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	Sample
	Materials
	Total reads
	Depth
	Mapping rate

	02428
	15 individuals
	118,663,740
	43.08×
	98.45%

	LXG
	15 individuals
	95,251,874
	29.14×
	96.74%

	ER-1
	56 extremely resistant F2 progenies
	90,744,296
	27.96×
	97.37%

	ER-2
	70 extremely resistant F2 progenies
	97,849,554
	29.42×
	97.61%

	ES-1
	60 extremely sensitive F2 progenies
	158,943,276
	46.14×
	95.35%

	ES-2
	60 extremely sensitive F2 progenies
	91,185,142
	28.53×
	93.43%


Note: Depth, average per-base coverage depth of mapped reads. Mapping rate, mapped reads divided by total reads.

