
Figure S1. (A) PCA plot of 35,861 unigenes from 25 samples. Dot colors represent analyzed 

groups: Group 0C (black), 0H (orange), 0MH (red), 3C (blue), and 3L (green). (B) Clustering 

dendrogram of 25 samples and heatmap with other clinical traits. Clustering was conducted 

based on FPKM value from 25 samples by calculating correlation adjacency with unsigned 

type. Color intensity represents relative value of each trait. 
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