hCAD protrusions "12 3;m “exclusive”
a0 " e parers fh R0
m:m- O000R0T) VERIC _g‘ mﬁm% z ,
i "‘,“""’m' .Mu.:éﬁéiwiu Borgasy dondine %ﬁu *endntic spine (GO:0043197)
o o T e (SO 000S5TeY m ouis 55550585 iy par (GO GO00LY) cell tip (GO:0051286)
T i oiacaiua vesic oo e s “heurofilament (GO:0005883) inviesc
il ek SN v e LT ) cencins (Gossnizs, eukaryotic translation inifiation factor 3 complex (GO:0005852)
e e (10 o se.g;"“go”g:g‘ggmm*mm sossmasse Gosonarsy Cation-transporting ATPase complex (GO:0090533)
““W““a“;“&m“mm (GO:0043230) nbon.g:ma(l subunit (GO:0044391) wuaconan  dendritic spine neck (GO:0044326)
s oo JCPASFLIC compex (0015907301 myelin sheath (38 :0043209) sodium:potassium-exchanging ATPase complex (GO: 0005890)
e waacsiuar ngenpan (500044421 cytosolic ribosome :0022626) neuron sping (GO:0044309)  cium (GO 0005923) plasma mambrane bounded cel projection past (GO
TR gytosolic small nbmmy;‘tl subunit (GO: 00226{2?} ancharing functon (GO0070161) calcium and calmodulin-dependent protein kinase complex {GO 0005954)
e cosena R BT S By Shaperonin-containing T-complex (G0:0005832) e pcs e sov20 RAVE complex (GO:0043291)
maceronges eutra subunit (GO:0022625) complex (GO:0098533
Wm‘(‘r”aﬁ”m‘” ribosome (GO:0005840) ,,m”f' lorge 1 subunit :Go:mléees ' wmnoom{(‘-ow:-::i}\ jl:?ﬁ;% g&dp:;ndem transmembrane transport complex ( )
s cnnst BOSER  [ocal adhesion (GO.0005025) Bmlc part (60;0044441053 oo 501 05 004030 mitotic spindie pole (GO:0097431) FHF complex (G00070695)
oy Sukanyege b oeily oAb oyl sy soss reungan Gooosrsssy  dendritic spine head (G0:0044327)
amers e 000N cofl-substate juncion (GOD030055) T sperm fibrous sheath (G 20035686) somucdendrac compariment (GO0038477)
b it i gpdly oo i i ATIAR SUASOR Dhad u T oo, M S O IO wrapse (GO0045202) Dimieane bounded ot srojection (60:0120025)
Droten cimmplan () OOHITH) wmhlrmmmmlmmﬂ& e Pt (o) X rruron pe ‘wwm negeal (GO oo0sasT
w%%mr'" mﬁ’iﬁuﬂmﬂ;ﬂ’;‘“w‘ ot synapee part (GO .0D44456) mwﬁ ﬂwa:gg"[ O04ET)
YL Pt e 00 G104y
i et am-m;mﬁown
gt [CA0 B0AXTN
dCAD protrusions “in 2" “exclusive”
misocnondrion (GO 0004739)
R o o
mmmww o M7 ap e com ""‘“'@% wmmmm e rgloma;u :50:‘:"8?;1 o"omm mmmtsommu
acherens jncson (50 9005812) phse Moy ] Bty ot
- ol me; o "ﬁ"”"""“nﬁ“ﬁ;&qg pogpar restes Comion  maoch iy &)m“ P’%‘m e AtPase comphe (GO-0018468)
'y -3 100 00 meﬂumnn GO ODASIST) D008 I broe 2
“;x&%ﬁm Acracaluler s (KI0003103 ““‘*"”w ““'Gom' A i m;ac?omwﬂentoisvmwc vesicle membrane (GO:0098563)
| non e iy (BSOSt AV Eamgodnt of e e iyt 0N L mwmm other organ GLGOMEIS} axon hillock [GO 0043203)
M-Mmgm:mmm "' excitatony synapse { .
mm‘“&“ﬁ'm el o intercetaar bridge GO0045171) - @myloid-beta complex (GO:0106003)
o it %Mm|wmw Fesouriiony chan comghen 8 100 0045273) cleavage fumow (GO0032154) f ;
axtocemia: space (GOTOOSEIE)  Chaperarin mfg"m 39) e torminal bouton (GO.0043195) presynaptic active zone membrane (GO:0048787)
mmg% myelin sheath GO 00 43209} e el mmmm endqpla_asmlc reticulum tubular network membrane (GO:0098826)
e GO m&%&i e R e cence eopic vescis So0omaez . SCAR complex (GO:0031209) wen ooz
e S ey mm ks noi SRS blood microparticle (GO:0072562) zona pellucida receptor complex (GO: 0002199)
o wu;c;’,ﬂa},cW, 1001090730 MMIUWMGM(GON@OS_ WG ciass | g compie (GO0 on::'morgmsmm I:m‘::l“(w wgg::.aw} mtegraLc:m?onent of syn:mnc vesicle membran!eetggoggagm
T arganate ottt 150 18048) ecaplasms s mﬁm J”‘ﬂ i cel surtace furow (GO.0097610) dense core granule éoooanoas) o,
s W'lem%mm'm “—a:DnDaJl“"“" 7)  plasma et muu%’iwmm ¢ !
vnwmmgomm e B0 0045 Dm’g;wmmnm siereocilum :Goooszazm ﬂlmi«m(ﬁ? oussasz’n
YMW@“.M“ cel-subsirato uncton wom el 268 bdy (GO mmmmmmr
. N L O e e G T
3 oo o 150 6043230
reRips WS
GCs “in 27 “exclusive”
M it - meosngore
o T T, o e SR et e i e G
me'mwm mmmmé&%m ety (Goomony  Ciliary roctlet iGO 0035253} mocmmwmrcomm
Y me‘mmmmﬂ“mm“”"m cmmwleomm 4 axon initial segment (GO:00431 ey
e o G s TGO orods) s e plex (GO Soneme part (GO-0044447) i
vesilo (GO0031582) (G0:0030529) sweseom comisey — BORC complex (GO 00990?8] ‘“"“"‘"“""" mmm )
persiusicigsupesd F“‘“"‘"’"‘”‘“‘W‘m' lic part (GO:0044445) s7oom o " acin tiament (G00005884) il
gl oot (50 DO0E) # mwo
s e S ORI SO JOOI) cionsin o myofilament (GO:0036379) terminal web ( O 199035?}
,.«.,Mm‘m. HOPS (G0:0030897) phosphopyruvate hydratase complex (GO:0000015)

R ribosome (GO:0005840) ribosomal subunit (GO: s (800002199)
X
8L sompiex 0003108 perineuronal net (GO: 0072534} —

wiraceiyiar pant GO 0048424}
cetine 0 SOEBAN_anchoting juncion (GO00T0161)  ZONA pellucada receptor com)
iy eraca spce (G00sss) CytoSOIIC ribosome (GO:00226 26! _—
chaperonin-containing T-complex (GO:0005832) Sl muscle thln filament tropomyosin (GO:0005862) "ot
et (0000520 extraceliular vesicle (GO:1903561)  cytosolic small ribosomal subunit (GO:0022627) OC-1 complex (GO:0031083)  myjcrotubule bundle (GO:0097427)
e v i, chaperone complex (GO:0101031)  mewmoerswmsis oo dendnne terminus (GO:0044292) GO:0005865
apepmens suncoonusn myelin sheath (GO:0043208) cytosolic large nibosomal subunit (GO-0022625) node of Ranvier (GD0033268)  Striated muscle thin filament 5865)
i e adherens junction (GO:0005924) I paranode region of axcn (G0:0033270)  axonemal microtubule (GO:0005879)
T e B T e
it Apinde i (00 19GHS) focal adhesion (¢ 000% mt}-wmmﬂoﬂlml -"‘J:;\:":t"""wm‘ : dﬁmmmn arm (GO:0036157) <
i mmm.ma, adheens junction (GO0005912) mggm'g bt mmmm lwﬁomm:im AP 3 ‘adaptor complex (60m123!
P e - s sty i Cosown ity
S vt 0 B ancta 100 0643220 - oo, i
i m%ww

Figure S6



