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Figure S1. Overall alignment of hAGP with Clases. CLasel and CLase2 indicate CLase from C. noctiluca
and CLase from V. hilgendorfii, respectively. Gaps are represented as dashes (-). Numbers in parentheses
indicate the positions of last amino acid residues. Gray-shaded characters indicate amino acids involved
in the drug-binding ability of hAGP [34]. An asterisk (*) indicate identical amino acid residues. A colon (:)
indicate sites belonging to group exhibiting strong similarity. A period (.) indicate sites belonging to a

group exhibiting weak similarity. The site similarity followed the criteria of ClustalW [51].



