TABLE S1 Bacterial and yeast strains used in this study.

Strain Relevant genotype Reference
Escherichia coli
S17-1 E. coli K12 thi pro hsdR™ hsdM' recA [chr::RP4-2-Tc:Mu- [1]
Km::Tn7]
Saccharomyces cerevisiae
Y2HGold MATa, trpl-901, leu2-3, 112, ura3-52, his3-200, gal4A, galS0A, Clontech
LYS2::GALluas—Galltata—His3, GAL2uas—Gal2tata—Ade2
URA3::MELIuas—Melltata AURI-C MELI
Y187 MATa, ura3-52, his3-200, ade2-101, trp1-901, leu2-3, 112, gal4A, [2]
2al80A, met—, URA3::GALIuas—Galltata—LacZ, MEL1
Ralstonia solanacearum
RS1002 RS1000 Nal" (phylotype 1, biovar 4) [3]
RS1704 RS1002 AripAW AripAR [4]
RS1720 RS1002 AripEl This study
RS1725 RS1002 AripAR AripAW AripAY This study
RS1726 RS1002 AripAL AripAR AripAW AripAY This study
RS1727 RS1002 AripEl AripAL AripAR AripAW AripAY This study
RS1728 RS1002 AripEl AripAC AripAL AripAR AripAW AripAY This study
RS1729 RS1002 AripEl AripAC AripAL AripAP AripAR AripAW AripAY  This study
RS1730 RS1002 AripEl AripAC AripAL AripAP AripAR AripAU AripAW  This study
AripAY
RS1731 RS1002 AripEl AripQ AripAC AripAL AripAP AripAR AripAU  This study
AripAW AripAY
RS1732 RS1002 AripAS5 AripEl AripQ AripAC AripAL AripAP AripAR  This study
AripAU AripAW AripAY
RS1733 RS1002 AripAS AripEl Aripl AripQ AripAC AripAL AripAP  This study

Pseudomonas syringae pv. tomato
DC3000
DC3000 cor™

Agrobacterium tumefaciens

GV3101

AripAR AripAU AripAW AripAY

Rif COR"
DC3000 AcmaA Acfa6 (Rif" COR")

Gm' Rif'
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