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Table S1. Distribution of F.nucleatum, E. faecalis, S.bovis, Lactobacillus spp., ETBF, Bifidobacterium spp., 
Roseburia spp., and Porphyromonas spp.  based on CT in normal, hyperplastic (HP), sessile serrated 
adenoma (SSA), villous/ tubulovillous (VP/TVP), and tubular adenoma (TA) polyp groups. 

Bacteria Normal, 
n = 31 

HP, 
n = 21 

SSA, 
n = 16 

VP/TVP, 
n = 21 

TA, 
n = 29  

F.nucleatum  
CT 29.42 (2.94) 28.37 (1.94) 27.98 (2) 21.41 (3.48) 26.46 (2.67) <0.001 

E. faecalis  
CT 23.12 (1.36) 22.6 (2.15) 22.63 (1.94) 19.28 (2.66) 20.64 (2.85) <0.001 

S.bovis 
 CT 

25.48 (2.31) 25.49 (2.11) 24.74 (1.84) 18.84 (2.65) 20.62 (1.76) <0.001 

Lactobacillus spp.  
CT 

21.48 (1.56) 21.62 (1.61) 21.65 (1.58) 24.27 (1.46) 24.09 (1.37) <0.001 

ETBF  
CT 

29.16 (2.65) 28.07 (2.21) 28.4 (1.5) 20.4 (1.54) 20.96 (2.02) <0.001 

Bifidobacterium spp.  
CT 

22.13 (1.51) 21.86 (1.31) 21.71 (1.29) 24.62 (3.38) 23.43 (1.51) <0.001 

Roseburia spp.  
CT 

19.42 (3.55) 18.51 (3.4) 17.59 (2.38) 23.58 (1.9) 21.26 (2.15) <0.001 

Porphyromonas spp.  
CT 

29.62 (2.23) 30.13 (2.15) 30.23 (2.2) 19.57 (2.61) 23.59 (3.65) <0.001 

 
 


