Number of detected miIRNAS

240

300

280

260

220

/ ° ©
o —
o
)
-0
. - o
0
7/
0
fo) —e— Spermatozoa: 89.5% detected
/ —e— Plasma: 99.7% detected
[}
o
I I I I
0.5 1.0 1.5 2.0

Sequencing depth (million reads)




