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Supplementary Figure S1. Supporting blot data for Figure 1c. Western blotting of A549 and H358
cells growing in adherent or tumoursphere condition. Antibodies were used as indicated.
Nitrocellulose membrane was cut before probing with the respective primary antibody and full
membrane blots are shown. Cropped areas used in Fig. 1c are indicated by red-dashed rectangles.
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Supplementary Figure S2. Supporting blot data for Figure 2a. Western blotting of A549 and H358
cells treated with 0.1% DMSO or 5 uM CmpdA for 30 min. Antibodies were used as indicated.
Nitrocellulose membrane was cut before probing with the respective primary antibody and full
membrane blots are shown. Cropped areas used in Fig. 2a are indicated by red-dashed rectangles.
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Supplementary Figure S3. IKKg inhibition in A549 cells reduces proliferation in a dose-
dependent manner without causing cell death. (a) A549 and H358 cells were treated with 0.1%
DMSO or the indicated concentrations of CmpdA and cell proliferation and death were analysed by
IncuCyte time-lapse video microscopy as described in methods. Bar graphs represent average + 1 SD
of two independent experiments. (b) Growth curves measured by IncuCyte time-lapse video
microscopy of KRAS-mutant A549 cells (left) or H358 cells (right) upon treatment with 0.1% DMSO or
the indicated concentrations of CmpdA. A representative growth curve of two independent
experiments is shown for each condition. Error bars show £ 1 SD for technical triplicates.



Supplementary Table S1. Sequence of forward and reverse primers used for real-time PCR analysis.

Gene Primers Aml‘)licon Ge-ne bank

size accession number

T s ccontecacaccaaaaracigy 1 NMLoonns
SRS GOTCICCAGGTAACGAACAATACA s TP NML00STR09
SRS GAGTGAGACCACOMGAGACTGGE s 2B NMLOOI3Ssd
SRS GGTOGGCAGGAAGATTTTATIGS 'St Moo
SRS GCCGOGOAGCGTGTACT S St XM 1064
SR 5 GCCTCAAGCGCAGATG > B0t VL0019
O saRis cagTIOTTTICIGcACaTe Ty M6t NMLO0se2
ey ot oow0s
ety i owwrmros
O samis cactccarcermaccatcans Mb NMovisiog
SRS TICOACTCTCCACGEATCT 070 NML0049043
GAPDH SeqFw: 5’-GAGCCGCATCTTCTTTTGC-3’ 54 bp NM_001357043.2

SeqR+:

5’-CCATGGTGTCTGAGCGATGT-3’




Supplementary Figure S4.

A549 H358 N

£ i %‘?L_,
i (W KK

1 1 1 T 1 1 !

1 1 1 (£ 1 1 !

1 1 1 (- 1 1 !

1 1 1 Il 1 1 !

1 1 1 e 1 1 1
(. : -—: —-: —— : : -: -——: -": a—tubulin

1 1 1 0 1 1 !

GAPDH

Supplementary Figure S4. Supporting blot data for Figure 4a. Western blotting of A549 and H358
cells treated with the indicated siRNA. Antibodies were used as indicated. Nitrocellulose membrane
was cut before probing with the respective primary antibody and full membrane blots are shown.
Cropped areas used in Fig. 4a are indicated by red-dashed rectangles.



