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Figure S1. Multiple sequence alignment of the CsJAZ proteins. The TIFY and JAZ regions are

indicated by a red box.
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Figure S2. Phylogenetic relationships and gene structures of the CsJAZ family. Exons and introns

were shown by filled boxes and single lines, respectively.
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Motif 1: JAZ domain Motif 2: TIFY domain

Fig. S3 Motif analysis of CsJAZ proteins. Each colored box represented conservation.
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Fig. S4 Functional interaction networks of CSJAZ proteins.
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Fig. S5 The alignments of full-length sequence of CsJAZ3, CsJAZ10 and CsJAZ11
genes obtained by PCR and tea genome database. -D means that the sequence is
from tea genome database. -P means that the sequence is obtained by the PCR
amplification



