 35704 4.8669 422
ASV:635  Anaerotignum lactatfermentans sirain G17 478195 404
ASV:653  Faccalimonas umbilcata srain EGHT 47338 362
ASV:626  Pseudobutyrvbrio ruminis strain DSM 9767 470865 398
ASV:562  Roseburia ntestinalis L1-62 457395 374
ASV-791  Neglecta timonensis sirain SN17 sas3 07
ASV-706 [Clostridium] methylpentosum strain R2 4.37904 403
ASV636  [Clostridium] asparagiforme sirain N6 437358 390
ASV-651 [Clostridium] scindens strain ATCC 35704 4.36887 412
ASV-756  Clostridium saudiense sirain JOC 430075 381
ASV-515 [Eubacterium] rectale ATCC 33656 4.32743 407
ASVT7  [Clostridium] scindens strain ATCC 35704 429865 408
ASVAA79  Clostridium saudiense sirain JCG 417662 369
ASV-595 [Clostridium] scindens sirain ATCC 35704 415084 393
ASV:518  Phocea massilensis sirain Marseile-P2769 409091 381
Asv-29 tifactor murs strain CT-m 407757 391
ASV-522  Fusicatenibacier saccharivorans siran HTO3-11 402568 390
ASV:612  Fusicatenibacler saccharivorans strain HTO3-11 391204 306
ASV:G81  Murimonas inestini sirain SRB-530- 38503 398
ASV:628  Anacrostipes caccae strain L1-92 3768 381
ASV-854  Acetatfactor muris srain CT- 3gs027 371
ASV-722 Phocea massilensis strain Marseile-P2769 35043 36
ASV-822 [Clostridium] amygdalinum strain BR-10 343326 353
ASV-509  Osclibacter ruminantiu 58
ASV-830 Jimonas umbilcata srain E¢ 302352 352
ASV:691  Intestinibacilus massilensis sirain Marseill-P3216 ‘a2 30
ASV:575 Muricomes intestini siain 2PG- 36988 371
ASV-539 [Clostridium] aldenense sirain RMA 974 27447 %0
ASVT%6  Murmonas e stan SRE-5%05 4 241 378
ASV-809 lasma bactoclastcum strain JR 28345 378
FV14  Duneamellsdubos st 38567 364
ASV:558  Anaerotaenia torta strain FHO52 41676 401
ASV-895  Eisenbergiela tayi strain BO86362 42435 3%
ASV-G77  Murimonas inestin sirain SRB-530-5-H 43222 304
ASV-574  Blauta faecicola sirain KGMBOT111 94 427
ASV:644  Lachnodlostridium pacaense sirain Marseile-P3100 40262 431
ASV733 Kineothrix alysoides strain KNHs209 62221 462
ASV849  [Glstidum) sparagiome st No 62213 459
1526 ki siran JCM 16771 64319462

ASV-
“negative CLR e T ‘group.



