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Supplementary data

Supplemental Figure S1 The coding sequence and amino acid sequence of
DmAMPI1W. Blue part represents the signal peptide (locating no. 1-28 AA residues).
Green part represents the Knotl domain (at 30 to 78 AA). Yellow part indicates (6X)

His tag.
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Supplemental Figure S2 Alignment of amino acid sequences of DmAMP1W and
DmAMP Imature peptide (Accession: POC8Y4). The software DANMAN was used to
perform the sequence alignment.
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