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Supplementary Figure S1. mRNA expression of 3-secretase (BACE1). We used mice as follows:
vehicle-treated 5XFAD mice (n = 4), TCA-treated 5XFAD mice (1 = 4). Results are expressed as the
mean + S.E.M. Data were analyzed by Student’s ¢ test. ## p < 0.01, significantly different from the
vehicle-treated 5XFAD group.
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Supplementary Figure S2. mRNA expression of Af3-degrading enzymes. mRNA levels of neprilysin
(A) and insulin degrading enzyme (IDE) (B) were analyzed by quantitative real-time polymerase
chain reaction. We used mice as follows: vehicle-treated WT mice (1 = 6), TCA-treated WT mice (n =
4), vehicle-treated 5XFAD mice (n = 6), TCA-treated 5XFAD mice (1 = 5). The results are expressed as
means + S.E.M. Data were analyzed by one-way analysis of variance with Tukey's post hoc test. **p

<0.001, significantly different from the WT group.



Supplementary Table S1. Information of immunostaining antibodies used in this study.

Antibody Host Source Catalog No. RRID Application
6E10 Mouse Son Il)siieoglzgecrzi’ Usa 803001 AB_2564653 mBClllggg
BACE1 Mouse Burhnﬁﬁf’ﬁzl USA MAB5308 AB_95207 WB, 1:1000
PS1 Rabbit Daiiliig;ﬁng’s N 56435 AB_10706356  WB, 1:1000
Iba-1 Rabbit Rigi(;’ni{lifrzi’cﬁ’s N 019-19741 AB_839504 [HC, 1:500
GFAP Rabbit Dako, 70334 AB_10013382  IHC, 1:500
Santa Clara, CA, USA - .
SIRT1 Rabbit Dai?irssi,g;/;ii,nljglls N 2028s AB_1196631  WB, 1:1000
PGCla Mouse Samaéﬁ‘f;?}‘;f&?‘)gy ' sc-518025 - WB, 1:1000
PPARY Rabbit Daiiliig;ﬁng’s N 2443s AB_823598  WB, 1:1000
B-actin - Santa[;rl?;sfs}(;(t’efjhslf‘)gy ' sc-47778HRP  AB_2714189  WB, 1:5000
Mouse IgG Goat Sa“ta[;rllllazsi‘;(ti?srfk’gy’ 52005 AB_631736  WB: 1:5000
Rabbit IgG Goat Sa“ta[;rﬁ‘azsi‘;(tffﬁsrz’logy’ sc-2054 AB_631748  WB: 1:5000
Alexa Fluor 488  Goat Thx;;:ih;icﬁgfm A11001 AB_2534069  IHC, 1:1000




Supplementary Table S2. Information of gRT-PCR primers used in this study.

Gene Primers
NEP Forward 5-GAA ATT CAG CCA AAG CAA GC-3
Reverse 5-GAT TTC GGC CTG AGG AAT AA-3’
IDE Forward 5-CCA AGA AGG CAT CGA CGT AA-%
Reverse 5-GAT GCT CTT CCT GGA AAG GG-3
TNFo Forward 5-GAT TAT GGC TCA GGG TCC AA-3’
Reverse 5-GCT CCA GTG AAT TCG GAA AG-3’
IL-1p Forward 5-CCC AAG CAA TAC CCA AAG AA-3
Reverse 5’-GCT TGT GCTCTG CTT GTG AG-3’
L6 Forward 5’-CCG GAG AGG AGA CTT CAC AG-3’
Reverse 5-TTG CCATTG CAC AACTCT TT-3’
SIRT1 Forward 5'-ACG CTG TGG CAG ATT GTT ATT A-3
Reverse 5-TTG AAG AAT GGT CTT GGG TCT T-3'
PCCla Forward 5-AAT GAA TGC AGC GGT CTT AG-3

Reverse 5-GTC TTT GTG GCT TTT GCT GT-3’
PPAR Forward 5-TGT GGG GAT AAA GCA TCA GGC-3
Y Reverse 5-CCG GCA GTT AAG ATC ACA CCT AT-3




