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Figure S1: This phylogenetic tree contains a total of 205 sequences. The tree was constructed in
FastTree and visualized in (midpoint rooted increasing order) FigTree. The coloring scheme of the
leaves indicates sequences belongs to different group/ family- Red, Green and Blue indicates Metallo-
B-lactamase B1, B2 and B3, Magenta color indicates archaeal sequences while black indicates diverse
function.



