Supplementary data for Baquero Forero and Cvrckova —p. 1

Supplementary data for Baquero Forero and Cvrckova: SH3Ps — evolution and diversity of a family of
proteins engaged in plant cytokinesis

The supplementary materials consist of the following:

Supplementary Figure S1: A maximum likelihood phylogenetic tree of seed plant SH3P2 protein sequences (in this
file).

Supplementary Figure S2: Alignment of all full-length angiosperm SH3P sequences (in this file).

Supplementary Table S1: Inventory of SH3P homologs in selected plant species (in a separate MS Excel spreadsheet
file TableS1.xls).

Supplementary Table S2: List of primers used for cloning into yeast two hybrid vectors (in this file).
Supplementary Table S3: List of primers used for cloning into Gateway™ compatible vectors.

Supplementary Data S1: Structural models of Arabidopsis SH3P1, SH3P2 and SH3P3 in the standard PDB format (in
a separate Zip archive file DataSl.zip). Recommended viewer: DeepView (see Ref. [64], available at
https://spdbv.vital-it.ch/.).

Supplementary Figure S1. A maximum likelihood phylogenetic tree of seed plant SH3P2 protein sequences. Symbols at branches
denote bootstrap support (no symbols for support below 50 %), the arrow marks the position of the root of the angiosperm SH3P2
clade (with the gymnosperms serving as an outgroup). For species color-coding see Figure 1, for accession numbers of all
sequences see Supplementary Table S1.
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Supplementary Figure S2. Alignment of all full-length angiosperm SH3P sequences. Positions where amino acid category is
conserved across all sequences are highlighted in green, those with amino acid category shared by all members of at least one clade
and present in at least one member of another clade are shown on yellow background, clade-specific positions (i.e. those where
amino acid type is shared by all members of one clade but not with other clades) are highlighted in turquoise. For amino acid
categories definition see legend to Figure 3, for sequence description see Supplementary Table S1. Incomplete sequences or those
lacking parts of well-conserved domains (possibly because of imperfect splicing prediction) have been omitted (continued on next

page).
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Supplementary Table S2: List of primers used for restriction enzyme-based cloning into yeast two hybrid vectors with restriction
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enzymes used and names indicating final destination vectors

Gene Primer sequence 5'- 3’ Enzyme Primer name
SH3P2 TTGGATCCGCAGAAACCCGCATCAACTC BamHI SH3P2_pGAD_for
TTGAATTCTGTGAATAGCTCTTGATCTGGTGA EcoRI SH3P2_pGAD_rev
SH3P3 TTCTCGAGGTAGTTTGTTGGGGACAGGACA Xhol SH3P3_pGAD_for
TTGAATTCGGGAAATCAAGAGGAGAAGTGAC EcoRI SH3P3_pGAD_rev
FH5 TTCATATGTACTCTGTTGGTTCCTCCATCAA Ndel FH5_pGBKT?7_for
TTCTGCAGAACTAGACTGATCCACGCGTCT Pstl FH5_pGBKT7_rev
TTCATATGTACTCTGTTGGTTCCTCCATCAA Ndel FH5_pGAD_for
TTCCCGGGAACTAGACTGATCCACGCGTCT Xmal FH5_pGAD_rev

Supplementary Table S3: List of primers used for cloning into Gateway™ compatible vectors, PCR amplification of coding

sequence with recombination sites and cloning into donor vectors for creating vectors for transient expression experiments.

Primers M13for and M13rev were used for amplification of coding sequences of all three genes with recombination sites from

pDONOR221 vectors for recombination into target vectors.

Gene Primer sequence 5°- 3’ Vector Primer name
(target)
SH3P1 GGGGACAAGTTTGTACAAAAAAGCAGGCTTAATGGAAGCTATAAGAAAGCAAGCTG pDONOR221  SH3P1 _ CDSgw for
GGGGACCACTTTGTACAAGAAAGCTGGGTACTGTTGCTTGGAGTTTGATTCCA (pGBKT7gw,  SH3P1_CDSgw rev
pGADT7gw)
SH3P2 GGGGACAAGTTTGTACAAAAAAGCAGGCTTAATGGATGCAATTAGAAAACAAGC pDONOR221 SH3P2 _for_gw
GGGGACCACTTTGTACAAGAAAGCTGGGTATCAGAAAACTTCGGACACTTT (pGBKT7gw) SH3P2_rev_gw
SH3P3 GGGGACAAGTTTGTACAAAAAAGCAGGCTTAATGGATGCGTTTAGAAGACAAGC pDONOR221  SH3P3 cds for gw
GGGGACCACTTTGTACAAGAAAGCTGGGTATCAGTAAACTTCAGCAGCAAAGTT (pB7m34GW)  SH3P3 cds rev gw
FH5 GGGGACAAGTTTGTACAAAAAAGCAGGCTTAATGGTTGGAATGATTCGAGGAGG pDONOR221 FH5_for_gw
GGGGACCACTTTGTACAAGAAAGCTGGGTAGTCTGAATCTGAACTAGACTGATCCAC  (pB7m34GW) FH5_rev_gw
DRP1A GGGGACAAGTTTGTACAAAAAAGCAGGCTTAATGGAAAATCTGATCTCTCTIGGTT pDONOR221 DRP1_for_gw
GGGGACCACTTTGTACAAGAAAGCTGGGTATCACTTGGACCAAGCAACA (pGBKT7gw) DRP1_rev_gw
All GTAAAACGACGGCCAGT pGBKT7gw M13for
AACAGCTATGACCAT M13rev




