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Figure S5: Comparison of top 50 GO Terms obtained by LCM/MS, identified with different
analysis approaches. Top 50 GO Term lists from Total unique protein (left column); Proteins obtained
from proteins “in at least 2 samples” (additive approach) (middle column); and “exclusive” proteins
(subtractive approach) (right column) are shown for LCM/MS of (A) CADs; (B) hCADs; (C) dCADs; (D)
hCAD protrusions; (E) dCAD protrusions; and (F) GCs. (G) Top 50 GO Term lists from Total unique
protein (left column) and “exclusive” proteins from TNTs (subtractive approach) (right column). For all
cases, GO Terms related to protrusions (violet), membrane (blue) and cytoskeleton (red) are
highlighted. (H) The GO term list “related to protrusions”, highlighted in violet in each tables, is shown.




