Supplementary Figure 1

Girotra et al. Hematopoietic Stem and Progenitor Cell Sorting
Example of gating strategy
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Supp Figure 1: Full Gating strategy to identify different HSPC populations from the mouse
bonemarrow.



Supplementary Figure 2

Glycine Alanine Serine
sase —_—
= 009 e AR 04q — 1Y I . —
8 —— —"m i
— 4 e— T
EQ_ 154 1 5 03{B T oe{ M I
g —t
S 1.0 0.2 - 0.4+
S
g 054 0.1+ 0.2-
v}
| em
S ool Code——y 0.0
DO L L R ox 9 L L R ox D KR R R ox
ool \*Q’QQQ) SN \3@00% NP
P \\\:b\ \gb\
Molybdenum Iron
**
gr— ¥ %% i
% 0.020- ——— 2.0+ —
g *¥ T
2 0.015+ T 1.54
5 T T
2 0.010- 1.04
=
=
0 0.0054 0.5+
c
o
O 0.000- 0.0-
O R LR ox S R LR
TS Es? TN E
.\\\0 _40
& &

Supp Figure 2: Aminoacid and mineral profile comparison between HSPCs and CD8+ naive
T cells. Different populations from the mouse BM and CD8+ naive T cells from mouse spleen
were FACS sorted for amino acid and mineral analysis. KLS: Lin-cKit+Scal+; CMP: Common
Myeloid Progenitor; GMP: Granulocyte Macrophage Progenitor; MEP: Megakaryocyte
Erythroid Progenitor; naive CD8+: CD3+CD8+CD62L+CD44- . One-way Anova *p<0.05,
**p<0.01, ***p<0.001, ****p<0.0001. (n=3)
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Supp Figure 3: FSC based cell size analysis of different bonemarrow HSPC populations.
One-way Anova *p<0.05, **p<0.01, ***p<0.001, ****p<0.0001. (n=6)



