Supplementary data

Figure 1. TCRB CDR3 clonotypes on the day of admisson and DCI are represented as dots

and are ranked based on their frequency, from high to low [12].
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Figure 2. Overlapping sequences of the TCRB CDR3 amino acid in the two different time
period of admission and DCI in each patients. The distribution of the top 5 common overlapped
amino acid sequences is presented on the right side.
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Adm DCI
Amumo scid V gene J gena
CASSPPGAEGEQYF  TCRBVD3-01/03-02 TCRBJOI-07
CASSRVQGQGQPOHF TCREBVDE-08 TCRBID1-05
CASSLAGSGTEAFF TCRBVI7-0% TCRBID1-01
CASTAGGOGEQYF TCEBVO5-01 TCRBI2-07
CARWLGAVPMNTEAFF TCRBVO2-01 TCRBID1-01
AminoAcsd V gene J pene
CASRGVGEELFF TCEBVIE-01 TCRBIGI-4
CASSESGGITNTGELFF  TCRBVI0-02 TCRBJI0Z-02
860 CASSSOTOAY TCRBVOS-01 TCRBJOZ.01
CASSQDESYEQYF TCRBVD4-01 TCRBIO2.07
CASRGLAKGIEQYF TCRBV27-01 TCRBJO2-07
AminoAcid V gene J gene
CASSPLTGNTIYF TCRBV27.01 TCRBIO1-03
CASSSSTGYSPLHF TCRBV27-01 TCRBJOL-06
CASSTRPGTEAFF TCRBVI3-01 TCREJO-01
CASSGDRGGLYEQYF TCREVI0-02 TCRBIDI-07
CASSSSTTSGRAKDTQYF TCRBV27-01 TCRBIO2-03

AminoAcid W gene

TCRBVUS-01 TCRBIOL-05
TCREVO5-06 TCRBIO2-01
CAS: TCRBVIS-01 TCRBJOI-01
CASRSOTSDHEQYF TCRBVO02.01 TCRRBIO2-07
CASSFTGGREKLFF TCRBVOS-05 TCREBIOL-04

AminoAcwd W gene J gene
CASSLIGVSSYNEQFF TCREVO7-09 TCREJOZ-01
CASSPPGRGNGYTF TCRBV2I8-01 TCREJDI-02
CASSLGTGSYNEQFF TCRBVD708 TCRBIZ-01
CASSILGHTGELFF TCRBVIS-01 TCRBJOZ-02
CSAIGDNEQFF TCREV20-01 TCRBJOZ-01
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Table. Comparison of the clonotype abundance distribution in each patient between the day of admission (Adm) and delayed cerebral ischemia

(DCI).

Read No. 1 No.2 No.3 No. 4 No.5

frequency (%) | Adm DCI Adm DCI Adm DCI Adm DCI Adm DCI

>5 1 0 0 0 1 1 0 0 0 0
0.5<-<5 8 8 2 0 8 7 2 0 6 4
0.05=-<0.5 391 136 10 9 119 60 54 27 60 43

0.005<—<0.05 2064 2641 848 1139 3524 8005 4064 4101 4510 3522

Total 2464 2785 860 1148 3652 8073 4120 4128 4576 3569




