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Supplementary Figure S1 Expression levels of ZmGRXS17 in inbred lines. (a) Time course normalized relative 
expression of ZmGRXS17 in response to drought over 8-day period in greenhouse (26°C/22°C, day/night) of B73, B104, 
HiII-A and A188. Leaf samples were collected at 2-day interval. Data shown are Mean ± SE (n = 3) and were analyzed 
using Student’s t-test. Asterisks denote the difference between the corresponding time point and day 0 control 
(*P<0.05). (b) Weight of 1,000 seeds per plant from maize plants grown in well-watered condition and drought at the 
VT (n = 12) and R1 (n = 12) stages in the field. Data shown are Mean ± SE and were analyzed using one-way ANOVA. 
Asterisks indicate level of significance (*P<0.05). 



 
Supplementary Figure S2 Effect of AtGRXS17 expression in maize yield under drought stress. (a) Representative 
cobs from WT and AtGRXS17-expressing lines grown in the greenhouse under drought condition at VT stage. Scale 
bar = 10 cm. (b) Average yield per maize plant grown under the drought stress in the greenhouse (n = 15). (c) 
Comparison of yield per plant under drought condition at VT and R1 stages. The drought had severe effect in the 
yield of the maize. The median yield per plant in grams for control, treatment 1 (VT) and treatment 2 (R1) were 54.7 
g, 27.2 g and 38.2 g respectively. Data shown are Mean ± SE and were analyzed using one-way ANOVA. Asterisks 
indicate level of significance (*P<0.05). 
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