Supplemental Table 1. List of identified proteins in flooding-stressed soybean treated with silver NPs, nicotinic acid, and KNOzcompared to control.

No. = Accession Description Coverage[%] MP?  #AAs® MW I[kDa]? calc.pl9 Ratio  p-Value  MapManbin®
1 E2FKH7 Sieve element occlusion f 32 19 698 80 6.83 100 0.0000 352

2. AOAOR0OG789 Uncharacterized protein 43 19 499 56.1 901 100 0.0000 263

3. I1LTQ5 AP-2 complex subunit alpha 25 17 1020 113.7 6.25 100 0.0000 314

4. 081273 Biotin carboxylase 43 16 539 58.8 75 100 0.0000 11.1.1
5. K7MR36 Citrate synthase A 13 514 56.6 9.38 100 0.0000 6.1

6. K7LST9 Uncharacterized protein 26 12 539 61.6 6.65 100 0.0000 35.1.19
7. I1IKNL7 Uncharacterized protein 48 1 409 423 793 100 0.0000 13245
8. AOAOROJSWA Cysteine synthase 46 1 389 413 793 100 0.0000 13.1.53.1
9. AOAOROKHIO Lipoxygenase domain-containing protein 45 10 236 271.2 6.65 100 0.0000 17.7.12
10. | I1LXN6 Uncharacterized protein 28 10 404 46.2 6.55 100 0.0000 29.1
11, 11LZ51 Uncharacterized protein 24 10 488 541 737 100 0.0000 13.1355
12, 11KP69 Uncharacterized protein 54 10 253 278 8.18 100 0.0000 9.1.15
13. | C6SvD7 Phi class glutathione S-transferase 73 10 215 24.8 6.07 100 0.0000 269
14. | Q5K6N6 Mitogen-activated protein kinase 38 10 391 448 5.86 100 0.0000 30.6
15 | 11LHP2 Uncharacterized protein 31 9 382 43.2 5.68 100 0.0000 29.1.1
16. | K7MJR6 Uncharacterized protein 19 9 803 91 6.51 100 0.0000 352
17. | 11J8S9 Uncharacterized protein 61 8 213 24.1 534 100 0.0000 234.99
18. | K7KQ62 FMN hydroxy acid dehydrogenase domain-containing protein 29 8 298 323 9.28 100 0.0000 122
19. | K7KEG4 Uncharacterized protein 24 7 483 54.8 824 100 0.0000 173.123
20. | 11KZI6 ENTH domain-containing protein 10 6 922 985 5.87 100 0.0000 35.121
21 11M393 Thioredoxin domain-containing protein 28 5 182 19.6 894 100 0.0000 21.1
22.  D3Gom7 Calcium dependent protein kinase 11 5 579 64.9 543 100 0.0000 303
23. | 11M4Q3 Uncharacterized protein 6 5 982 110.1 755 100 0.0000 30.11
24.  CeTCW7 GrpE protein homolog 27 5 290 324 559 100 0.0000 29.6
25 11JG92 Uncharacterized protein 8 4 759 86.3 6.23 100 0.0000 352
26.  K7LM54 Rab-GAP TBC domain-containing protein 7 4 830 932 483 100 0.0000 30.5
27. | 11KXP5 A deaminase domain-containing protein 7 4 866 99 6.3 100 0.0000 232
28.  ILLR9 Uncharacterized protein 8 4 886 98.7 5.02 100 0.0000 33.99
29. | K7K2V9 MI domain-containing protein 3 4 1822 196.5 7.36 100 0.0000 2923
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42.
43.

45,
46.
47.
48.
49.
50.
Sl
52.
33.
54.
55.
56.
S7.
58.
59.
60.

K7MU41
AOAOROIQU4
11J7U8
AOAOROJ7H3
K7KW60
I1MPFO
K7MPO6
IIMDR1
I1J4W0
CoTII4
I1KAG4
I1LBY1
AOA368UKK5
ITMRW?2
110975
I1N5EQ
AOAOROGCUO
CBTIWL
11M926
C6SZFO
11KS28
I1LYG4
11K559
K7KYQ1
IIM7R6
11J8T9
K7M3M7
I1N123
CBTLT77
C6TMES
I1KOI8

Uncharacterized protein

Uncharacterized protein

Epimerase domain-containing protein
RmID sub bind domain-containing protein
Uncharacterized protein
Glycosyltransferase

Uncharacterized protein

Uncharacterized protein

Uncharacterized protein
Serine/threonine-protein phosphatase
Putative methyl transferase

Protein kinase domain-containing protein
Peroxidase

Importin N-terminal domain-containing protein
Uncharacterized protein

Uncharacterized protein

PHD-type domain-containing protein
Uncharacterized protein

Cytosolic Fe-S cluster assembly factor NBP35
AAI domain-containing protein
Uncharacterized protein

t-SNARE coiled-coil homology domain-containing protein
Uncharacterized protein

SUN domain-containing protein
Uncharacterized protein
Gluce-6-phosphate 1-epimerase
Uncharacterized protein

PsbP domain-containing protein
Uncharacterized protein

Uncharacterized protein

PPC domain-containing protein
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596
285
438
350
295
473
1197
516
221
316
835
700
518
1110
174
1118
1253
301
355
93
96
269
687
605
535
311
333
265
262
220
327

66.9
32.6
48.6
389
318
522
137
58.2
24.3
359
93.6
78
57.2
123.7
19.6
123
138.2
325
38.2
10
1
30.3
79.3
69
99.7
338
35
284
29.8
251
334

8.53
787
9.85
8.69
7.69
6.14
642
6.46
5.99
5.36
5.26
6.57
7.69
4383
8,57

6.7
6.15
494
8.87
9.38
6.58
6.62

6.92
5.88
.07
787
6.93
901
8.95

100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100
100

0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000

20.23
269
10.1.6
351
13.15.1.3
262
27.1
351
352
294
2023
294
30.5
293.1
30.8
352
33.99
351
187
26.21
352
314
27.3.99
352
35.1
35
713
1.1.12
272
314
27.3.67
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84.
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86.
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89.
90.
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11LP93
I1KIH5
I1K2W9
11K665
I1MK29
11JD34
CBTIL?
K7KUR?
12IMM6
IIN5X2
I1KQU5
AOAOROJ569
CBSX42
I1IMLU4
K7N1D8
K7KJI6
I1L1F3
11L.280
K7MKS51
K7KYV7
I1LSY9
I1TKMX8
CBTCX5
IINFG9
IINED8
I1K4M6
I1KY46
11M3U3
ITMXX5
Q948P6
AOAOROHPAS

Phospholipid scramblase
Methyl transferase

FAD-binding PCMH-type domain-containing protein

Trehalase

Uncharacterized protein

Uncharacterized protein

Bet v 1 domain-containing protein

RRM domain-containing protein
Uncharacterized protein

Peroxidase

Malate dehydrogenase

Uncharacterized protein

Glutaredoxin domain-containing protein
Uncharacterized protein

AMP-hinding domain-containing protein
TPR REGION domain-containing protein
Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Lipoxygenase domain-containing protein
Usp domain-containing protein
Uncharacterized protein

Peptidase M24 domain-containing protein
Uncharacterized protein

Uncharacterized protein

C2 domain-containing protein
Uncharacterized protein

AB hydrolase-1 domain-containing protein
Proteasome subunit alpha type

Ferritin-3, chloroplastic

Uncharacterized protein
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349
641
536
580
416
472
155
1176
445
323
356
422
166
372
725
738
242
150
817
170
256
121
394
585
1296
2151
465
311
284
256
216

40.2
731
60.7
65.7
452
512
17.6
128.8
48.9
355
374
46
17.9
38.8
79.7
82.2
283
171
87.6
19.2
276
12.9
435
655
1345
2292
52.3
34.7
31
289
24.7

957
8.16
92
5.86
7.78
8.32
8.12
6.29
5.16
8.29
829
7.78
9.07
7.66
723
481
9.83
781
6.98
8.94
6.19
4.78
6.7
507
8.78
5.36
844
529
5.19
552
6.54

100
100
100
100
100
100
100
49.322
29.168
14.952
14.739
12.666
9.941
9.719
8.88
8.484
8.363
7672
7.135
6.338
6.096
5.944
5817
5.094
5001
5018
4.966
4.816
4496
4322
4.276

0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000

351
2023
26.8
324
27.1.1
232
20.2.99
29.5.7
311
26.12
6.3
27.1.1
214
274
11.19
2935
2921227
9.11
29.5.1
17.7.12
20.2.99
352
29.5
294
352
35.1.19
16.2
26.1
29.5.11.20
152
23499



92.
93
94.
95.
96.
97.
98.
99.

100.
101.
102.
103.
104.
105.
106.
107.
108.
109.
110.
111,
112,
113.
114.
115.
116.
117.
118.
119.
120.
121.
122.

11M290
IIMAV1
11LC70
I1M675
I1LVYO
C6T2F1
11K6Z1
I1K5CO
IINEH6
I1JCF9
I1IMLV5
11K6Q2
11L0D9
K7MVS5
I1LGL4
ILIKM6
C6T482
I1MJI9
11K0S4
I1IKU5
I1DM8
IIMKY3
I1TMXJ1
11MJI28
I1LES5
I1IM3W1
I1KBY3
ILMN7
C6TK28
11L.738
11M8S3

KOW domain-containing protein
Glycosyltransferase

GLTP domain-containing protein
Uncharacterized protein

methyl transferase

UBIQUITIN CONJUGAT 2 domain-containing protein

HECT domain-containing protein

TPR REGION domain-containing protein
Aldo ket red domain-containing protein
VWFFA domain-containing protein

Fe20G dioxygenase domain-containing protein

Uncharacterized protein

Peroxidase

Protein kinase domain-containing protein
Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Citrate synthase

Uncharacterized protein

MSP domain-containing protein

W2 domain-containing protein
Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

PB1 domain-containing protein
Ribosomal S7 domain-containing protein
UVR domain-containing protein
Uncharacterized protein
Serine/threonine-protein phphatase
Peroxidase

Uncharacterized protein

29

22

30

14
66
37
28

32
11
22
31
54
58

20
12
27
25
62

51
53

54
10
27
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146
488
202
686
694
148
1895
587
328
405
312
433
349
671
410
289
89
472
281
241
441
112
i
591
707
204
922
262
303
322
774

16.7
545
225
76.6
789
16.5
2041
63.8
36.6
43
358
483
38
75.2
45.1
326
10.6
525
30.5
26.7
48.7
12.6
822
62.8
76.5
226
102.4
30.2
34.8
34.2
82.1

10.92
554
6.9
5.55
6.06
6.92
582
8.87
7.74
4.67
5.69
5.78
73
6.7
72
529
9.35
847
7.09
7.75
6.64
6.74
7.09
587
6.18
948
6.46
431
501
527
7.39

4178
4123
4091
4016

3.98
3973
3.791
3.724
3412
3.366
3215

3.19
3.025
2.885
2.883
2.845
2841
2.806

269
2.664
2.654
2.653
2.636
2.564
2531
2.526
2.486
2483
2403
2.368
2.349

0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0001
0.0000
0.0000
0.0001
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0008
0.0019
0.0000
0.0000
0.0000
0.0139
0.0000
0.0020
0.0002
0.0000
0.0003
0.0000

29212226
26.2
11.6
31.1

2023
29.5.113
29.5.114.1
2933
34.15
29.5.11
26.14
351
26.12
294
351
#N/A
352
812
352
2934.1
2923
#N/A
29.5.1
29.6
35.1
2921215
29.5.5
28.1
294
26.12
29.5.1
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124.
125
126.
127.
128.
129.
130.
131.
132.
133.
134.
135.
136.
137.
138.
139.
140.
141.
142.
143.
144.
145,
146.
147.
148.
149.
150.
151.
152.
153.

11IMY43
K7KLB5
111233

11JK28
IIN2G8
C6TDZ1
1uI8
C6SZ35
11JBK4
C6SVLO
IINGL3
AOAOROJSZ6
11L776
CBSW49
ILIKM1
ILJAN2
C6T034
11K4S0
AOAOROFQV9
Q2LAL4
AOAOROFHGO
C6TAHS
11K672
11L377
AOAOROKOES
11K1P3
IIMGH2
C6T2H1
AOAOROKVX2
AOAOROGAQOD
K7MPG5

Vacuolar protein sorting-associated protein 35
Uncharacterized protein

Uncharacterized protein

FSH1 domain-containing protein
Uncharacterized protein

Uncharacterized protein

PsbP domain-containing protein

FAS1 domain-containing protein
Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Ferritin

Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

EF1 GNE domain-containing protein
Uncharacterized protein

Xyloglucan endotransglucosylase/hydrolase
Cytochrome P450 monooxygenase CYP83E8
AAI domain-containing protein
Uncharacterized protein

Importin N-terminal domain-containing protein
Uncharacterized protein

FAD-binding PCMH-type domain-containing protein

Uncharacterized protein
Fn3 like domain-containing protein
Flavodoxin-like domain-containing protein

Fe20G dioxygenase domain-containing protein

Peptidase Al domain-containing protein
Uncharacterized protein

18

19
56
53

14
32
21
32
36
29
30
45
10
76
57
40

34
49
41
19

18
60
18

28
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798
557
600
268
55
286
298
245
160
200
466
89
357
125
289
859
223
241
290
499
95
276
870
206
530
366
775
203
349
472
389

90.3
62.4
66.7
301
5.8
30.7
34.3
26.3
175
218
522
10.2
399
135
323
971
24.3
275
337
574
99
291
96.3
225
59.2
39.6

217
39.7
50.1
424

543
4.88
7.18
6.24
432
6.67
724
957
5.19
533
73
5.69
529
797
517
4388
4.68
6.44
6.93
7.96
841
911
4.78
582
785
8.98
8.15
6.95
6.84
8.75
829

2.326
2.288
2.287
2273
2.164
2.143
2.128
2.061
2023
2012
2.009
2.008
1.987
1.987
1.942

194
1914
1.887
1.869
1.841
1.838
1.832
1.814
1.805
1.803
1.795

178
1.776
1.697
1.692
1.689

0.0231
0.0361
0.0000
0.0205
0.0015
0.0000
0.0034
0.0000
0.0002
0.0000
0.0039
0.0005
0.0074
0.0260
0.0000
0.0115
0.0000
0.0015
0.0000
0.0000
0.0000
0.0058
0.0001
0.0002
0.0049
0.0043
0.0000
0.0025
0.0001
0.0000
0.0006

29343
34.99
28.1
352
152
34.19.1
1.1.12
10.5.1
352
20.1.7.6.1
14.1
152
16.2.1.9
352
#N/A
351
2924
99
10.7
16.5.1.14.1
26.21
342
29.3.1
27.399
26.8
13234
10.6.2
11.8
351
27.3.99
13.1.1.3.11
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155.
156.
157.
158.
159.
160.
161.
162.
163.
164.
165.
166.
167.
168.
169.
170.
171
172.
173.
174.
175.
176.
177.
178.
179.
180.
181.
182.
183.
184.

AOAORAJM3
I1TKW34
ILEY3
I1LTSO
I1PW6
CBSYNG
CBTIC3
IIMRMS5
ITMNV4
AOAOROF259
I1LZR2
IIN4UL
AOAOROINPS
K7LE13
I1JSR6
CBSXK8
IIN5H2
C6T7F3
C6TLI6
I1JRUS
K7MAQ4
AOAOROF156
I1IMG21
C6SZA9
AOAOROI2M6
C65293
K7LKJ0
AOAOROGOH4
C6SZQ8
AOAOROKTPS
110485

FAS1 domain-containing protein
Uncharacterized protein

Fe20G dioxygenase domain-containing protein
Avrogenate dehydratase

Uncharacterized protein

N-acetyltransferase domain-containing protein
Uncharacterized protein

Bet v 1 domain-containing protein

t-SNARE coiled-coil homology domain-containing protein
Uncharacterized protein

AAI domain-containing protein
6-phosphogluconate dehydrogenase, decarboxylating
Peroxidase

Abhydrolase 3 domain-containing protein
Uncharacterized protein

Phytocyanin domain-containing protein
Uncharacterized protein

PfkB domain-containing protein
Uncharacterized protein

Lipase GDSL domain-containing protein
DUF3700 domain-containing protein
Uncharacterized protein

Peroxidase

Bet v 1 domain-containing protein

Peroxidase

AAI domain-containing protein

HMA domain-containing protein
Uncharacterized protein

Phytocyanin domain-containing protein
Uncharacterized protein

Uncharacterized protein

13
29
22
10
13
12
50
55
10
46
19
69
29
12
13
32
78
67
67
25
23
25
19
63
38
22

38
26
38
16
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262
415
352
425
314
165
286
157
308
608
227
486
321
324
349
121
181
341
287
365
293
265
349
153
355
95
81
285
168
285
462

278
45
40.8
46.2
36.2
18.6
30.7
171
34.8
65.2
235
53.6
345
36.6
39.2
12.9
20.6
375
30.8
404
321
294
376
171
385
99
8.6
304
17.3
304
51

8.88
502
6.37
784
944
8.6

8.65
507
794
6.21
8.79
59

89

511
6.04
95

6.95
547
8.13
574
6.79
54

582
525
6.04
8.57
6.6

8.15
6.76
8.15
6.68

1.689
1677
167
167
1.653
1.645
1.644
1.638
1617
161
1.609
1.606
1596
1.593
1591
159
1.588
1578
1575
1.563
1.562
156
1.559
1.554
1531
1531
1527
1521
152
1517
1517

0.0010
0.0113
0.0030
0.0180
0.0008
0.0221
0.0001
0.0001
0.0294
0.0013
0.0005
0.0004
0.0000
0.0056
0.0046
0.0000
0.0362
0.0000
0.0318
0.0004
0.0015
0.0053
0.0007
0.0003
0.0002
0.0008
0.0017
0.0028
0.0198
0.0292
0.0378

10.5.1
29.5
212

13.1.63.1

27.1.1

26.24

34.19.1
20.2.99
314
52

26.21
7.13

26.12
351

29.5.3

26.19
294

23321
34.19.1
26.28
15
26.28
26.12
20.2.99

26.12

26.21
152

34.19.1
26.19
34.19.1
23499



185.
186.
187.
188.
189.
190.
191.
192.
193.
194.
195,
196.
197.
198.
199.
200.
201.
202.
203.
204.
205.
206.
207.
208.
209.
210.
211.
212.
213.
214.
215.

CBSXM4
I1KBS7
K7MNX9
K7N2GO
AOAORAI3D2
11JS35
I1LPLO
I1IN3Z3
I1IKEH1
CBSXW7
C6T265
K7LID7
I1IN5R9
AOAOROKYU?
11L.090
AOAORAJ307
CBSVX9
AOAOROKKE?
I1KUQ6
I1KHB7
I1KYX1
I1KC33
I1LKMS
I1LP66
11J7T0
I1KDM8
AOAORAJ629
11J7B3
I1MIK9
C6SX81
I1LUM3

Uncharacterized protein
Uncharacterized protein
Beta-galactosidase
Uncharacterized protein

Sm domain-containing protein

FAD-binding PCMH-type domain-containing protein
FAD-hinding PCMH-type domain-containing protein
Nudix hydrolase domain-containing protein

Phytocyanin domain-containing protein
Uncharacterized protein

Ferredoxin

Uncharacterized protein

Formate dehydrogenase, mitochondrial

Xyloglucan endotransglucylase/hydrolase

Endoglucanase

Uncharacterized protein

HMA domain-containing protein
Uncharacterized protein
Lipoxygenase

Germin-like protein
Uncharacterized protein

Purple acid phosphatase

Pyr redox 2 domain-containing protein
Uncharacterized protein
Pectinesterase

Malate dehydrogenase
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Ferredoxin

14 3 3 domain-containing protein

78
32
29
25
33
34
52
42
20
29
50
40
72

11
17
82
28
29
46
52
41

18
16
71
17
26
33

68

13
10
13
10

14

21
11

14

181
557
732
787
99

595
567
301
217
207
154
953
375
309
618
250
130
106
868
225
212
623
360
850
515

250
398
366
144
260

20.7
62.5
817
85.8
10.7
65.5
66

232
231
16.5
104.2
413
36
68.3
254
136
11.8
97.1
238
234
704
39.3
96.7
56.5
36
255
434
39.8
155
293

6.95
4.86
84
4.37
484
72
822
6.05
787
493
5.88
43
734
8.25
8.68
6.51
4.7
8.87
74
8.46
505
6.23
942
482
901
8.1
6.51
6.24
774
477
482

1516
1491
1.488
1487
1476
1475
1471
1.468
1.463
146
146
1457
1452
1452
144
1439
1.426
1.426
1417
1415
1414
1413
1.409
1.409
1.406
1.404
1.402
14
1.399
1.398
1.394

0.0007
0.0222
0.0014
0.0106
0.0036
0.0017
0.0053
0.0383
0.0323
0.0011
0.0259
0.0029
0.0001
0.0001
0.0001
0.0001
0.0098
0.0435
0.0072
0.0018
0.0003
0.0003
0.0003
0.0062
0.0325
0.0048
0.0025
0.0156
0.0183
0.0209
0.0262

29.3.4.99
34.99
2632
351
27.1
351
173128
16.12.7
26.19
304
73
351
25.1
10.7
10.2
34.19.2
152
17.6.3
17.7.12
20.2.99
20.1.7.6.1
26.13
35.1
351
10.8.99
819
34.19.2
26.11.1
352
1.152
30.7



216.
217.
218.
219.
220.
221.
222.
223.
224.
225.
226.
227.
228.
229.
230.
231.
232.
233.
234.
235.
236.
237.
238.
239.
240.
241.
242.
243.
244.
245.
246.

K7LNGS
AOAORAI2VS
11JQQ6
AOA368UHY7
I1IMK76
I1KPN5
ITMNKO
11L1Q3
AOA368UGT8
C62503
I1LWI3
AOAOROLB64
11M841
CBTIMS
AOAOROITA
11K693
K7KZN7
P08170
1106K4
I1K6M2
AOAORAJ3L4
CBSXY4
AOAOROJYYS
IIMWQO
AOAOROGWMO
11L4U2
C6TFW4
11J8TO
IIMFN6
AOAOROICW2
AOAOROHF66

Isoflavone reductase

Dirigent protein

J domain-containing protein
Uncharacterized protein
Pectinesterase

Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein

Leucine rich repeat protein

PHB domain-containing protein
Uncharacterized protein

ATPase AAA core domain-containing protein
Ferredoxin--NADP reductase, chloroplastic
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein

Seed linoleate 13S-lipoxygenase-1
Uncharacterized protein
Uncharacterized protein

Usp domain-containing protein
UBIQUITIN CONJUGAT 2 domain-containing protein
Tubulin beta chain
Uncharacterized protein

FAS1 domain-containing protein
Serine hydroxymethyltransferase
Bet v 1 domain-containing protein
Isoflavone reductase
Uncharacterized protein
Uncharacterized protein

CSD 1 domain-containing protein

56
18
22
26
30
50
47
18
53
53
27
68
34
56
45

19
85

52
36
42
72
37
40
65

56
75

30

13

12
11
33
13

13
17

13
12
14
22
17

57
27

24
11

21

13

18

318
215

568
492
708
331
406
463
368
286
319
478
377
296
610
1185
839
928
222
255
167
446
366
250
517
158
318
167
583
212

35.6
239
38.8
63.9
54.7
78
35
45.1
50.4
39.7
315
34.2
524
422
317
68.3
129.9
94.3
102.9
238
274
18.7
499
39.8
26.6
57
16.7
35.6
17.9
66.2
21

5.73
6.28
6.74
7.68
7.75
524
7.06
72
514
846
524
9.29
5.96
8.32
7.85
7.99
7.96
6.39
6.7
787
6.3
5.19
501
701
8.54
7.59
5.05
547
393
6.29
4.73

1.38
1.376
1372
1.368
1.365
1358
1.356
1.355
1351
1.348
1.345
1.343
1343

134
1338
1.336
1331
1.328
1.327
1.326
1.323
1.323

132
1.309
1.296
1.294
1277
1272
1.265
1.264
1.264

0.0271
0.0264
0.0317
0.0338
0.0498
0.0175
0.0414
0.0419
0.0029
0.0032
0.0212
0.0038
0.0284
0.0318
0.0351
0.0339
0.0174
0.0068
0.0064
0.0351
0.0166
0.0400
0.0400
0.0112
0.0169
0.0191
0.0297
0.0393
0.0406
0.0426
0.0429

16.8.5
20.1.7
20.2.1
#N/A
10.8.1
20.2.1
1.1.12
2953
232
351
351
34.19.1
1.3.13
73
34.19.1
30.5
10.8.1
17.7.1.2
26.3.1
20.2
20.2.99
29.5.113
31.1
352
10.5.1
25.1
20.2.99
16.8.5
#N/A
#N/A
27.3.75



247.
248.
249.
250.
251.
252.
253.
254.
255.
256.
257.
258.
259.
260.
261.
262.
263.
264.
265.
266.
267.
268.
2609.
270.
271.
272.
273.
274.
275.
276.
21717.

C6T019
Q53B72
C6TER4
CBSWN5
CBSWV/3
CBSVL1L
IIMYBO
AOAOR0GZ36
AOAOROF2G6
AOAOROF392
CBSYW6
11L.3Q2
ITKNNL
AOAOROGXL3
I1JFL5
C6T336
IIN8I7
110W21
IIMWO4
I1MRJ8
I1LBBY
11M5Q9
CETAW?
11JIC4
11KO0SO
F7J077
AOAOROF139
AOAOR4JAL3
I1J7H3
AOAOROF214
I1KBE3

Stress-response A/B barrel domain-containing protein

Chalcone-flavonone isomerase family protein
NmrA domain-containing protein
Uncharacterized protein

Uncharacterized protein

Ribosomal protein

Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Cysteine synthase

40S ribosomal protein S27

BOWMAN BIRK domain-containing protein
Uncharacterized protein

MLO-like protein

Inhibitor 19 domain-containing protein
Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Protein kinase domain-containing protein
Uncharacterized protein

Lipoxygenase

Uncharacterized protein

40S ribosomal protein S24

Uncharacterized protein

Ribosomal protein L15

Beta-conglycinin beta subunit 2

PKS ER domain-containing protein

Annexin

Ferritin

U6 snRNA-associated Sm-like protein LSm4
Alba domain-containing protein

81
80

28
76
60
74
55
55
27
24
21

15
32
39

20
26
38
26
11
41
27
32
41
37

28

105
209
312
120
245
216
484
377
482
372
86
109
158
539
136
135
149
143
360
722
865
374
137
391
204
439
361
312
257
165
241

11.8
235
34.9
13.7
276
24.6
534
413
525
40.1
9.6
121
17.6
61.3
14.7
15.7
16.9
16
40.9
789
981
40.9
158
436
24.2
504
39.3
359
28.7
189
27

5.77
4.92
6.81
116
6.1
9.82
6.09
5.99
7.96
714
8.73
544
104
1045
6.52
9.98
428
10.24
4389
8.68
592
7.99
10.64
791
11.59
6.24
7.28
791
6.18
527
10.13

1.261
0.798
0.782
0.774
0.772
0.771
0.767
0.764
0.761
0.748
0.739
0.739
0.738
0.73
0.729
0.724
0.722
0.713
0.713
0.71
0.707
0.704
0.697
0.694
0.692
0.687
0.686
0.685
0.679
0.669
0.657

0.0457
0.0485
0.0473
0.0159
0.0145
0.0393
0.0113
0.0347
0.0233
0.0192
0.0077
0.0297
0.0324
0.0198
0.0224
0.0012
0.0054
0.0156
0.0004
0.0307
0.0104
0.0070
0.0014
0.0156
0.0035
0.0458
0.0028
0.0005
0.0019
0.0002
0.0062

352
16.82
162
20212234
352
29.2.1.1.3.2.510
15
351
13241
13.153.1
292.12.1.27
#N/A
29.2.1.2.1.15
20.13.1
351
29.2.12.1.17
303
29.2.12.1.19
294
11949
17.7.12
352
29.2.12.1.24
23.1.12
29212215
33.1
16.2.1.10
31.1
152
271
27.3.67



278.
279.
280.
281.
282.
283.
284.
285.
286.
287.
288.
289.
290.
2901
292.
293.
294.
295.
296.
297.
298.
299.
300.
301.
302.
303.
304.
305.
306.
307.
308.

IINAL0
K7KIP5
CBSXI6
QISWB2
I1KXC2
111957
AOAOROLK39
11MUZ3
I1KY16
AOAORAJ3IL
AOAOROKSS1
11K1S2
I1MEF8
I1KWDS8
I1N407
I1KY36
AOAOROEX12
C6TIPS
CBSXM8
AOAOROHEQ3
AOAOROJPL6
QIXETO
AOAORAJ310
I1L7F3
Q9ZTY1
CBSWAG
K7LUZ1
C6SZA4
023957
IIMHL7
QIS7NS

Uncharacterized protein

X8 domain-containing protein

40S ribosomal protein S26

Seed maturation protein PM41
PPDK N domain-containing protein
Uncharacterized protein
Uncharacterized protein

AAI domain-containing protein
Uncharacterized protein

Peroxidase

PKS ER domain-containing protein
Aldedh domain-containing protein
Clathrin light chain

Uncharacterized protein
Uncharacterized protein
TPRREGION domain-containing protein
Histone H4

Uncharacterized protein

Ribosomal protein L19

Histone H2B

Peptidase Al domain-containing protein
Seed maturation protein PM30
Uncharacterized protein

Ribosomal L14e domain-containing protein

35 kDa seed maturation protein
Histone H2A

Uncharacterized protein
Histone H3

Dehydrin

Pectinesterase

Seed maturation protein PM21

10

31

50
35
28
42
36
16
23
42
24
11
28
10
18
19
33
21
30
23

34
73
39
11
46
12
45
34
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359
489
130
78
1459
449
249
178
320
324

501
322
451
297
482
156
303
212
149
468
140
365
132
316
149
287
136
166
528
95

38.8
534
149
8.2
163.7
488
27.2
189
355
352
379
54.6
353
498
32.7
54.5
17.9
322
246
16.2
50
151
39.8
154
35.3
15.7
33.2
153
17.3
581
101

6.65
6.25
109
497
6.84
6.42
6.89
8.76
6.44
8.06
6.27
567
519
527
6.7
6.09
11.36
527
1144
10.08
824
89
5.66
10.46
6.32
10.67
8.68
113
923
6.3
501

0.656
0.655
0.652
0.65
0.646
0.646
0.646
0.645
0.642
0.64
0.638
0.633
0.631
0611
0.608
0.601
06
0.595
0.59
0.586
0.579
0.577
0.576
0.575
0.566
0.559
0.558
0.551
0.551
0.534
0.53

0.0000
0.0349
0.0062
0.0076
0.0035
0.0000
0.0002
0.0022
0.0073
0.0000
0.0023
0.0336
0.0346
00271
0.0183
0.0071
0.0000
0.0054
0.0076
0.0000
0.0001
0.0000
0.0042
0.0000
0.0012
0.0000
0.0000
0.0000
0.0000
0.0245
0.0002

13.13.54
264
292.12.1.26
352
2223
332
202
26.21
23.13
2022
26.7
5.1
352
26.2
352
294
311
29.5.11.20
29.2.122.19
28.1.3
27.399
332
16.2.1.9
292.122.14
332
28.13
352
28.1.3
20.2.99
10.8.1
352



309.
310.
311
312.
313.
314.
315.
316.
317.
318.
319.
320.
321.
322.
323.
324.
325.
326.
327.
328.
329.
330.
331
332.
333.
334.
335.
336.
337.
338.
339.

AOAORAI3PL
11L053
I1JLC8
K7M9Q3
IING96
11LJ14
K7KPN3
I1PH6
AOAOROF3EQ
C6T197
AOA368UH16
11K554
AOAOROIH13
K7N485
AOAORAAT7
|1J4F4
K7LEQS
AOAORAJ3L3
AOAOROLFG1
K7KVC7
CBSWRS
K7KLV4
AOAOROFK13
11JA20
P11827
AOAOROHS93
11K1Z8
AOAOROEALS6
AOAOROEXW6
AOA368UHI2
K7KYQ4

Glutamine synthetase

Uncharacterized protein

Protein SLE2

Chlorophyll a-b binding protein, chloroplastic
J domain-containing protein
Uncharacterized protein
Uncharacterized protein

Lambda class glutathione S-transferase
Histone H2A

Bap31 domain-containing protein
Aminotran 5 domain-containing protein
Knotl domain-containing protein
Uncharacterized protein

Phenylalanine ammonia-lyase
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
NADPH-protochlorophyllide oxidoreductase
Uncharacterized protein

Knot1 domain-containing protein
Ribonucloprotein

Uncharacterized protein
Uncharacterized protein

MINDY DUB domain-containing protein
Beta-conglycinin alpha’ subunit
Uncharacterized protein

PCI domain-containing protein

PKS ER domain-containing protein
AAA domain-containing protein
Uncharacterized protein
Uncharacterized protein

11

60
37
49
25

13

18
25
40

23
36
16
23

19
26

32
66

22

24
52
58
42
26
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356
342
105
260
305
770
211
235
144
129
468
74
127
17
320
626
253
399
1066
76
128
2392
422
726
621
1141
423
357
446

605

39.1
39.2
115
276
35.7
815
234
26.8
155
149
515
84
15
78.3
35.7
675
26.6
43
118.6
8.6
138
2699
46.5
79.6
722
1331
476
39
495
57.7
68

548
5.74
5.6
6.6
9.35
9.04
8.16
6.01
10.71
8.79
6.52
9.16
831
6.98
954
6.49
6.8

6.55
8.46
712
5.36
6.6
4.65
571
585
6.55
58
6.21
5.33
752

0.523
0.515
0,515
0.507
0499
0.486
0476
0.468
0.465
0.446
0.445
0435
0433
0.405
0.396
0.396
0.395
0.359
0.355
0.346
0.342
0.342
0.301
0.259
0.238
0.158
0.113
0.11
001
0.01
001

0.0005
0.0306
0.0000
0.0326
0.0003
0.0025
0.0014
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0031
0.0008
0.0000
0.0011
0.0013
0.0000
0.0000
0.0004
0.0001
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000

1222
16.129
17.13
1.1.1.1
20.2.1
2951
30.5
269
28.13
352
30.1.1
20.1
9.12
16.2.1.1
16.7
2122
#N/A
19.14
293.1
20.1
29.2.122.57
351
34.12
352
33.1
29.5.11
30.11.1
16.2.1.10
29.5.11.20
20.2.1
27.1.1



340.
341.
342.
343.
344.
345.
346.
347.
348.
349.
350.
351.

K7MUD9
11M6R4
11MV80
11K354
113575
AOAOROJMD5
11JIW5
I1KSL3
PODO16
I1LNGO
11KUG5
11IKZY8

AB hydrolase-1 domain-containing protein
Uncharacterized protein

Cupin 2 domain-containing protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Beta-conglycinin alpha subunit 1
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein

NN W S B O1O1TO OO N N

2

520
188
293
398
259
192
549
837
605
552
369
536

58.2
20.2
33
45.1
28.8
211
615
89.9
703
63
40.3
59

783
8.13
6.61
6.87
851
501
5.83
5.55
5.17
8.85
6.87
512

001
001
001
001
001
001
001
001
001
001
001
001

0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000
0.0000

29.5
27.1.19
27330
23.1.12

29.34.99
29.5.11

303

294

331

1723

26.7

272

3 Matched peptide, ® amino acids, ? molecular weight, 9 calculated isoelectric point, ® MapMan bin codes taken from https://mapman.gabipd.org/
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