
Figure S4: Comparison of protein lists obtained by LCM/MS, identified with different analysis
approaches. Comparison of the “Total unique protein” lists vs protein lists obtained from proteins “in at
least 2 samples” (additive approach) or “exclusive” protein lists (subtractive approach) obtained from
LCM/MS of (A) hCAD protrusions; (B) dCAD protrusions; or (C) GCs


