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Supplementary Material 

Figure S1. Survival analysis of prostate cancer patients with SurvExpress (n=140). 

Low expression of CCND1 (A), CDK4 (B), and TWIST1 (C) were correlated with 

good prognosis of prostate cancer patients. High expression of SNAI1 (D), SNAI2 (E), 

and CDH1 (F) were correlated with good prognosis of prostate cancer patients. 

Figure S2. Kaplan–Meier curves according to any two-gene models. Clinical 

outcomes for the combinations of CDK4/TWIST1 (A), CDK4/SNAI2 (B), and 

TWIST1/SNAI2 (C) mRNA status of prostate cancer patients. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 



 

 


