Table S1. Primer sequences for human using quantitative real time polymerase chain reaction.
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Gene Accession Sequence Tom

Number (C)
e o
VEGE  NMLODIZ043641 R 5 ACATCCATGAACTICACCACTICG S o
e a
IeAd  NMLODSESS R 5-CTGAAGITIGECAGTTTGG 3 s
T >
RHOA  NM.O016st4 5. CACTTCTGGGETCCACTTTT > 5
ROCKI _ NM.054063 R 5-GATCITGTAGCICCCGCATCIGT S 5
O :

Table S2. Primer sequences for rat using quantitative real time polymerase chain reaction.

Gene Accession Sequence "l:m

Number (C)
IeAd  NMLODIICr7S R 5 ATTGTCACTCCCAGCCACIGA s
TN >
eBL  NM_oi7222 5 CTCTCTCTICCTACACACAC S 5
e >
ENG  NMo0109gs2 R 5 CCACATCIGEATATIGTGGT 3 o
PDGRA  NM.018021 R 5 CAGTTCTGACGTGGCTTICAS o
e, a
GR  NMomo3 R 5 GTACACTTTGICACCCTCCA “
fE a
HNRAA  NMLO21E02 R 5-CACGUTCCTCCTGAAGAATC S o
GAPDH NM_ 0170084 F: 5-TCCCTCAAGATTGTCAGCAA-3' 60

R: 5'-AGATCCACAACGGATACATT-3'




Table S3. miRNA sequence and target gene in 3'-UTR site.

miRNA Target Gene

Accession Number

Target Sequence

hsa-miR-30a-5p MIMAT0000087 3'-GAAGGUCAGCUCCUACAAAUGU-5
hPRL-1 NM_003463.4 5'-GCCUGCUCACUUUAUGUUUACA-3'
hITGA4 NM_000885.6 5-AAUUUAAAAGACACUGUUUACA-3
hsa-miR-340-5p MIMAT0004692 3'-UUAGUCAGAGUAACGAAAUAUU-5
hITGA4 NM_000885.6 5'-CUUUAAAGCCCUUUAUUUAUAA-3'
hsa-miR-146a-3p MIMAT0004608 3'-GACUUCUUGACUUAAAGUCUCC-5'
hITGB7 NM_000889.3 5'-CACCCUACUUCAUUUUCAGAGU-3'
rno-miR-340-5p MIMAT0004650 3'-UUAGUCAGAGUAACGAAAUAUU-5'
rITGB1 NM_017022.2 5'-UCCCAACGCCUUCUCUUUAUAA-3'
rno-miR-30a-5p MIMATO0000808 3'-GAAGGUCAGCUCCUACAAAUGU-5'
rITGA6 NM_053725.1 5'-UACAAAUGAUGCCUUGUUUACA-3'
rno-miR-27a-3p MIMAT0000799 3'-CGCCUUGAAUCGGUGACACUU-5
rPDGFRA NM_012802.1 5'-GUCUUGGGAAGCCUCUGUGAA-3'
rno-miR-21-5p MIMATO0000790 3'-AGUUGUAGUCAGACUAUUCGAU-5
rIL-6R NM_017020.3 5'-CCUUUUGACUUUUUAUAAGCUA-3'
rno-miR-122-5p MIMATO0000827 3'-GUUUGUGGUAACAGUGUGAGGU-5'
rHNF1A NM_001530.4 5'-CCUGUGCCUCCCAGGCCACUCCA-3'




