Table S1. Specific real-time (RT)-qPCR primer sequences containing GLI1, GLI2,

GLI3, c-Myc, Snail, Nanog, Sox2, and -actin genes.

Genes Primers

GLI1 Forward: 5'-CAGGGAAGAGAGCAGACTGAC-3'
Reverse: 5'-CAGGAGGATTGTGCTCCA-3'

GLI2 Forward: 5-ATCCCCGCTTGGACTGAC-3'
Reverse: 5'-ACCTCGGCCTCCTGCTTA-3'

GLI3 Forward: 5'-GGCCTCCAGTACCACTTCAA-3'
Reverse: 5'-CTGAGACCCTGCACACTCTG-3'

c-Myc Forward: 5'-CCTGGTGCTCCATGAGGAGAC-3'
Reverse: 5-CAGACTCTGACCTTTTGCCAGG-3'

Snail Forward: 5'-GCTGCAGGACTCTAATCCAGA-3'
Reverse: 5'-ATCTCCGGAGGTGGGATG-3'

Nanog Forward: 5'-ATGCCTCACACGGAGACTGT-3’
Reverse: 5'-AAGTGGGTTGTTTGCCTTTG-3'

SOX2 Forward: 5-TTGCTGCCTCTTTAAGACTAGGA-3’
Reverse: 5'-CTGGGGCTCAAACTTCTCTC-3'

[-actin Forward: 5-TGTTACCAACTGGGACGACA-3
Reverse: 5-GGGGTGTTGAAGGTCTCAAA-3’
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Figure S1. The effect of ciclesonide on expression levels of YAP1 and phosphoYAP1
in lung cancer (A549 cells). (A) Western blot analysis of the YAP protein under
ciclesonide (CIC) and the knock-down of YAP using siRNA in A549 cells. (B)

Western blot analysis of the pYAP protein under CIC in A549 cells.



GLI1

Welch's t-test

P=2.864e-21(t=-9.757)

Sample type
Normal Tissue
Primary Tumor

GLI2

Welch's t-test
P=6.001e-33 (t= -12.56)
Sample type

@ Normal Tissue

@ Primary Tumor

cohort: TCGA TARGET GTEx (n=786)

Unit: log2(expected.count-deseq2 +1)
'y “

column G: GLI1 -gene expression RNAseq - RSEM expected.count (DESeq? standardized)

column C- samols vne.

column |: GLI2 - gene expression RNAseq - RSEM expected. count (DESeq2 standardized)
Uniit: log2(expected_count-deseq2+1)

cohort: TCGA TARGET GTEx (n=786)

column C: sample type

Figure S2. GLI1 and GLI2 expression in primary tumor tissue and normal tissue

using the Cancer Genome Atlas (TCGA) lung cancer cohort.



