Supplementary Table 13: Functions of 14 miRNAs utilized for RT-qPCR analysis.  

	
S.No
	microRNA
	Function during host-fungal interaction
	Reference

	1
	Osa-miR156d
	A significant reduction in osa‐miR156d accumulation occurred in Magnaporthe oryzae elicitor‐treated leaves
	Campo et al., 2013

	2
	Osa-miR159b
	In MIM159 tobacco, transcriptome profiling revealed that genes associated with defense and programmed cell death were strongly activated, including a suite of 22 PATHOGENESIS-RELATED PROTEIN (PR) genes that were 100- to 1,000-fold up-regulated. MIM159 tobacco appeared immune to Phytophthora infection

Responsive to M. oryzae or its elicitors
	Zheng et al., 2020 

Li et al., 2019a

	3
	Osa-miR166h-3p
	Rice plants with activated miR166k-166h expression showed enhanced resistance to infection by the fungal pathogens M. oryzae and Fusarium fujikuroi, the causal agents of the rice blast and bakanae disease, respectively. Stronger induction of miR166k-166h expression occurred in resistant but not in susceptible rice cultivars
	Salvador-Guirao et al., 2018

	4
	Osa-miR166j-5p
	In a knock-down dcl1 mutant, expression of miR166j-5 was down-regulated, whereas, expression of miR166a/b/c/d-3p/f was up-regulated following M. oryzae infection
	Zhang et al., 2015

	5
	Osa-miR169a
	The transgenic lines overexpressing miR169a became hyper-susceptible to different M. oryzae strains associated with reduced expression of defense-related genes and lack of hydrogen peroxide accumulation at the infection site
	Li et al., 2017

	6
	Osa-miR396f-5p
	The transgenic lines over-expressing different miR396 isoforms were highly susceptible to M. oryzae
osa-miR396f-5p was identified in response to R. solani infection

Overexpression of the osa-miR396f precursor in a susceptible rice variety showed enhanced resistance to Dickeya zeae
	Chandran et al., 2019

Lin et al., 2016

Li et al., 2019

	7
	Osa-miR397b
	Responsive to M. oryzae
Analysis of Arabidopsis transgenics plants overexpressing Ath-miR397 showed that Ath-miR397b could regulate lignin content  through modulation of AtLAC4 
	Li et al., 2016

Wang et al., 2014

	8
	Osa-miR398b
	Over-expression of miR398b displayed higher resistance against M. oryzae
	Li et al., 2014 Li et al., 2019b

	9
	Osa-miR528-5p
	Negative regulator involved in rice immunity against M. oryzae
miR528 negatively regulates viral resistance in rice by cleaving L-ascorbate oxidase (AO) messenger RNA
	Li et al 2014

Wu et al., 2017

	10
	Osa-miR530-5p
	osa-miR530-5p was identified in response to R. solani infection

Responsive to M. oryzae

	Lin et al., 2016

Li et al., 2016

	11
	Osa-miR820c
	Up-regulated in response to elicitors from the M. oryzae in rice

Significantly up-regulated by Rice Stripe Virus infection
	Campo et al., 2013

Lian et al., 2016

	12
	Osa-miR1862d
	Responsive to M. oryzae or its elicitors
	Li et al., 2019

	13
	Osa-miR1876
	Responsive to M. oryzae or its elicitors
	Campo et al., 2013

	14
	Osa-miR2878-5p
	Negative regulator involved in rice immunity against M. oryzae
	Li et al., 2014
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