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Three-dimensional structures of full-length rat luteinizing hormone/chorionic gonadotropin 

(LHCGR) and thyroid-stimulating hormone (TSHR) receptors generated by homology modeling.  

Protein secondary structure elements and folding is based on the method of parallel annealing with 

replica exchange. The transmembrane fragment is built on the basis of the transmembrane domain 

of bovine rhodopsin. For modeling, 13 and 10 template models were used, respectively.  

 


