Table S2. List of the chemically synthetized oligonucleotide primers. The primers that were applied for the
generation of pDEST-Hise-MBP-mEYFP expression plasmids coding for the wild-type, P5, P4, P1, P2 and P1’
variants of SFV nsP12 (EYHAGA |GVVETP) cleavage site sequence are listed. Modified cleavage site residues are
bold and red. FWD=forward, REV =reverse.

Cleavage site sequence Oligonucleotide primers

FWD:5-TAAAGAATATCATGCTGGTGCTGGTGTTGTTGAAACACCGG-3’

EYHAGA|GVVETP REV:5'-CTAGCCGGTGTTTCAACAACACCAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTTATGTTGTTGAAACACCGG-3'
EYHAGA|YVVETP REV:5'-CTAGCCGGTGTTTCAACAACATAAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTATTGTTGTTGAAACACCGG-3'
EYHAGA/|IVVETP REV:5'-CTAGCCGGTGTTTCAACAACAATAGCACCAGCATGATATTCTTTAAT-3'
FWD:5-TAAAGAATATCATGCTGGTGCTCAGGTTGTTGAAACACCGG-3
EYHAGA|QVVETP REV:5'-CTAGCCGGTGTTTCAACAACCTGAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTAACGTTGTTGAAACACCGG-3
EYHAGA|NVVETP REV:5-CTAGCCGGTGTTTCAACAACGTTAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTGATGTTGTTGAAACACCGG-3'
EYHAGA |DVVETP REV:5'-CTAGCCGGTGTTTCAACAACATCAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTGCGGTTGTTGAAACACCGG-3
EYHAGA|AVVETP REV:5-CTAGCCGGTGTTTCAACAACCGCAGCACCAGCATGATATTCTTTAAT-3'
FWD:5-TAAAGAATATCATGCTGGTGCTATGGTTGTTGAAACACCGG-3'
EYHAGA |MVVETP REV:5'-CTAGCCGGTGTTTCAACAACCATAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTTGGGTTGTTGAAACACCGG-3
EYHAGA|WVVETP REV:5-CTAGCCGGTGTTTCAACAACCCAAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTTITGTTGTTGAAACACCGG-3
EYHAGA |FVVETP REV:5'-CTAGCCGGTGTTTCAACAACAAAAGCACCAGCATGATATTCTTTAAT-3
FWD:5'-TAAAGAACAGCATGCTGGTGCTGGTGTTGTTGAAACACCGG-3'
EQHAGA|GVVETP REV:5-CTAGCCGGTGTTTCAACAACACCAGCACCAGCATGCTGTTCTTTAAT-3'
FWD:5-TAAAGAATATGAAGCTGGTGCTGGTGTTGTTGAAACACCGG-3
EYEAGA|GVVETP REV:5'-CTAGCCGGTGTTTCAACAACACCAGCACCAGCTTCATATTCTTTAAT-3
FWD:5-TAAAGAATATACCGCTGGTGCTGGTGTTGTTGAAACACCGG-3'
EYTAGA|GVVETP REV:5-CTAGCCGGTGTTTCAACAACACCAGCACCAGCGGTATATTCTTTAAT-3'
FWD:5-TAAAGAATATCGCGCTGGTGCTGGTGTTGTTGAAACACCGG-3
EYRAGA|GVVETP REV:5'-CTAGCCGGTGTTTCAACAACACCAGCACCAGCGCGATATTCTTTAAT-3'
FWD:5-TAAAGAATATGGTGCTGGTGCTGGTGTTGTTGAAACACCGG-3'
EYGAGA|GVVETP REV:5-CTAGCCGGTGTTTCAACAACACCAGCACCAGCACCATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGCTGCTGGTGTTGTTGAAACACCGG-3
EYHAAA|GVVETP REV:5'-CTAGCCGGTGTTTCAACAACACCAGCAGCAGCATGATATTCTTTAAT-3'
FWD:5-TAAAGAATATCATGCTGTGGCTGGTGTTGTTGAAACACCGG-3
EYHAVA|GVVETP REV:5'-CTAGCCGGTGTTTCAACAACACCAGCCACAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGGTGGTGTTGTTGAAACACCGG-3’
EYHAGG|GVVETP REV:5'-CTAGCCGGTGTTTCAACAACACCACCACCAGCATGATATTCTTTAAT-3'
FWD:5-TAAAGAATATCATGCTGGTGTTGGTGTTGTTGAAACACCGG-3'
EYHAGV|GVVETP REV:5'-CTAGCCGGTGTTTCAACAACACCAACACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTGGTCCGGTTGAAACACCGG-3’
EYHAGA |GPVETP REV:5'-CTAGCCGGTGTTTCAACCGGACCAGCACCAGCATGATATTCTTTAAT-3
FWD:5-TAAAGAATATCATGCTGGTGCTGGTAGCGTTGAAACACCGG-3'
EYHAGA|GSVETP

REV:5-CTAGCCGGTGTTTCAACCGTACCAGCACCAGCATGATATTCTTTAAT-3




