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Figure S1. Dose optimization of miR-29a mimic. Mice were categorized into
four groups: no-treated (NT), mock, 1 and 5 nomle/30g. Each group includes
two animals. Treated groups were individually subjected to administration of
0, 1, and 5 nmole miR-29a mimic dissolved in 200 ul of in vivo-jetPEI®
through tail vein one shot per day, three days in total. Hepatic miR-29a level
was determined using qRT-PCR. 510202 level was used as normalization

control.
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Figure S2. PCR efficiency of collal, il-16, tgf-f1, and gapdh. The qRT-PCR
reaction was performed with serially diluted cDNA of liver tissue in the
presence of designed primers and SYBR green master mix. The Ct value was
used for calculation of PCR efficiency of colla1(A), il-18(B), tgf-f1(C), and
gapdh (D).



