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	SVM
	GLM
	PAM
	RF
	LDA
	DL

	AUC
95% CI
	0.9203
(0.6203–1)
	0.9458
(0.6458–1)
	0.8844
(0.6844–1)
	0.8874
(0.6874–1)
	0.7968
(0.5768–1)
	0.9687
(0.6687–1)

	Sensitivity
	0.8700
	0.8500
	0.7200
	0.8000
	0.7500
	0.9644

	Specificity
	0.8500
	0.9000
	0.9000
	0.8000
	0.8500
	0.9000




Important predictors in descending order of 42 differentially-expressed genes:
SVM: cg00785170, cg16824301, cg22234080, cg10149021, cg25365050
GLM: cg00785170, cg07516697, cg16824301, cg20509092, cg10149021
PAM: cg00785170, cg20509092, cg11961138, cg16824301, cg10149021
RF: cg00785170, cg22234080, cg10149021, cg16824301, cg20509092
LDA: cg00785170, cg22234080, cg16824301, cg20509092, cg26707202
DL: cg07516697, cg10149021, cg16824301, cg22234080, cg11035303


