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Figure S1. Microscopic images of migration of HaCaT cells presented in Fig. 1B.



EGEFR expression and its intensity in EGF-treated HaCaT cells
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p-EGFR expression and its intensity in EGF-treated HaCaT cells
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Akt expression and its intensity in EGF-treated HaCaT cells
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p-Akt expression and its intensity in EGF-treated HaCaT cells
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mTOR expression and its intensity in EGF-treated HaCaT cells
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p-mTOR expression and its intensity in EGF-treated HaCaT cells
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ERK1/2 expression and its intensity in EGF-treated HaCaT cells
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p-ERK1/2 expression and its intensity in EGF-treated HaCaT cells
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GAPDH expression and its intensity in EGF-treated HaCaT cells
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EGEFR expression and its intensity in PEPD-treated HaCaT cells
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p-EGFR expression and its intensity in PEPD-treated HaCaT cells
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Akt expression and its intensity in PEPD-treated HaCaT cells
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p-Akt expression and its intensity in PEPD-treated HaCaT cells
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p-mTOR expression and its intensity after PEPD-treated
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p-ERK1/2 expression and its intensity after PEPD-treated
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Figure S2. Representative blots from Western blotting analysis presented in Figure 3A

and B.



EGEFR expression and its intensity
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PI3K expression and its intensity
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Akt expression and its intensity
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mTOR expression and its intensity
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GAPDH expression and its intensity
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Figure S3. Representative blots from Western blotting analysis presented in Figure 4A.
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Akt expression and its intensity
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GAPDH expression and its intensity

Sy ‘ - A Sy ‘ . S ey
1norEE 3 w3 3 PECh 2 w oo "

& o i pesi®
= = =
T - =
& & | 3
1 1 1

GAPDH expression
150 Bl - genfitinib
O + genfitinib

2=
g g 100+ — _

s c

=

2%

& 50

<

0- T
10 PEPD [nM]

Figure S4. Representative blots from Western blotting analysis presented in Figure 5A.
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Figure S5. Representative images of HaCaT cell migration presented on Figure 5B.



EGEFR expression and its intensity
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Akt expression and its intensity
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mTOR expression and its intensity
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GAPDH expression and its intensity

V-,.T, e m—— T | r_
|

] 10 [ 10 PEPD [nM]

) ‘:“ 40|

245/ 25
1801 10 183
L 131

100 —
74—
-

#

101

| 101 I

RN
AN

Prs

4B — —

8

!
!
l

GAPDH expression
150+ B - [Y294002
3 +1Y294002

$
4

fH

Bands intensity
{% of control)
3
L

0 10 PEPD [nM]

Figure S6. Representative blots from Western blotting analysis presented in Figure 6A.



Incubation time-0h

PEPD concentration — 0 nM







PEPD concentration — 10 nM + LY294002

Incubation time -24 h

PEPD concentration — 0 nM



1.1.4.1.1. PEPD concentration — 0 nM + LY294002




Figure S7. Representative images of HaCaT cell migration presented in Figure 6C.
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FAK expression and its intensity
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GAPDH expression and its intensity
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Figure S8. Representative blots from Western blotting analysis presented in Figure 7A.
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TGF B receptor expression and its intensity
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GAPDH expression and its intensity
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Figure S9. Representative blots from Western blotting analysis presented in Figure 8A.



NF-kb expression and its intensity
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Figure S10. Representative blots from Western blotting analysis presented in Figure 9C.



