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Table S1. Oligodeoxynucleotides used in the study.

Oligonucleotide Oligonucleotide sequence*
name

(1) GGGG GTATTGGGGTTAGAATAACCCCAATAC

(2) GGGC GTATTGGGCTTAGAATAAGCCCAATAC

(3) CGGG GTATTCGGGTTAGAATAACCCGAATAC

(4) CGGC GTATTCGGCTTAGAATAAGCCGAATAC

(5) GGCG GTATTGGCGTTAGAATAACGCCAATAC

(6) GGCC GTATTGGCCTTAGAATAAGGCCAATAC

(7) CGCG GTATTCGCGTTAGAATAACGCGAATAC

(8) GCGG GTATTGCGGTTAGAATAACCGCAATAC

(9) GCGC GTATTGCGCTTAGAATAAGCGCAATAC

(10) CCGG GTATTCCGGTTAGAATAACCGGAATAC

T7GG TAATACGACTCACTATAGGACTCAGTCATGTATCCCCTATGTACTTTC
T7GG-comp ** GAAAGTACATAGGGGATACATGACTGAGTCCTATAGTGAGTCGTATTA
T7GC TAATACGACTCACTATAGGACTCAGTCATGTATCGCGTATGTACTTTC
T7GC-comp GAAAGTACATACGCGATACATGACTGAGTCCTATAGTGAGTCGTATTA
T7CG TAATACGACTCACTATAGGACTCAGTCATGTATGCGCTATGTACTTTC
T7CG-comp GAAAGTACATAGCGCATACATGACTGAGTCCTATAGTGAGTCGTATTA

* Binding sites with nucleotide sequences that fit to a common pattern SGGS are colored in green; SGCS
are in blue; SCGS are in red (S stands for G or C)

** Comp, complementary strand.



Figure S1. ITC raw data
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Figure S2. Vis CD spectra

Binding of OA to different tetranucleotide sites in solution.

CD changes at 440nm upon titration of 5 uM OA with increasing concentrations of the DNA hairpins 1, 6,
7,9, or 10.
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Figure S3. UV CD spectra
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Figure S4. UV-VIS CD Spectra of the OA-DNA complexes containing binging

CD spectra of free OA (black), OA bound to hairpins 1 (binding site GGGG, green), 7 (CGCG,
blue) or 9 (GCGC, red). Inset. CD spectra of free DNA hairpins 1, 7 and 9 (same color code).
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Figure S5. EMSA

(A) OA binding to DNA hairpins at high concentration: 2.5 yM OA; 5 yM DNA. The same gel
was visualized upon UV excitation before (upper panel; intrinsic OA fluorescence) and after
(lower panel; DNA) EtBr staining.

(B) EMSA in absence of EDTA in 0.5x TBM buffer.
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Figure S6. Kinetics of OA binding to DNA hairpins 1-10 carrying the tetranucleotide binding site.
Binding sites with a common SGGS pattern are colored in green; SGCS sites are in blue; SCGS sites are

in red.
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