
TABLE S1 Bacterial and yeast strains used in this study. 

Strain Relevant genotype Reference 

Escherichia coli   

  S17-1 E. coli K12 thi pro hsdR− hsdM+ recA [chr::RP4-2-Tc::Mu-

Km::Tn7] 

[1] 

   

Saccharomyces cerevisiae   

  Y2HGold MATa, trp1-901, leu2-3, 112, ura3-52, his3-200, gal4Δ, gal80Δ, 

LYS2::GAL1UAS–Gal1TATA–His3, GAL2UAS–Gal2TATA–Ade2 

URA3::MEL1UAS–Mel1TATA AUR1-C MEL1 

Clontech 

  Y187 MATα, ura3-52, his3-200, ade2-101, trp1-901, leu2-3, 112, gal4Δ, 

gal80Δ, met–, URA3::GAL1UAS–Gal1TATA–LacZ, MEL1 

[2] 

   

Ralstonia solanacearum   

  RS1002 RS1000 Nalr (phylotype I, biovar 4) [3] 

  RS1704 RS1002 ΔripAW ΔripAR [4] 

  RS1720 RS1002 ΔripE1 This study 

  RS1725 RS1002 ΔripAR ΔripAW ΔripAY This study 

  RS1726 RS1002 ΔripAL ΔripAR ΔripAW ΔripAY This study 

  RS1727 RS1002 ΔripE1 ΔripAL ΔripAR ΔripAW ΔripAY This study 

  RS1728 RS1002 ΔripE1 ΔripAC ΔripAL ΔripAR ΔripAW ΔripAY This study 

  RS1729 RS1002 ΔripE1 ΔripAC ΔripAL ΔripAP ΔripAR ΔripAW ΔripAY This study 

  RS1730 RS1002 ΔripE1 ΔripAC ΔripAL ΔripAP ΔripAR ΔripAU ΔripAW 

ΔripAY 

This study 

  RS1731 RS1002 ΔripE1 ΔripQ ΔripAC ΔripAL ΔripAP ΔripAR ΔripAU 

ΔripAW ΔripAY 

This study 

  RS1732 RS1002 ΔripA5 ΔripE1 ΔripQ ΔripAC ΔripAL ΔripAP ΔripAR 

ΔripAU ΔripAW ΔripAY 

This study 

  RS1733 RS1002 ΔripA5 ΔripE1 ΔripI ΔripQ ΔripAC ΔripAL ΔripAP 

ΔripAR ΔripAU ΔripAW ΔripAY 

This study 

   

Pseudomonas syringae pv. tomato   

  DC3000 Rifr COR+ [5] 

  DC3000 cor− DC3000 ΔcmaA Δcfa6 (Rifr COR−) [6] 

   

Agrobacterium tumefaciens   

  GV3101 Gmr Rifr [7] 
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