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Supplemental Figure S1. Full-length blots of Figure 3c shown at three different exposures. (a-c) Relative FVIII 
level in MS1 cells collected 72h after transfection with miRNAs: miR-208, miR-351 and miR-125a expression 
vectors compared to control cells (SC) determined by Western blot form transfected samples presented at three 
different exposure along with molecular size marker (at d, line 1). (e-g) Loading controls: Same blots after 
incubation with β-actin and GAPDH antibodies at three different exposure along with molecular size marker (at 
h). The molecular weight of the bands were determined by Precision Plus Protein Dual Color Standards (BioRad, 
Hercules, CA, USA) loaded in line 1 as shown in d and h (for a-c and e-g panels, respectively). 


