Supplementary materials

Table S1. Association of selected miRNAs with kidney graft disorder and relevant gene target(s).
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Figure S1. Association of miRNAs (miR-29c, miR-126, miR-146a, miR-150, miR-155, miR-223) with kidney graft
disease in patients with performed kidney graft biopsy due to indication after miRNA measurement. Blood samples
of patients with recurrent glomerulonephritis (rGN; n = 3) after kidney transplantation presented higher expression



of miR-126, miR-150, miR-223 than patients with antibody mediated rejection (ABMR, n =11) and patients that were
without indication for biopsy (stable patients” group; n = 85). miR-155 presented higher expression in both, rGN
and ABMR, compared to the stable group. miR-29c expression distinguished between pathologies, showing a
distinct pattern of expression in the setting of ABMR and rGN post transplantation. The results of the pilot study
were presented as oral abstract at ASN Kidney Week, Washington DC, 2019.



