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Supplementary Figure 1. Comparison of primary liver sinusoidal endothelial cells (LSECs) with single cell data: A) Correlation of MacParland et. al 2018 reported genes between (left) present study LSECs (adult and fetal) with MacParland et. al 2018 identified LSECs, and (right) a-LSECs and f-LSECs. B) (Left) Venn diagram of differentially expressed genes identified for different zones of LSECs reported in Aizarani et. al 2019, (right) correlation between a-LSECs and f-LSECs of all LSECs genes reported by Aizarani et. al 2019. C) Correlation of DEGs in different zones of Aizarani et. al 2019 with primary a-LSECs and f-LSECs.
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Supplementary Figure 2. Relative F8 expression in LSECs (adult and fetal), HPMEC, HPAEC and HCMEC.
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[bookmark: _GoBack]Supplementary Figure 3. Volcano plot between f-LSECs and other fetal endothelial cells (f-ECs) (HPMEC, HCMEC & HPAEC). Red = Genes with foldchange above 1.3 and p-value below 0.05, Blue = Genes with foldchange above 1.3, and Green = Genes with p-value below 0.05
[image: L:\ResearchProjects\EndothelialCells Publication\Jamil et al IJMS\volcano_alsec vs flsec.png]
Supplementary Figure 4. Volcano plot between a-LSECs and other f-LSECs. Red = Genes with foldchange above 1.3 and p-value below 0.05, Blue = Genes with foldchange above 1.3, and Green = Genes with p-value below 0.05
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