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Gene 

name 
Common name 

Accession 

number 

Primer sequence  

(Forward and reverse 5’-3’) 
Reference 

GAPDH 
Glyceraldehyde-3-phosphate 

dehydrogenase 
NM_001115114 

AGGCAGAAGGCGGCAAAC  

AAGACACCAGTAGACTCCACAAC 
[1] 

HSP70 Heat shock cognate 70-kd NM_131397 
GGTTCGATGACCCTGTAGTG 

GGACCATGGAGGAAATCTCT 
This study 

GPX1A Gluthatione peroxidase 1a NM_001007281 
ACCTGTCCGCGAAACTATTG  

TGACTGTTGTGCCTCAAAGC 
This study 

CAT Catalase NM_130912 
GCTCCACCACGTGAATAAAC  

GGAGCTCAACTCTTCATCCA 
This study 

SOD1 
Superoxide dismutase 1, 

soluble 
Y12236 

TGTCAGCGGGCTAGTGCTT 

GTCGTCTGGCTTGTGGAGTG 
[2] 

SOD2 
Superoxide dismutase 2, 

mithocondrial 
NM_199976 

AGCCAAAGTCACGCTTTATG 

GGTGATGTGACAACCCAAGT 
This study 

CYP1A 
Cytocrome P450, family 1, 

subfamily A 
 AF210727 

CGACTGCAAAGAGAATTGGA 

CTTTGGATGTGCAGTGAGGA 
[3] 

GSTP1 Glutathione S-transferase pi 1 NM_131734.3 
TCATTGACGTGATGAACGAC 

ATCTGATCACCAACCAGGAA 
This study 


