Supplementary Figure S1.

Figure S1. The minimum (a) and complete (b) networks built from miRNA-target gene and protein-
protein interactome of the target genes coded proteins generated by the miRNet tool. Node sizes are
proportional to their degree centrality values. a) The miRNA nodes are lebeled by blue color, while
proteins are reperesented by purple color. b) The seed miRNAs (black nodes) are highlighted by a
yellow rim.
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