
 

 

Figure S1.  Influence of fructose 1,6-bis-phosphate (FBP) on ctGK oligomerization and stability. A. 

Size-exclusion profiles of ctGK with and without FBP. B. Thermal shift assay of ctGK in the presence of 

FBP and different substrates. 

 

 

 
Figure S2.  Fructose 1,6-bis-phosphate does not inhibit ctGK. A. Inhibition of mjADPGK/PFK by FBP. 

B. Inhibition of ctGK activity in the presence of FBP. C. phADPGK activity in the presence of FBP.  

 

 

 

 

 

 

 

 



 

 

 

Figure S3. Ligplot showing the protein-glycerol interactions, based on energy score (hydrogen 

bonding and hydrophobic), generated by Ligplot program. 

 

 

 

 

 

 



 

 

Figure S4. Superposition of CtGK (dark pink) and TbgGK (grey) secondary nucleotide-binding site.  

 

 

Figure S5. Superposition of ctGK (dark pink) and EcGK (grey) FBP binding site.   



Table S1. Mutual differences between CtGK monomers expressed as main chain RMSD [Å] for (A) full 

chain, (B) N-terminal domain, (C) C-terminal domain. Values obtained using Cealign in PyMol. In bold 

are highlighted complexes containing GOL in the active site. 

 


