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[bookmark: _GoBack]Figure S2. qPCR validation of candidate maternal transcripts related to immune system, which were identified from RNA-Seq analysis. Mean ± standard deviation (n = 3) are shown. Means denoted by the different letters (a, b, c, and d) at the top of the bars indicate statistically significant differences (p < 0.05) between tissues determined by one-way ANOVA followed by Bonferroni's multiple comparison test. UFE (unfertilized eggs), OVA (ovary), TES (testis), and MUS (muscle).
image1.tiff
Relative expression

MAPIgJ MAPK14 IL1B

030 045 2.00
025 0.40 1804 @
0.35 b 160 a
020 030 1.40
a 025 1.20 b
0.15 b - 1.00
0.20 080
0.10 0.15 0.60
005 d 0.10 0.40
0.05 020 c
0.00 0.00 0.00
UFE OVA TES MUS UFE  OVA TES MUS UFE OVA TES MUS UFE OVA TES MUS
FADD Bt
0.50 016 4 0.70
S 045 014 060
B 040 o012
2 035 b 0.50
S 030 0.10 0.40
£ ¢ .
3 025 008
o 020 0.06 0.30
2 015 0
T 010 004 20
Kl 0.10
005 002 d
0.00 000 0.00

UFE OVA TES Mus UFE OVA TES Mus UFE OVA TES MUs




